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eolf-seql

tgtgacgegg ccgcaageac tagtgeccat caccatcacce atcacgocge ggeatag 1617
<210= 3

<211> 5

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDR1 Kabat (1)

<400> 3

Ser Tyr Ala Met Ser

1 5

<210> 4

<211> 15

<Z212> DNA

<213> Artificial seguence
<220>

<223> HCDRI Kabat (1) (DNA 1)
<400> 4

agttatgceca tgagce 15
<210> 5

<21l> 5

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDRL Kabat (2)

<400> 5

Ser Tyr Thr Met Ser

1 5

<210> 6

<211> 15

<212> DNA

<213> Artificial Seguence
<220>

<223> HCDR1 Kabat (2) (DNA)
<400> ©

agttatacca tgagc 15
<210> 7

<21l> 5

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDRL Kabat (3)
<400> 7
ser Phe Ala Met Ser

1 5
Page 3



<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

15

DNA

Artificial Sequence

HCDR1 Kabat (3) (DNA)
8

agttttgeca tgage

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

5

PRT

Artificial Sequence

HCDR1 Kabat (4)
9

Ser His Ala Met Ser
1 5

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

10

15

DNA

Artificial Sequence

HCDR1 Kabat (4) (DNA)
10

agtcatgcta tgagce

<210> 11

<211 5§

<212> PRT

<213> Artificial Sequence
<220

<223> HCDR1 Kabat (5)
<400> 11

Ser Ser Ala Met Ser

1 5

<210> 12

<Z211> 15

<212> DNA

<213> Artificial sequence
<220>

<223> HCBR1 Kabat (5) (DNA)
<400> 12

agttctgeca tgage

<210>
<Z211>

13
7

eolf-seql
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<212> PRT
<213> Artificial sequence

<220>
<223> HCDRL cChothia (1)

<400> 13
§1y Phe Thr Phe Ser Ser Tyr

5
<210> 14
<211> 21
<212> DNA .
<213> Artificial sequence
<220>

<223> HCDRRL chethia (1) (DNA)

<400> 14
ggattcacct ttagcagtta t

<210> 15
211> 7
<Z21Z2> PRT

<213> Artificial Sequence

<220>
<223> HCDPRL chothia (2)

<400> 15

Gly Ser Thr Phe Ser Ser Tyr
1 5

<210> 16

<211 21

<212> DNA

<213> Artificial sequence
<220

<223> HCBbR1I chothia (2) (DNA)
<400> 16

ggatccacct ttagcagtta t

<21i0> 17

<2il> 7

<21Z2> PRT

<213> Artificial sequence

<220>
<223> HCDR1 Chothia (3)

<400> 17
Gly phe Thr Phe sSer ser Phe
1 5

<Z210> 18

<211> 21

<212> DNA

<213> Artificial Sequence

eolf-seql

Page 5

21

21



<220>
<223> HCDRL Chothia (3) (DNA)
<400> 18

ggattcacct ttagcagttt t

<210> 19
<2¥1> 7
<Z212> PRT

<213> aArtificial seguence

<220>
<223> HCDR1 chothia (4)

<400> 19

Gly Phe Thr phe Ser Ser His
1

5
<210> 20
<211> 21
<212> DNA
<213> Artificial Sequence
<220>
<223> HCDR1 Chothia (4) (DNA)
<400> 20

ggattcacct ttagcagtca t

<210> 21

<2ii> 7

<212> PRT

<213> Artificial sequence

<220>
<223> HCbR1 chothia (5)

<400= 21

Gly Phe Thr Phe Sser ser ser
1 5

<210> 22

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDR1 chothia (5) (DNA)

<400> 22
ggattcacct ttagcagttc t

<210> 23

<211> 10

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDRL AbMm (1)

eolf-seql

Page §

21

21

21



eolf-seql
<400> 23

Gly Phe Thr Phe Ser Ser Tyr Ala Met Ser
1 5 10

<210> 24
<211> 30
<212> DNA
<213> Artificial seguence

<220
<223> HCDRL AbM (1) (DNA 1)

<400> 24
ggattcacct ttagcagtta tgccatgagc

<210> 25

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> HCDR1 AbM (2)

<400> 25

Gly Ser Thr Phe Ser Ser Tyr Ala Met ser
1 3 10

<21(> 26
<211l> 30
<212> DNA
<213> Artificial Sequence

<220>
<Z223> HCDRL AbM (2) (DNA)

<400> 26
ggatccacct ttagcagtta tgccatgagce

210> 27

<21l> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> HCDHRL abM (3D

<400> 27

Gly Phe Thr Phe Ser Ser Tyr Thr Met Ser
1 5 10

<210> 28

<211> 30

<212> DNA

<213> Artificial Seguence

<220>
<223> HCDRI abM (3) (PNA)

<400> 28
ggattcacct ttagcagtta taccatgagc
Page 7



<210>
<211>
<212>
<213>

<220>
<223>

<400>

%1y Phe Thr Phe Ser Ser Phe Ala Met Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ggattcacct ttagcagttt tgecatgage

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

29

10

PRT

Artificial Sequence

HCDR1 Abm (4)

29
5
30
30
DNA
Artificial Sequence

HCDR1 abMm (4) (DNA)
30

31

10

PRT

Artificial Sequence

HCDR1 Abm (5)
31

eolf-seql

10

Gly Phe Thr Phe Ser Ser His Ala Met Ser
1 5

<210>
<211>
<212>
<213>

<220>
<2Z23>

<400>

ggattcacct ttagcagica tgctatgagc

<Z210>
<211>
<212>
<213>

<220
<223>

<400>

32

3G

DNA

Artificial Sequence

HCBRI AbM (5) (DNA)
32

33

10

PRT

Artificial sequence

HCDRLI AbM (6)
33

Gly Phe Thr Phe Ser Ser Ser Ala Met ser

1

5

10

Page 8



eolf-seq]

<210> 34

<211l> 30

<212> DNA

<213> Artificial sequence

<220>

<223> HCPRL1 AbM (6) (DNA)

<400> 34

ggattcacct ttagcagtte tgccatgage 30
<210> 35

<211> 16

<212> PRT

<213> aArtificial Sequence

<220>

<223> HCDRZ Kabat (1)

<400> 35

Ala tle Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 36

<211> 48

<212> DNA

<213> Artificial Sequence

<220>

<223> HCDRZ Kabat (1) (DNA 1D

<400> 36

gctattagtg gtagtggtgg tagcacatac tacgcagact ccgtgaag 48
<210> 37

<211> 16

<212> PRT

<213> Artificial Ssequence

<220>

<223> HCDRZ2 Kabat (2)

<400> 37

Ala Ile Gly val Ser Thr Gly Ser Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 38

<211> 48

<Z212> DNA

<213> Artificial Seguence

<220>

<223> HCOR2 Kabat (2) (ona)

<400> 38

gctattggty ttagtactgg tagcacatac tacgcagact ccgtgaag 48
<210> 39

<211> 16

<212> PRT

<213> Artificial sequence
Page 9



eol f-seql

<220> :
<223> HCDR2Z Kabat (3)
<400> 39

Ala 1le ser Gly Ser Ala Gly Tyr Thr Iﬁr Tyr Ala Asp Ser {%1 Lys
1 5

<Z210> 40

<211> 48

<212> DNA

<213> Artificial sequence

<220>
<223> HCDR2 Kabat (3) (bNA)

<400> 40
gctattagtg dggagtgctgg ttatacatac tacgcagact ccgtgaag 48

<210> 41

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> HCDR2 Kabat (4)

<400> 41

Ala Ile Ser Gly Gly Gly Arg Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 42

<211> 45

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDRZ Kabat (4) (DNA)

<400> 42
gctattagtyg gtggtogtag gacatactac geagactceeg tgaag 45

<210> 43

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> HCDRZ Kabat (5)

<400> 43

Ala Ile Ile ser Ser Gly Gly Leu Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 44

<211> 48

<212> DNA

<213> Artificial Sequence

<220>
page 10



eolf-seql
<223> HCDR2 Kabat (5) (DNA)

<400> 44
gcgattatta gtagtggtgg tctcacatac tacgcagact ccgtgaag 48

<210> 45

<211> 16

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDRZ Kabat (6)

<400> 45

Ala ITe Tle Gly ser Gly Ser Arg Thr gﬁr Tyr Ala Asp Ser §%1 Lys
1 5

<210> 46

<211> 48

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDRZ Kabat (6) (DNA)

<400> 46
gctattattg ggagtggtag tcgtacatac tacgcagact ccgtgaag 48

<210> 47

<211> 16

<212» PRT

<213> Artificial Sequence

<220>
<223> HCDRZ2 Kabat (7)

<400> 47

Ala ITe Ile Gly Ser Gly Ala Ser Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 48

<211> 48

<212> DNA

<213> Artificial sequence
«220>

<223> HCDR2 Kabat (7) (DNA)
<400> 48

gctattattg gtagtggtgce tagcacatac tacgcagact ccgtgaag 48
<210> 49

<21l> 16

<Z212> PRT

<213> Artificial Sequence
<220>

<223> HCDR2 Kabat (8)

<400> 49

Page 11



eolf-seql
Ala 1le Trp Gly Gly Gly Arg Ser Thr {%r Tyr Ala Asp Ser !%1 Lys
1 5

<210> 50

<211> 48

<212> DNA

<213> Artificial Sequence

<220>

<223> HCDR2 Kabat (8) (DNA)

<400> 50

gctatttggyg gtggtggtcg tagcacatac tacgcagact ccgtgaag 48
<210> 51

<211> 16

<212> PRT

<213> Artificial Seguence

<220>

<223> HCDR2 Kabat (9)

<400> 51

Ala Ile Ile ser Ser Gly Ala Ser Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 52

<211> A8

<212> DNA

<213> artificial sequence

<220>

<223> HCDR2 Kabat (9) (DNA)

<400> 52

gctattatta gtagtggggc tagcacatac tacgcagact ccgtgaag 48
<210> 55

<211> 16

<212> PRT

<213> Artificial sequence

<220>

<223> HCDR2 Kabat (10D

<400> 53

Ala Ile Leu Ala Ser Gly Ala Ile Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 54

<211> 48

<212> DNA

<213> Artificial Sequence

<220>

<223> HCDR2 Kabat (10) (pnA)

<400> 54

gctattttgg ctagtggtygce gatcacatac tacgcagact ccgtgaag 48

Page 12



eolf-~seql

<210> 55

<211> 16

<212> PRT

<213> Artificial sequence
<220>

<223> HCDRZ Kabat (11)
<400> 55

Gly Ile Ile Gly Ser Gly Gly Ile Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 56

«<211> 48

<212> DNA

<213> Artificial sequence

<220>
<223> HCDR2 Kabat (11) (BNA)

<400> 56
ggtattattg gtagtggtgg tatcacatac tacgcagact ccgtgaag 48

<210> 57

<211> 16

<212> PRT

<213> aArtificial Sequence

<220>
<223> HCDRZ Kabat (12)

<4030> 57

Ala ITe Leu Gly ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 58

<211> 48

<212> DNA

<213> Artificial sequence

<Z220>

<223> HCDRZ Kabat (12) (DNA)

<400> 58

gctattcitg gtagiggtgg tagcacatac tacgcagact ccgtgaag 48
<210> 59

<211> 16

<212> PRT

<213> Artificial seguence

<220>

<223> HCDR2 Kabat (13)

<400> 59

Ala Ile Ile Gly Ser Gly Ser Asn Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 60

<211> 48

Page 13



eolf-seql
<212> DNA
<213> Artificial Sequence

<220>
<223> HCDR2 Kabat (13) (DNA)

<400> 60
gctattatty gtagtggtag taacacatac tacgcagact ccgtgaag

<210> 61

<211> 15

<212> PRT

<213> Artificial Segquence

<220>
<223> HCDRZ Kabat (314)

<400> 61

Ala IXTe Trp Ala Ser Gly Glu Gln Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 62

<211> 45

<212> BDNA

<213> Artificial sequence

<220>
<223> HCDRZ Kabat (14) (DNA)

<400> 62
gctatttggg ctagtgggga gcaatactac gcagactccg tgaag

<Z210> 63

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDRZ Kabat (15)
<400> 63

Ala Tle 1le Gly Ser Gly Ser Ile Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<210> 64

<211> 48

<212> DNA

<213> aArtificial sequence

<220>
<223> HCDR2 Kabat (15) (DNA)

<400> 64
gctattattg gtagtggtag tatcacatac tacgcagact ccgtgaag

<210> 65

<21i> 16

<212> PRT

<213> Artificial Sequence
<220}

Page 14
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eolf-seql
<223> HCDRZ2 Kabat (16)

<400> 65

Ala ITe Ite Gly Ser Gly Gly Iie Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
<210> 66

<211> 48

<212> DNA

<213> Artificial Sequence

<220>

<223> HCDR2 Kabat (16) (DNA)

<400> 66

gctattattg gtagtggtgg tatcacatac tacgcagact ccgtgaag 48
<210> &7

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

<223> HCDRZ Kabat (17)

<4Q0> 67

Ala Ite Ser Thr Asn Gly Asn Tyr Thr Tyr Tyr Ala Asp Ser val Lys
1 5 10 15

<Z23i0> ©8

<211> 48

<21Z2> DNA

<213> Artificial sequence
<220>

<223> HCDRZ Kabat (17) (DNA)
<400> 68

gctattagta ctaatggtaa ttatacatac tacgcagact ccgtgaag 48
<210> 69

<21il> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> HCPRZ chothia (1)
<400> 69

ser Gly ser Gly Gly Ser Thr
1 5

<210> 70

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> HCDRZ Chothia (1) (bNa 1)

Page 15



<400> 70
agtggragtg gtggtagcac a

<210> 71

<2il> 7

<212> PRT

<213> Artificial sequence

«220>
<223> HCDR2 Chothia (2)

<400> 71

Gly val ser Thr Gly Ser Thr
1 5

<210> 72

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDRZ chothia (2} (DNA)

<400> 72
ggtgttagta ctggtagcac a

<210> 73
<21ll> 7
<212> PRT

<213> Artificial sequence

<220>
<223> HCDRZ chothia (3)

<400> 73

Ser Gly Ser Ala Gly Tyr Thr
1 5

<210> 74

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> HCDRZ2 chothia (3) (DNAD
<400> 74

agtgggagtg ctggttatac a

<210> 75

<211> 6

<212> PRT

<213> Artificial sequence

<220>
<223> HCDR2 chothia (4)

<400> 75

ser Gly Gly Gly Arg Thr
1 5

eolf-seql

Page 16
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21

21



<210>
<211>
<212>
<213>

<220>
<223>

<400>

76

18

DNA

Artificial Sequence

HCBRZ Chothia (4) (DNA)
76

agtggtggty gtaggaca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210
<211>
<212>
<213>

<220>
<223>

<400>

77

7

PRT

Artificial Sequence

HCDR2Z Chothia (5)
77

ile ser ser Gly g?y Leu Thr

78
21
DNA
Artificial Ssequence

HCPRZ chothia (5) (DNA)
78

attagtagtg gtggtctcac a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<21l>
<212>
<213>

<2 20>
<223>

<400>

79

7

PRT

Artificial Sequence

HCDR2 chothia (6)
79

Ile Gly ser Gly Ser Arg Thr
5

80
21
DNA
Artificial Sequence

HCDR2 chothia (6) (DNA)
80

attgggagtg gtagtcgrac a

<210>
<211>

81
7

eolf-seql

Page 17
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<212> PRT
<213> Artificial Sequence
<220>

<223> HCDRZ chothia (7D
<400> 81

Ile Gty ser Gly Ala Ser Thr
1 5

<210> 82

<211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> HCDRZ Chothia (7) (DNA)
<400> 82

attggtagtg gtgctageac a

<210> 83

<211> 7

<212> PRT

<213> Artificial sequence
<220>

<223> HCDR2 chothia (8)
<400> 83

Trp Gty Gly Gly Arg ser Thr
1 5

<210> B4
<211l> 21
<212> DNA
<213> Artificial Segquence

<220>
<223> HCDR2 chothia (8) (DNA)

<400> 84
attggtagtyg gtgctagcac a

<210> 85
<Z211> 7

<212> PRT

<213> Artificial sequence

<220>
<223> HCDRZ2 chothia (9)

<400> 85

i?e Ser ser Gly QTa ser Thr

<210> 86
<211> 21
<212> DNA
<213> Artificial Sequence

eolf-seq]
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<220>
<223> HCDRZ2 cChothia (9) (DNA)
<400> &6

attagtagty gggctagecac a

<210> 87

<211> 7

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDR2 chothia (10)

<400> 87

;eu Ala Ser Gly g?a Ite Thr

<210> 88

<21l> 21

<212> DNA

<213> Artificial Seguence

<220>
<223> HCDR2 chothia (10) (DNA)

<400> 88
ttggctagty gtgcgatcac a

<210> 89

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> HCBRZ chothia (11)

<400> 89
ITe Gly ser Gly g?y ITe Thr
1

<210> 90
<211l> 21
<212> DNA
<213> Artificial Sequence

<220>
<223> HCDRZ chothia (11) (PNA)

<400> 90
attggtagtg gtggtatcac a

<2i0> 91

<211> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDRZ cChothia (12)

eotf-seql
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<400>

91

Leu Gly Ser Gly Gly Ser Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

g2
21
DNA
Artificial Sequence

HCDR2 cChothia (12} (DNA)
92

cttggtagtyg gtggtageac a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

93

7

PRT

Artificial Sequence

HCDR2 Chothia (13)
a3

Ile Gly Ser Gly Ser Asn Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

94

21

DNA

Artificial Sequence

HCDR2 cChothia (13) (DNA)
94

attggtagtg gtagtaacac a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

95

6

PRT

Artificial Sequence

HCDRZ chothia (14)
a5

Trp Ala ser Gly Glu GIn
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<4.00>

96

18

DNA

Artificial Sequence

HCDR2 Chothia (34) (DNA)
96

tgggctagtyg gggagcaa

eolf-seql
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<210> 97

<21l1l> 7

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDR2 Chothia (15)

<400> 97

Ile Gly Ser Gly ser Ile Thr
1 5

<210> 98

<211> 21

<212> DNA

<213> Artificial Seguence

<220>

<223> HCDRZ Chothia (15) (DNA)

<400> 98
attggtagtg gtagtatcac a

<210> 99

<21l> 7

<212> PRT

<213> Artificial Sequence

<220> o
<2Z23> HCDRZ Chothia (16}

<400> 99

Ser Thr Asn Gly %sn Tyr Thr
1

<210> 100
<211> 21
<212> DNA
<213> Artificial seqguence

<220>

<223> HCDR2 chothia (16) (DNA)

<400> 100
agtactaatg gtaattatac a

<210> 101

<211> 9

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDRZ AbM (1)

<400> 101

Ala 1Te ser Gly ger Gly Gly sar Thr
1

eolf-seql
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

102

27

DNA

artificial Sequence

HCDRZ AbM (1) (DNA 1)
102

gctattagtg gtagtggtygg tagcaca

<210>
<211>
<212>
<213>

<220>
<223>

<400

1

<210>
<211>
<Z212>
<213>

<220>
<223>

<400

103

9

PRT

Artificial Sequence

HCDR2 abm (2)
103

Ala ITe Gly val ?er Thr Gly Ser Thr

104

27

DNA

Artificial Sequence

HCDR2 AbM (2) (DNA)
104

gctattggtg ttagtactgg tagcaca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala Ile Ser Gly Ser Ala Gly Tyr Thr
1 5

<210>
<Z21i>
<212>
<Z213>

<220>
<223>

<4 00>

105

9

PRT

Artificial sequence

HCDRZ AbM (3)
105

106

27

DNA

Artificial Sequence

HCDRZ AbM (3) (DNA)
106

gctattagtg ggagtgctgy ttataca

<210>
<Z211>
<212>
<213>

107

8

PRT

Artificial seguence

eolf-seql
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27

27

27



eolf-seq]

<220>

<223> HCDRZ2 AbM (4)

<400> 107

Ala tle ser Gly Gly Gly Arg Thr
1 5

<210> 108

<211> 24

<212> DNA

<213> Artificial seqguence
<220>

<223> HCDRZ AbM (4) (DNAD
<400> 108

gctattagty gtggtggtag gaca

<210> 109

<211l> 9

<212> PRT

<213> Artificial sequence
<220>

<223> HCDRZ AbM (5)
<400 109

Ala Ile Ile ser Ser Gly Gly Leu Thr
1 5

<210> 110
<211> 27
<212> DNA

<213> Artificial Sequence

<220>
<223> HCDR2 AbM (5) (DNA)

<400> 110
gcgattatta gtagtggtgg tctcaca

<210> 111

<211> 9

<212> PRT

<213> Artificial sequence
<220>

<223> HCDR2 AbM (8)

<400> 111

Ala Ile Ile Gly ger Gly Ser Arg Thr
1

<210> 112

<211> 27

<212> ODNA

<213> Artvificial sequence

<220>
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<223>
<400>

HCDR2 AbM (6) (DNA)
112

gctattattg ggagtggtag tcgtaca

<210>
<211>
<212>
<213>

<220
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400

113

9

PRT

Artificial sequence

HCDRZ AbM (7)
113

Ala Ile Ile Gly ger Gly Ala ser Thr

114

27

DNA

Artificial Sequence

HCDR2 AbM (7) (DNA)
114

gctattattyg gtagtggtge tagcaca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala 1te Trp Gly §1y Gly Arg Ser Thr
1

<210>
<211>
<212>
<213>

<Z220>
<223>

<400>

115

9

PRT

Artificial Seguence

HCDRZ aAbM (8)
115

116

27

DNA

Artificial Sequence

HCDR2 AbM (8) (DNA)
116

gctatttggg gtggtggtey tageaca

<210
<211>
<212>
<213>

<220>
<223>

<400>

117

8

PRT

Artificial Sequence

HCDRZ AbM (9)
117

eolf-seql

Page 24

27

27

27



eolf-seql
Ala 1le Ile ser ger Gly Ala Ser Thr
1

<210> 118

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> HCDR2 AbM (9) (DNA)
<400> 118

gctattatta gtagtgggge tagcaca

<210 119

<2i1l> 9

<212> PRT

<213> Artificial Sequence
<220>

<223> HCDR2 AbM (10)
<400> 119

Ala Ile Leu Ala Ser Gly Ala Ile Thr
1 5

<210> 120

<213> 27

<212> DNA

<213> Artificial Seguence
<220>

<223> HCDR2Z AbM (10) (DNA)
<400> 120

gctattttgg ctagtggtgc gatcaca

<210> 121
<211> 9

<212> PRT

<213> Artiticial sSequence

<220>
<223> HCDRZ abM (11)

<400> 121

Gly Ile Ile Gly Eer Gly Gly ITe Thr
1

<210> 122

<213i> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDR2 AbM (11) (BNA)

<400> 122
ggtattattg gtagtggtgg tatcaca

Page 25



<210>
<211>
<Z212>
<213>

<22(>
<223>

<400

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

123

9

PRT

artificial Sequence

HCDRZ Abm (12)
123

Ala Ile Leu Gly ger Gly Gly ser Thr

124
27
DNA
artificial Sequence

HCDR2 AbM (12} (DNA)
124

gctattcttyg gtagtggtgg tagcaca

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

Ala Ile ITe Gly Ser Gly Ser Asn Thr
1 5

«<210>
<211>
<212>
<213>

<220
<223>

<400>

125

9

PRT

Artificial Seguence

HCDRZ AbM (13)
125

126

27

DNA

Artificial Seguence

HCDR2 AbM (13D (DNA)
126

gctattattg gtagiggtag taacaca

<210
<211>
<2L2>
<213>

<220>
<223>

<400>

1

<210>
<211>

127

8

PRT

Aartificial sequence

HCDRZ AbM (14)
127

Ala Ile Trp Ala %er Gly Glu Gln

128
24

eolf-seql
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eolf-seq]
<212> DNA
<213> Artificial Sequence

<220>
<223> HCDRZ abM (14) (DNA)

<400> 128
gctatttggg ctagtgggga gcaa

<210> 129

<211> 9

<212> PRT

<213> Artificial Seguence

<220>
<223> HCDRZ abm (15)

<400> 129

Ala 1le Ite Gly Ser Gly Ser Ile Thr
1 5

<210> 130

<21%> 27

<212> DNA

<213> Artificial Seguence

<220>
«<223> HCDRZ AbM (15) (DNA)

<400> 130
gctattattg gtagtggtag tatcaca

<210> 131

<211> 9

<212> PRT

<213> Artificial Sequence

<220
<223> HCDRZ abm (16)

<400> 131

Ala ITe Iie Gly ger Gly Gly Ile Thr
1

<210> 132

<211> 27

<212> DNA

<213> Artificial Sequence

«<220>
<223> HCDRZ Abm (16) (BNA)

<4Q0> 132
gctattattg gtagtggtgg tatcaca

<210> 133

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
Page 27
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eolf-seql
<223> HCDRZ Abm (17D

<400> 133

Ala Ile Ser Thr Asn Giy Asn Tyr Thr
1 5

<210> 134

<21li> 27

<212> DNA

<213> Artificial Seqguence

<220>
<223> HCDRZ2 Abm (17) (DNA)

<400> 134
gctattagta ctaatggtaa ttataca

<210> 135

<211> 8

<212> PRT

<213> Artificial sequence
<220>

<223> HCDR3 (1)

<400> 135

Iyr Cys Ala Lys §1y Trp Phe Gly

<210> 136

<211> 24

<212> DNA

<213> Artificial Seguence

<220>
<223> HCDR3 (1) (DNA 1D

<400> 136
tactgtgcga aaggotggrt tggt

<210> 137

<21l> 8

<212> PRT

<213> Artificial sequence

<220>
<223> HCPR3 (2)

<400> 137
Tyr Cys Ala Lys Gly Trp Leu Gly
1 5

<210> 138

<211> 24

<212> DNA

<213> Artificial sequence

<220>
<223> HCDR3 (2) (DNA 1)

Page 28



<400> 138
tactgtgega aaggttgget gggt

<210> 139

<211l> 8

<212> PRT

<213> Artificial Seguence
<220>

<223> HCDR3 (3)

<400> 139

;yr Cys Ala Lys Gly Trp Phe Thr
5

<210> 140

<211> 24

<Z212> DNA

<2i3> Artificial Sequence
<220>

<223> HCPR3 (3) (DNA)
<400> 140

tactgtgcga aaggrtggtt tacg

<210> 141

<211> 8

<Z212> PRT

<213> Artificial Sequence
<220>

<223> HCDR3I (4)
<400> 141

Tyr Cys Ala Lys Ala Trp Met Gly
1 5

<210> 142
<211> 24
<212> DNA
<213> Artificial sequence

<220>
<223> HCDR3 (4) {(bNA)

<400> 142
tactgtgcga aagettggat 99499

<210> 143

<211> 11

<212> PRT

<213> Artificial seguence
<220

<223> LCDR1 (1)

<400> 143

eo'lf-seql

Arg Ala Ser GIn Ser val Thr Ser Ser Tyr Leu
1 5 10
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<210>
<211>
<21i2>
<213>

<220>
<223>

<400>

144
33
DNA
Artificial Sequence

LCORL (1) (DNA)
144

agggccagte agagtgttac cagtagctac tta

eolf-seql

10

<210> 145

<211> 11

<212> PRT

<213> Artificial Seguence
<220>

<223> LCDR1 (2)

<400> 145

Arg Ala Ser Gln Ser val Ser Ser Ser Tyr lLeu
1 5

<210> 146

«<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> LCDR1 (23 (DNA)
<400> 146

agggccagtc agagtgttag cagcagctac tta

<210> 147

<2131> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> LCPR1 (3D

<400> 147

Arg Ala ser Gin Ser val Ser Arg Ser Tyr Leu
1 5 10
<Z210> 148

<211> 33

<212> DNA

<213> Artificial sequence

<220>

<223> LCDRI (3) (DNA)

<400> 148

agggccagtc agagtgttag ccgcagctac tta

<210>
<211>

149
11
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<212>
<213>

<220>
<223>

<400>

PRT
artificial Sequence

LCDRL (4)
149

eolf-seql

Arg ATa Ser Gln Ser val Ser Ser Asn Tgr Leu
1 5 1

<210
<211>
<Z212>
<213>

<220
<223>

<400>

agggccagtc agagtgttag cagcaattac tta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

150

33

DNA

Artificial Seqguence

LCDRL {4) (pNA 1)
150

151

7

PRT

Artificial Sequence

LCDRZ (1)
151

Asn Va1 Gly Ser Arg Arg Ala
5

152
21
DNA
Artificial Seguence

LCDRZ (1) (DNA)
152

aatgtgggct cccgtaggge C

<210
<Z211>
<212>
<213>

<220>
<223>

<400>

gyr Gly Ala Ser ger Arg Ala

<210>
<211>
<212>
<213>

153

7

PRT

Artificial sequence

LCDRZ {(2)
153

154
21
DNA
Artificial Sequence
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<220>
<223>

<A00>

LCDR2 (2) (DNA)
154

tatggagcat ccagcagggce ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

155

7

PRT

Artificial Sequence

LCDR2 (3)
155

I'te Gly Ala Ser Thr Arg Ala
1 5

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

156

21

DNA _

Artificial Sequence

LCDRZ (3) (DNA)
156

attggggcct ccaccaggge ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

157

7

PRT

Artificial Ssequence
LCDRZ (4D

157

Eyr Gly Ala Tyr §7e Arg Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

158
21
DNA
Artificial Sequence

LCDRZ (4) (DNA)
158

tatggcgect acatcaggge ¢

<210>
<23i1>
<212>
<213>

<220>
<223>

159

7

PRT

Artificial Sequence

LCBR2 (%)

eolf-seql
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<400

158

GIn Gly Ala ser Ser Arg Ala
1 5

<210>
<211>
<212>
<213>

<Z220>
<223>

<400>

160
21
DNA
Artificial Sequence

LCDRZ2 {5) (DNA)
160

cagggcygcct ccageaggge ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

161

7

PRT

Artificial Sequence
LCDR2 (6)

161

Tyr Gly Ala Ser Ile Arg Ala
1 5

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

162
21
DNA
Artificial sequence

LCDRZ (6} (DNA)
162

tatggtgcct ccattaggge ¢

<210>
<211>
<Z212>
<213>

<220>
<223>

<400>

163

9

PRT

Artificial sequence

LCOR3 (1)
163

Cys GIn GIn Gly Ile Met Leu Pro Pro
1 5

<210>
<211>
<212>
<Z13>

<220>
<223>

<400>

164
27
DNA
Artificial Sequence

LCDR3 (1) (DNA)
164

tgtcagcagg gtattatgct tcccccg

eolf-seql
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<210>
<211>
<212>
<213

<220>
<223>

<400>

Cys GIn Gin Gly Gin Leu Ile Pro Pro
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

165

9

PRT

Artificial Sequence

LCBR3 (2)
165

166

27

DiNA

Artificial Sequence

LCDR3 (2} (DNA)
166

tgtcagCagg gtcagcttat tcccect

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<233>

<220>
<223>

<400>

167

9

PRT

Artificial seguence

LCDR3 (3D
167

Cys GIn Gin Gly GIn val 17e Pro Pro
5

168

27

DNA

Artifticial Sequence

LCDR3 (3} (DNA)
168

tgtcagcagg gtcaggttat tcccect

<Z210>
<211>
<212>
<213>

<220>
<223>

<400>

Cys Gln Gin Gly g?n Gln Ile Pro Pro
1

169

9

PRT

Artificial sequence

LCDR3 (4)
169

eolf-seql
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

170

27

DNA

Artificial sequence

LCDR3 (4D (DNA)
170

tgtcagcagg gtcagcagat tcccect

<210>
<211>
<2172>
<213>

<220>
<223>

<400>

Cys GIn GIn Gly Asn GIn Ile Pro Pro
1 5

<210>
<211
212>
<213>

<220>
<223>

<400>

171

9

PRT

artificial sequence

LCDR3 (5)
171

172

27

DNA

Artificial Sequence

LCDR3 (5) (DNA)
172

tgtcagcagg gtaatcagat tcccect

<210>
<211>
<212>
«<213>

<220>
<223>

<400

Cys Gin GIn Gly Leu Asn ITe Pro Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

173

9

PRT

Artificial Sequence

LCDR3 (6)
173

174

27

DNA

Artificial sequence

LCDR3 (6) (DBNA)
174

tgtcagcagg gtctgaatat tcccteg

<210>
<211>
<212>
<213>

175

g

PRT

Artificial Sequence

eolT-seqgl
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<220>
<223> LCDR3 (7)

<400> 175
Cys GIn GIn Gly His Ile Tle Pro Pro
1 5

<210> 176

<211> 27

<212> DNA

<213> Artificial Seguence

<220>
<223> LCDR3 (7} (DNA)

<400> 176
tgtcagcagg gtcatattat tcccccg

<210> 177

<211> 9

<212> PRT

<213> Artificial sequence

<220>
<223> LCDR3 (8)

<400> 177

Cys GIn G1n Ala Ite Met Leu Pro Pro
1 5

<210> 178

<211> 27

<212> DNA

<213> Artificial sequence

<220>
<223> LCBR3 (8) (DNA)

<400> 178
tgtcagcagg ctattatgct tcctecy

<210> 179

<231> 15

<212> DNA

<213> Artificial Seguence

<220>
<223> HCbRrR1 kabat (1) (DNA 2)

<400> 179
agttatgcta tgagc

<Z210> 180

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDbR1 Kabat (1) (DNA 3D

eolf-seql
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<400>

180

agttatgcga tgagc

<210>
<211>
<212>
<213>

<220>
<223>

<400

181

15

DNA

Artificial Sequence

HCDR1 Kabat (1) (DNA 4)
181

agtrtatgcaa tgage

<210>
<211>
<212>
<213>

<220>
<223>

<400>

182

30

DNA

Artificial Sequence

HCDRL abm (1) (DnA 2)
182

ggattcacct ttagcagtta tgctatgage

<210>
<211>
<212>
<213>

<220>
<223>

<400>

183
30
DNA
Artificial Sequence

HCDRI AbM (1) (PNA 3)
183

ggattcacct ttagcagtta tgcgatgagc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

184
30
DNA
Artificial Sequence

HCDRL abmM (1) (DNA 4)
184

ggattcacct ttagcagtta tgcaatgagc

<210
<21i>
<212>
<Z213>

<220>
<223>

<400>

gctattagcg gtagtggtygg tagcacatac tacgcagact ccgtgaag

<210>
<211>
<21Z>
<213>

185

48

DNA

Artificial 3sequence

HCDRZ Kabat (1) (DNA 2)
185

186

21

DNA

Artificial Sequence

eolf-seql

Page 37

15

15

30

30

30

48



eolf-seqgl

<220>
<223> HCDRZ chothia (1) (DNA 2)

<400> 186
agcggtagtyg gtggtagcac a

<210> 187

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> HCDR2Z abM (1) (bNA 2)

<400> 187
gctattagcg gtagtggtgg tagceaca

<210> 188

<211> 24

<212> DNA

<213> Artificial seguence

<220>
<223> HCDR3 (1) {(bnA 2D

<400> 188
tactgtgcga aaggttggtt tggg

<210> 189

<211> 24

<212> DA

<213> ArtitTicial Seguence

<220>
<223> HCDR3 (2) (DNA 2)

<400> 189
tactgtgcga aagggtggct gogt

<210> 190

<211> 24

<212> DNA

<213> Artificial Seguence

<220>
<223> HCDR3 (2) (PNA 3)

<400> 190
tactgtgcga aaggttggtt gggt

<210> 191

<211> 33

<212> DNA

<213> Artificial sequence

<220>
<223> LCDR1 (4) (DNA 2D

<400> 191
agggccagtc agagrgttag cagcaactac tta

Page 38

21

27

24

24

24

33



eolif-seql

<210> 192

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> LCDRL (4) (DNA 3)
<400> 192

agggccagtc agagtgttag cagtaactac tta 33
<210> 193

<211> 108

<212> PRT

<213> Artificial sequence

<220>
<223> 3F2; VL

<400> 193

Glu Ile val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Tyr Pro Gly
1

Glu Arg Ala ;hr Leu ser Cys Arg é]a ser Gin ser val Thr Ser Ser
0 5 30

Tyr Leu Ala Trp Tyr GIn Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu
35 40 45

Ile Asn val Gly Ser Arg Arg Ala Thr Gly Ile ggo Asp Arg Phe Ser
50 55

Gly ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile $Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala val Tyr Tyr Cys ng Gln Gly 1le Met Lgu Pro
85 9 9

pro Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys

100 105
<210> 194
<211> 324
<212> DNA
<213> Artificial seguence
<220>
<223> 3F2; VL
<400> 194
gaaatcgtgt taacgcagtc tccaggeace ctgteittgt atccagggga aagagcecace 60
ctctetigea gggocagtca gagtgttace agtagetact tagociggta ccagcagaaa 129
cctggccagg ctccecagget cctcatcaat gtggoctecce gtagggecac tggeatceca 1890
gacaggtica gtggragtgg atccgggaca gacttcactc tcaccatcag cagactggag 240
cctgaagatt ttgcagtgtra ttactgtcag cagggtatta tgoticccece gacgttegge 300

Page 39



caggggacca aagtggaaat caaa

<210> 195

<211> 108

<212> PRT

<213> Artificial sequence

<220>

<223> 3F2(¥s); vL

<400> 195

Glu ITe val teu Thr GIn Ser Pro

1 5

Glu Arg Ala Thr Leu Ser Cys Arg

20
Tyr Leu Ala Trp Tyr Gln GIn Lys
35 40

Ile Asn val Gly Ser Arg Arg Ala
50 55

Gly Ser Gly Ser Gly Thr Asp Phe

65 70

Pro Giu Asp Phe g;a val Tyr Tyr

Pro Thr Phe Gly GlIn Gly Thr Lys

100

<210> 195

<211> 324

<212> DNA

<213> Artificial sequence

<220>

<223> 3F2{¥s); vL

<400> 196

gaaatcgtgt taacgcagtc tccaggeacce

ctctettgea gggccagtca gagrtgttacce

cctggecagg ctoccaggot cctcatcaat

gacaggttca gtggcagigg
cctgaagatt ttgcagtgta

caggggacca aagtggaaat

<210>
<211>
<212>
<Z213>

197
117
PRT

caaa

Artificial Sequence

ttactgtcag

Gly

ala

25

Pro

Thr

Thr

Cys

val
105

eolf-seql

Thr
10

ser
Gly
Gly
Leu
Gln
90

Glu

Ley

Gin

Gln

Ile

Thr

75

Gln

Ile

ctgtctityt

agtagetact

gtgggctecce

atccgggaca gacttcactc

cagggtatta

Ser Leu

Ser val

Ala Pro

43

Pro Asp
60
Ile ser

Gly Ile

Lys

ser

Thr

30

Arg

Arg

Arg

Met

ctccagggga

tagcctggta

gtagggccac

tcaccatcag

tgcttecceec

Page 40

Pro

i5

ser

Leu

Phe

Leu

Leu
95

aagagccace
ccagcagaaa
tggcatccea
cagactggag
gacgttcggce

Gly

Ser

Leu

Ser

Glu

80

Pro

324

60
120
180
240
300
324



eolf-seql

<220>
<223> 3F2: VvH
<400> 197
Glu val 6lIn Leu Leu Glu Ser Gly Gly Gly Leu
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Phe
20 25
Ala Met Ser Trp val Arg Gln Ala Pro Gly Lys
35 40
ser Ala tle Ser Gly ser Gly Gly Ser Thr Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Ash Ser
65 70 75
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Lys Gly Trp Phe Gly Gly Phe Asn Tyr Trp
100 105
val Thr val Ser ser
115
<210> 198
<211> 351
<212> DNA
<213> Artificial Seqguence
<220>
<223> 3F2; VH
<400> 198
gaggtgcaat tgttggagtc tgggggagge trggtacage
tcetgtgeag cctccggatt cacctttage agttatgoca
ccagggaagg ggctggagtg ggtctcaget atragtggta
gcagactccy tgaagggcog gttcaccatc tccagagaca
ctgcagatga acagcctgag agccgaggac acggecgtat
titggtggtt ttaactactg gggccaagga accctggtca
<210> 199
<211> 108
<212> PRT
<213> Artificial Seguence
<220>
<223> 3D9, vL

val GIn pro

Thr phe ser

30

Gly Leu Glu

45

Ala Asp

Lys Asn Thr

Ala val Tyr

Gly ¢In Gly

110

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa
atractgtgc

ccgtetegag

Page 41

Gly
15

Gly

ser Tyr

Trp val

ser val

Leu Tyr

&0

Tyr
95

Cys

Thr Leu

cctgagactce
cegecagget
cacatactac
cacgctgtat

gaaagggtgg
t

60
120
180
240
300
351



<400> 199
Glu ITe val
1

Glu Arg Ala

Ala
35

Tyr Leuy

ITe Tyr Gly

50

Gly Ser Gly

65

Pro Glu Asp

Pro Thr Phe

<210>
<211>
<212>
<213>

<220>
<223> 3D9,

<400> 200
gaaatcgtgt

200
324
DNA

ctcictigea
cetggecagg
gacaggttca
cctgaagatt
caggggacca
<210>
<211>
<212>
<213>

<220>
<223>

<400>

201
117
PRT

309,
201

1

teu Thr

Thr
20

Leu
Trp Tyr
Ala ser
Ser

Gly

Ala
85

Phe

GIn

VL

taacgcagtc
gggccagtca
ctccecagget
gtggcagtgg
ttgcagtgta

aagtggaaat

VH

Gln

Ser

Gin

Ser

Thr

70

val

Gly

ser Pro

Cys Arg

Gln Lys

Arg Ala

55

Asp Phe

Tyr

Tyr

Thr Lys

Artificial Sequence

tccaggcacc
gagtgttage
cctcatctat
atccgggaca
ttactgtcag

Cdad

Artificial Sequence

Glu val GIn Leu %eu Glu ser Gly Gl

eolf-seql

Thr Leu
10

Gly

Ala Gln

25

Ser

Pro Gly Glin

Thr Gly Ile

Thr
75

Thr Leu

Gln
80

Cys Gln

val Glu Ile

105

ctgtctttgt
agcagctact
ggagcatcca
gacttcactc

cagggtcage

ser Leu Ser

Ser val Sser

30

Ala Pro
45

Arg

Pro Asp

Arg
60

ITe ser Arg

Gly GlIn Leu

Lys

ctcecagggga
tagcctggta
gcagggcecac
tcaccatcag

ttrattcccecee

Pro
15

Gly
ser ser
Leu Leu
Phe

Ser

GTu
80

Leu

Ile
a5

Pro

aagagccacc
ccagcagaaa
tggcatccea
cagactggag
tacgttecgge

y Gly Leu val Gin Pro Gly Gly
10 15

Ser Leu Arg Egu ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
30

25

Page 42
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Ala Met Ser

35

Ala Ile

50

Ser

Lys Gly

65

Arg

Leu Gln Met

Ala Lys Gly

val
115

val Thr

<210>
<211
<212>
<213>

<220>
<223> 3D9,

<400> 202
gaggtgcaat

202
351
DNA

tcectgtgeag
ccagggaagg
gcagactccg
ctgcagatga
ctgggtccet
<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

203
117
PRY

203

Trp val Ar

Gly val se

11
70

Phe Thr

Asn Ser

85

Le

Trp Leu G

100

Ser ser

VH

tgttggagtc
cctecggatt
ggctggagrg
tgaagggccg
acagcctgag

ttgactactg

309(TAY; VH

Thr
40

g Gln

r Thr
55

Gly
e Ser
Ala

u Arg

y Pro

Artificial Sseguence

tgggggaggce

cacctttagce
ggtctcagcet
gttcaccatce
agccgaggac

gggccaagga

Artificial Seguence

Arg Asp

Phe Asp

eolf-seql

Pro Gly Lys

Ser Thr Tyr

Asn Ser
75

Glu Asp Thr

90

Tyr Trp
105

ttggtacagc
agttatgcta
attggtgtta
tccagagaca
acggcegtat

accctggtea

Gly Leu Gilu
45

Tyr Ala Asp
60

Lys Asn Thr
Ala val Tyr

Gly ¢In Gly
110

ctggggggtc
tgagctgggt
gtactggtag
attccaagaa
attactgtgc

ccgtctcgag

Trp val

Ser val

Leu

Tyr
95

Thr Leu

cctgagactc
ccgeecagact
cacatactac
cacgctgtat

gaaaggttgg
T

Glu val Gln Leu Leu Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp val Arg GIn Ala Pro Gly Lys Gy Leu Glu Trp val
35 40 45

Page 43
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Ser Ala Ile
50

Lys Gly Arg
65

Phe

val ser g?r Gly ser

Thr Ile Ser Arg Asp
70

eolf-seql

Thr Tyr

Asn Ser
75

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Lys Gly Trp Leu Gly Pro Phe Asp Tyr Trp
100 105
va'l Thr val ser Ser
115
<210> 204
<211> 351
<212> DNA
<213> Artificial Sequence
<220>
<223> 3D9(TA); VH
<400> 204
gaggtgcaat tgttggagtc tgggggagge ttggtacagce
tcctgtgcag cctccggatt cacctttage agrtatgeta
ccagggaagy ggctggagtg ggtcicaget attggtgtta
gcagacteccg tgaagggocy gticaccatc tccagagaca
ctgcagatga acagcctgag agccgaggac acggecgtat
ctgggtcctt ttgactacty gggccaagga accciggtca
<210> 205
<211> 108
<212> PRT
<213> Artificial sequence
<Z220>
<223> 4G8; VL
<400> 205
Glu Ile val Leu Thr GIn Ser Pro
1 5 10
Glu Arg Ala Thr Leu Ser Cys Arg

Tyr Leu Ala
35

ITe Ile Gly
50

20

Trp Tyr Gln Gln Lys

40

Ala ser Thr Arg Ala
55

25

Tyr Ala Asp Ser val
60

Lys Asn Thr Leu Tyr

80

Ala val Tyr Tyr Cys
95

Gly GIn Gly thr Leu
110

ctggggogtc
tgagctgygt
gtactggtag
attccaagaa
attactgtyc

ccgtetegag

cctgagactc
ccgecaggct
cacatactac
cacgctgtat

gaaaggtigg
T

Gly Thr Leu Ser Leu Ser Pro Gly

15

Ala Ser GIn ser val Ser Arg Ser
30

Pro Gly GIn Ala Pro Arg lLeu Leu

45

Page 44

Thr Gly Ile Pro Asp Arg Phe Ser
60

60
120
180
240
300
351



Gly ser Gly Ser Gly Thr asp phe Thr

65 70

Pro Glu Asp Phe Aga val Tyr Tyr Cys
8

Pro Thr pPhe Gly GIn Gly Thr Lys Vgé
i

<210>
<211>
<212>
<213>

<220>
<223>

206
324
DNA

4GE;

<400> 206

100

VL

gaaatcgtgt taacgcagtc

ctctcttgea gggccagtca

cctggccagg ctcccagget

gacaggttca gtggcagtog

cctgaagatt ttgcagtgta

caggggacca aagtggaaat

<210>
<21l>
<212>
<213>

<220>
<223>»

<400>

207
117
PRT

4G8;
207
Glu val GIn
1

Ser Leu Arg

Ala

Met

Ala
50

ser

Lys Gly Arg

Leu Gin Met

VH

Ley

Leu

20

Trp

Ser

Phe

Asn

Leu

Ser

val

Gly

Thr

ser
85

Gl

Cy

Ar

Se

11

70

Le

Artificial Sequence

tccaggeace
gagtgttage
cctcatcatt
atccgggacg
ttactgtcag

caaa

Artificial Ssequence

U Ser Gly

Ala

s Ala

Ala
40

g Gin

r Gly
55

Gly
e seér

Arg

u Arg Ala

Gly

Ser

25

Pro

Ser

ASp

Glu

eolf-seql

75

Glu 1le

ctgtctttgt
cgcagctact
ggggccteca

gacttcactc

cagggtcagy

Gly Leu

10

Gly pPhe

Gly Lys
Thr

TYyr

ser
75

Asn

Asp Thr
90

Page 45

LYS

ctccaggaga
tagcctggta
ccagggecac
tcaccatcag

ttattcccee

val ¢In Pro

Thr Phe ser

30

Gly Leu Glu

45

Tyr Ala

60

ASp

Lys Asn Thr

Ala val Tyr

Leu Thr ITe Ser Arg Leu Glu
80

ng Gin 6Ty GIn val Ile Pro
9

95

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

tacgtteggce

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu
80

Tyr Cys

60
120
180
240
300
324



eolf-seql

Ala Lys Gly Trp Leu Gly Asn Phe Asp Tyr Trp Gly Gin Gly Thr Leu
100

val Thr val
115

<210>
<211>
<21Z2>
<213>

208
351
DNA

<220>

<223> A4GR;

<400> 208
gaggtgcaat

tcctgtgeag
ccagggaagg
gcagactccg
ctgcagatga
ctgggtaatt
<210>
<21l>

<212>
<213>

209
108
PRT

<220>
<223>

<400>

4B3;
209
Glu Ile val
1

Glu Arg Ala

Ala
35

Tyr Leu

Ile Tyr

50

Gly

Gly
65

Ser Gly

Pro Glu Asp

Pro Thr pPhe

Ser ser

VH

tgttggagte
cctceggatt
ggctggagty
tgaagggeeg
acagcctgag

ttgactactg

VL
Thr

Leu

Thr
20

Leu
Trp Tyr
Ala Tyr
Gly

Ser

Ala
85

Phe

Gly Gln

Gln

Ser

Gin

Ile

Thr

70

val

Gly

Artificial Sequence

tgggggaggc

cacctttage
ggtcteaget
gttcaccatc
agcecgaggac

gggccaagga

Artificial Seguence

Ser Pro

Cys Arg

Gin Lys

40

Arg Ala

55

Asp Phe

Tyr

Tyr

Thr Lys

105

ttggrtacagce
agttatgcca
attagtggta
tccagagaca
acggcegtat

accctggtca

Thr
10

Gly Leu

Ala GIn

25

Ser

Pro Gly GlIn

Thr Gly Ile

Thr
75

Thr Leu

Gin Gln

90

Cys

val Glu Ile

105

110

ctggggagtc
tgagctgggt
grggtggtag
attccaagaa
attactgigc

ccgtctegag

Ser Leu Ser

val ser

30

Ser

Ala Pro

45

Arg

Pro
60

ASp Arg

ITe Ser Arg

Gly GIn val

Lys

Page 46

cctgagacte
ccgecaggcet
cacatactac
cacgetgtrat

gaaagggtgg
t

Pro
15

Gly
Ser Asn
teu Leu
Phe

Ser

Glu
80

lLeu

Ie
95

Pro

60
120
180
240
300
351



<210>
<211>
<212>
<213>

<220>
<223> 4B3;

<400> 210
gaaatcgtgt

210
324
DNA

ctctettygea
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

211
117
PRT

483,
211

Glu val GIn
1

Ser Leu Arg

Ala Met Ser

35

Ata Ile

50

Ser

Lys Gly

65

Arg

Led Gln Met

Ala Lys Gly

val
115

val Thr

<210>
<211>

212
351

VL

taacgeagtc
gggccagtcea
ctcccagget
gtggcagtgg
ttgcagtgta

aagrggaaat

Artificial Sequence

tccaggeace
gagtgttage
cctcatctat
atcegggaca
ttactgtcag

Ccaaa

eolf-seql

ctgtctttgt
agcaattact
ggcgcctaca

gacttcactc

cagggtcagg

VH

Leu

Leu

20

Trp

S5er

Phe

Asn

Trp

Ser

Leu

Ser

va'l

Gly

Thr

Ser

85

l.eu

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

Artificial Sequence

Ser

Ala

Glin

Gly

35

Ser

Arg

AsSn

Gly

Ala

Ala

40

Gly

Arg

Ala

Phe

Gly

ser

25

Pro

ser

Asp

Glu

Gly
10

Gly
Gly
Thr
Asn
Asp
90

Tyr

Leu

Phe

Lys

TYr

Ser

75

Thr

Trp

ctecagggga
tagcctggta
tcagggecac
tcaccatcag

ttattccece

val GIn Pro

Thr pPhe Sser

30

Gly Leu Glu

45

Tyr Ala

60

Asp

Lys Asn Thr

Ala val Tyr

Gly &1n Gly

110

Page 47

aagageccace
ccagcagaaa
tggcatceca
cagactggag

tacgttcggce

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
g5

Cys

Thr Leu

60
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<212> DNA
<213>
<220
<223> 4B3;
<400> 212
gaggtgcaat
tectgtgeag
ccagggaagg
gcagactccg
ctgcagatga
ctgggtaatt
<210> 213
<211> 108
<212> PRT
«<213>
<220>
<223> 4D5;
<400> 213
Giu Ile val
1
Glu arg Ala
Tyr Leu Ala
35
Ite GIn Giy
50
Gly ser Gly
65
Pro Glu Asp
pro Thr Phe
<210> 214
<211> 324
<212> DNA
<213>
<220>
<223> 4b6;
<400> 214

VH

tgttggagtc
cctecggatt
ggctggagty
tgaagggccg
acagcctgag

ttgactactyg

VL

Leu Thr G1

Thr
20

Leu Se

Trp Tyr Gl

Ala Ser Se

Th
70

Ser Gly

Ala
85

rhe va

Gly Gln G

100

VL

Artificial Sequence

tgggggaggc

cacctttage
ggtctcagcet
gttcaccatc
agccgaggac

gggccaagga

Artificial Sequence

n ser Pro

r Cys Arg

n Gln Lys

40

r Arg Ala

55

r Asp Phe

T Tyr Tyr

y Thr Lys

Artificial Seguence

eolf-seql

ttggtacage
agttatgcca
attagtggta
tccagagaca
acggcegtat

accctggtca

Thr
10

Gly Ley

Ala Glin

25

ser

Pro Gly Gin

Thr Gly Ile

Thr
75

Thr Leu

Gln Gln

Q0

Cys

val Glu 1ie

105

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtge

ccgtetegag

Ser Leu Ser

Ser val Ser

30

Ala Pro

45

Arg

Pro
60

ASp Arg

Ile ser Arg

Gly Gln val

LYS

cctgagactc
ccgecagget
cacatactac
cacgctgtat

gaaagggtgg
t

Pro
15

Gly
Ser Asn
Leu Leu
Phe

ser

Glu
80

Leu

Ile
55

Pro

gaaatcgtgt taacgcagtc tccaggcacc ctgtctttgt Ctccagggga aagagccace
Page 48
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ctctcttygca
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210> 215

<211> 117
<212> PRT

eolf-saqgl

gggccagtca gagtgttage agcaactact

ctcccagget

gtggcagtygg

cctcatccag ggegecteca

atccygggaca gacttcactc

ttgcagtgta ttactgtcag cagggtcagg

aagtggaaat

caaa

<213> Artificial sequence

<220>
<223> 4D6;

<400> 215

Giu val Gin
1

ser Leu Arg

Ala Met Ser
35

ser ala Ile
50

Lys Gly Arg
65

teu Gin Met

Ala Lvs Gly

val Thr val
115

<210> 216
<Z211> 351
<212> DNA

VH

Leu

Leu

20

Trp

ser

Phe

Asn

Leu

Ser

val

Gly

Thr

Ser

85

Leu

Ser

Glu

Cys

Arg

Ser

Ile

70

Leu

Gly

ser

Ala

Gln

Gly

55

Ser

Arg

Asn

<213> aArtificial Seguence

<22(>
<223> 4D6;

<400> 216

VH

Gly

Ala

Ala

40

Gly

Arg

Ala

Phe

Gly

ser

25

Pro

Ser

ASp

Glu

Gly
10

Gly
Gly
Thr
Asn
Asp
90

Tyr

Leu

phe

Lys

Tyr

ser

75

Thr

Trp

tagcctggta ccagcagaaa
gcagggceac tggcatccca
tcaccatcag cagactggag

ttaticcece tacgttegge

val G&ln Pro Gly Gly
15

Thr pPhe Ser Ser Tyr
30

Gly Leu GTu Trp val
45

Tyr Ala Asp Ser val
60

Lys Asn Thr Leu Tyr
80

Ala val Tyr ggr Cys

Gly ¢In Gly Thr Leu
110

gaggtgcaat tgttggagtc tgggggaggce ttggtacage ctggggggtc cctgagactc

tcctgtgcag cctccggatt cacctttage agttatgeca tgagetgggt ccgecagget

ccagggaagg ggctggagtg ggtctcagoet attagtggta gtggtggtag cacatactac
rage 49

120
180
240
300
324

60
120
180



eolf-seql

gcagactccg tgaagggccg gttcaccarc tccagagaca attccaagaa cacgetgtat 240
ctgcagatga acagectgag agcecgaggac acggecegtat attactgtge gaaagggtgg 300
ctgggtaatt ttgactactg gggecaagga accctggica cegteotegag © 351
<210> 217
<211> 108
<212> PRT
<213> Artificial Sequence
<220>
<223> 2C6; VL
<400> 217
Glu Ile val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GlIn Ser val Ser Ser Ser
20 25 30
Tyr Leu Ala Trp Tyr &in GIn Lys Pro Gly Gin Ala Pro Arg Leu Leu
35 40 45
Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg pPhe ser
50 35 60
Gly ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITe Ser aArg Leu Glu
65 70 75 80
pro Glu Asp phe Ala val Tyr Tyr Cys GIn GIn Gly GIn GIn Ile Pro
85 90 95
pPro Thr Phe Gly GIn Gly Thr Lys val Giu Ile Lys
100 105
<210> 218
<211> 324
<212> DNA
<213> Artificial Seguence
<220>
«<223> 2C6; VL
<400> 218
gaaatcgtgt taacgcagtc tccaggcacc ctgtctttgt Ctccagggga aagagccacc 60
ctctettgca gggecagtca gagtgttage agcagetact tagectggta ccagcagaaa 120
cctggecagy ctoccagget cctcatetat ggageatcca geagggocac tggeatocca 180
gacaggttca gtggcagtgg atccgggaca gacttcactc tcaccatcag caggetggag 240
cctgaagatt ttgcagtgta tractgtcag cagggtcage agattcccec tacgttegge 300
caggggacca aagtggaaat caaa 324

Page 50



eolf-seql

<210> 219
<211> 117
<Z212> PRT
<213> Artificial sequence
<220>
<223> 2C6; VH
<400> 219
Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ser
20 25
Ala Met Ser Trp val Arg Gin Ala Pro Gly Lys
35 40
Ser Ala Ile ser Gly Ser Ala Gly Tyr Thr Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Lys Gly Trp Phe Gly Asn Phe Asp Tyr Trp
: 100 105
val Thr val Ser Ser
115
<210> 220
<2il> 351
<212> DNA
<213> Aartificial sequence
<220>
<223> 2C6; VH
<400> 220
gaggtgcaat tgttggagtc tgggggaggc ttggtacage
tcetgtygeag cctecggate cacctttage agttatgeca
ccagggaagyg ggctggagtyg ggtctcagct attagtggga
gcagactccg tgaagggccg gttcaccatc tccagagaca
ctgcagatga acagcctgag agecgaggac acggecgtat
tttgggaatt ttgactactg gggccaagga accctggrca

<210> 221
<211> 108
<212> PRT
<213>

Artificial Seqguence

val Gin Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala

60

AsSp

tys Asn Thr

Ala val Tyr

Gly GIn Gly

ctggggggtc
tgagctgogt
gtgctggtta
attccaagaa
attactgtgc

ccgtctegag

Page 51

Gly
15

Gly

Ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgecagget
tacatactac
cacgctgtat

gaaaggttgg
t

60
120
i80
240
300
351



eolf-seql

<220>
<223> 5H5; VL
<400> 221
Gilu Ile val Leu Thr GIn Ser Pro Gly Thr Leu Ser teu Ser Pro Gly
i 5 10 15
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GlIn Ser val Ser Ser Ser
20 25 30
Tyr Leu Ala Trp Tyr GIn Glin Lys Pro Gly GIn Ala Pro Arg Leu lLeu
35 40 45
IMTe Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 75 80
Pro Glu Asp Phe Ala val Tyr Tyr Cys GlIn Gln Gly Asn Gin Ile Pro
85 90 g5
Pro Thr Phe Gly Gin Gly Thr Lys val Glu Ile Lys
100 105
<210> 222
<211> 324
<212> DNA
<213> Artificial Sequence
<220>
<223> GSH5; VL
<400> 222
gaaatcgtgt taacgcagtc tccaggcacc ctgtotttgt ctccagggga aagagccacc 60
ctctcttgeca gggocagtca gagtgttage agceagctact tagectggta ccagcagaaa 120
cctggocagyg ctcccagget cctcatctat ggagcatcca gcagggecac tggceatccoca 180
gacaggttca gtggcagtgg atccgggaca gacttcactc tcaccatcag cagactggad 240
cctgaagatt ttgcagtgta ttactgtcag cagggtaatc agattcccce tacgttcggt 300
cagygggacca aagtggaaat caaa 324
<210> 223
<211> 116
<212> PRT
<213> Artificial Seqguence
<220>
<223> 5H5; VH
<400> 223

Glu val GIn Leu Ley Glu Ser Gly Gly Gly teu val &lIn Pro Gly Gly
1 5 10 15

page 52



eolf-seql

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25
Thr Met Ser Trp val Arg Arg Ser Pro Gly Lys
35 40
Ser Ala Ile ser Gly Gly Gly Arg Thr Tyr Tyr
50 55
Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys
65 70 75
GIn Met Asn Ser Lteu Arg Ala Glu Asp Thr Ala
&5 ag
Lys Gly Trp Phe Thr Prc Phe Asp Tyr Trp Gly
100 105
Thr val ser ser
115
<210> 224
<211> 348
<212> DNA
<213> artificial sequence
<220> '
<223> G5HS5; vH
<400> 224
gaggtgcaat tgttggagtc tgggggaggc ttggtacagce
tcctygtgeag cctocggatt cacctttage agttatacca
ccagggaagy ggctggagtg ggtctcaget attagtggtg
gactccgtga agggccggtt caccatctcc agagacaatt
cagatgaaca gcctgagage cgaggacacg gocgtatatt
acgeettttyg actactgggg ccaaggaacce ctggtcaccg
<210> 225
<213> 108
<212> PRT
<213> Artificial sequence
<220>
<223> 2¢C4; VL
<400> 225

Thr Phe Ser

30

Gly Leu Glu

45

Ala
60

ASp Ser

Asn Thr Leu

val Tyr Tyr

Thr
110

Gin Gly

ctggggggtc
tgagctgggt
gtggtaggac
ccaagaacac
actgtgcgaa

tctcgagt

Ser Tyr

Trp val

val Lys

Tyr Leu

80

Cys Ala

95

Leu val

cctgagactce
ccgeeggtet
atactacgca
gctgtatcty

aggttggttt

Glu Ile val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 15

5

10

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser val Ser Ser Asn
20 25

30

Page 53

120
180
240
300
348



eolf-seql

Tyr Leu éia Trp Tyr Gln Gln L%s Pro Gly GIn Ala Pro Arg Leu Leu
5 4 45

Ite §5r Gly Ala ser Ile Agg Ala Thr Gly Ile Pro Asp Arg Phe Ser
5 60

Gly Ser Gly Ser Gly Thr Asp pPhe Thr Leu Thr ITe Ser Arg Leu Glu
65 70 75 80

Pro Glu Asp Phe Ala val Tyr Tyr Cys GIn GIn Gly Asn Gin Ile Pro
85 30 95

Pro Thr Phe Gly GIn Gly Thr Lys val Glu Ile Lys

100 105
<210> 226
<211> 324
<212> DNA
<213> Artificial Sequence
<220>
<223> 2¢C4; vL
<400> 226

gaaatcgtgt taacgcagtc tccaggcace ctgtctttgt ctccagggga aagagccacc
ctctertgea gggéﬁagtca gagtgttagc agtaactact tagcctggta ccagcagaaa
cctggecagy ctcccagget cctcatctat ggtgectcca ttagggecac tggcatccca
gacaggttca gtggcagtgyg atccgggaca gacttcactc tcaccatcayg cagactggag
cctgaagatt ttgcagtgta ttactgtcag cagggtaatc agattccecce tacgtteggt

caggggacca aagtggaaat caaa

<210> 227

<211> 117

<212> PRY

<213> Artificial seguence
<220>

<223> 2C4; vH

<400> 227

glu val Glin Leu Leu Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr pPhe Ser Ser Tyr
20 25 30

Ala Met Ser Trp val Arg GIn aAla Pro Gly Lys Gly Leu Glu Trp val
35 40 45

ser aAla Ile ser Gly Ser g;y Gly ser Thr Tyr T%r Ala Asp Ser val
6

Page 34

60
129
180
240
300
324



eoif-seqi

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn
85

Ala Lys Gly Trp
i00

val Thr val Ser Ser
115
<Z210> 228
<211> 351
<21l2> DNA
<213> Artificial Sequence
<220>
<223> 2C4; VH
<400> 228
gaggtgcaat tgttggagtc tgggggaggc
tcctgtgeag cctecggatt cacctttage
ccagggaagyg ggctggagtg ggtctcagcet
gcagactccyg tgaagggccg gttcaccatc
ctgcagatga acagcctgag agccgaggac
tttacgectt ttgactactyg gggccaagga
<210> 229
<211> 108
<212> PRT
<213> Artificial Sequence
<220>
<223> 2D9: vi
<400> 229
Glu 1te val Leu Thr GIn Ser Pro
1 5
Glu Arg Ala Thr Leu Ser Cys Arg
20
Tyr Leu Ala Trp Tyr Gln GIn Lys
35 40
Ile Tyr Gly Ala Ser Ser Arg Ala
50 55
Gly ser Gly Ser Gly Thr Asp Phe
65 70

ttggtacage
agttatgcea
attagcggta
tccagagata
acggcegtat

accctggtca

Gly Thr Leu
19

Ala Ser Gln

25

Pro Gly Gln

Thr Gly Ite

Thr Leu Thr

ctggggggtc
tgagctyggt
gtggtggtag
attccaagaa
attactgtgc

ccgtctcgag

Ser Leu Ser

Ser
30

Ser val

Pro
45

Ala Arg

Pro
60

Asp Arg

Ser Arg

Page 55

Ser Leu Arg Ala Glu ggp Thr ala val Tyr Tyr Cys
95

Phe Thr Pro Phe Asp Tyr Trp Gly Gin Gly Thr Leu
105 110

cctgagactce
ccgecagget
cacatactac
cacgctgtat

gaaaggttigg
t

Pra
15

Gly
Ser Ser
Leu lLeu
Phe

Ser

Glu
80

Leu

60
120
180
240
300
351



eolf-seql

pro Glu Asp Phe g;a val Tyr Tyr Cys gén Gln ¢ly Asn Gln 1Ile Pro

Pro Thr Phe Gly GIn Gly Thr Lys val Glu Ile Lys

<210>
<2il>
<212>
<213>

<220>
<223> 2D9;

<400>= 230
gaaatcgtgt

230
324
DNA

ctctcttgea
cctggecagyg
gacaggttca
cctgaagatt
caggggacca
<210>
<211>
<212>
<213>

<220>
<223>

<400>

231
117
PRT

2D09;
231

Glu val GIn
1

Ser Leu Arg

Ala Met ser

35

Ala 1le

50

sSer

Gly Arg

GIn Met

Ala tys Gly

100

VL

taacgcagtc
gggccagtca
ctcccagget
gtggcagtgy
ttgcagtgta

aagtggaaat

VH

Leu Leu Gl

Leu Ser

20

Cy

Trp val Ar

Ser Gly Se

11
70

Phe Thr

Asn Ser Le

85

Phe Th

Artificial sequence

tccaggeace
gagtgttagc
cctcatctat
atccgggaca
ttactgtcag

caad

artificial Sequence

u ser Gly

Ala

s Ala

Ala
40

g Gin

r Gly
55

Gly
e ser Arg
Ala

u Arg

r Pro phe

105

ctgtctttgt
agcagctact
ggagcatcca
gacttcactc

cagggtaatc

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly Lys

ser Thr Tyr

ser
75

AsSp Asn

Glu Asp Thr

90

Tyr Trp

ctccagggga
tagcetggta
gcagggecac
tcaccatcag

agattccecc

val GIn Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala

60

Asp

Lys Asn Thr

Ala val Tyr

Gly GIn Gly

110

Page 56

95

aagagccace
ccagcagaaa
tggcatccca
cagactggag
tacgttcggt

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu

Tyr
95

Thr Leu

60
120
180
240
300
324



va'l Thr val
115
<210> 232
<211l> 351
<212> DNA
<213>
<220>
<223> 2b9;
<400> 232
gaggtgcaat
tcctgtygcag
ccagggaagg
gcagactceyg
ctgcagatga
tttacgectt
<210> 233
<211> 108
<212> PRT
<213>
<220>
<223> 4BS8;
<400> 233
Glu Ile val
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Tyr Gly
50
Gly Ser Gly
65
Pro Glu Asp
Pro Thr Phe
<210> 234
<211> 324

Ser ser

VH

tgttggagtc
cctecggatt
ggctggagtg
tgaagggeey
acagcctrgag

ttgactactg

VL
Thr

Leu

Thr
20

Leu
Trp Tyr
Ala ser
ser

Gly

Ala
85

Phe

Gly Gln

Gln

Artificial Seguence

19gg9ggaggc

cacctttagce
ggtctcaget
gttcaccatc
agccgaggac

gggccaagga

artificial sequence

Ser Pro

eolf-seql

ttggtacagc
agttatgcca
attagcggta
tccagagaca
acggccgtat

accctggtca

Thr Leu

Ser

Gin

Ser

Thr

70

val

Gly

Gly
10

Ala GIn

25

Cys Arg ser

GlIn Pro Gly Gln

Arg Thr Ile

55

Gly

Phe Thr

75

Asp Thr Leu

Gln Gln

90

Tyr Tyr Cys

val Glu Ile

105

Thr Lys

€tggggggtc
tgagctgggt
gtgotggtag
attccaagaa
attactgtgc

ccgtctegag

Ser Leu Ser

Ser val ser

30

Ala Pro

43

Arg

Pro
60

Asp Arg

ITe Ser Arg

Gly Gln val

Lys

Page 57

cctgagactc
ccgeecagget
cacatactac
cacgetgtat
gaaaggttgg
t

Pro
13

Gly
Ser Ser
teu Leu
Phe

ser

Glu
80

Leu

Ile
95

Pro

60
120
180
240
300
351



<212> DNA
<213>
<220>
<223> 4B8;
<400> 234

gaaatcgtgt taacgcagte
ctctcttgca gggecagtca
cctggecagg cteccagget
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

caggggacca aagtggaaat

<210> 235

<211> 117

<212> PRT

<213>

<220>

<223> 4BR;
<400> 235

Glu val Gln
1

Ser Leu Arg

Ala Met Ser
35

sar Ala Tle
50

Lys Gly Arg

Ley GIn Met

Ala Lys Gly

val Thr val
115

<210> 236
<213> 351
<212> DNA
<213>

<220>

VL

VH

Leuy

Leu

20

Trp

Ser

Phe

Asn

Leu

Ser

val

Gly

Thr

Ser

85

leu

ser

Glu

cys

Arg

Ser

Ile

70

Leu

Gly

Artificial sequence

Caaa

artificial Seguence

Ser

Ala

Glin

Gly

55

Ser

Arg

Asn

artificial Sequence

tccaggeace
gagtgttagc
cctcatctat
atccgggaca

Ttactgtcag

Gly

Ala

Ala

40

Gly

Arg

Ala

Phe

eolf-seql

ctgtctttgt

agcagctact

ggagcatcca

gacttcactc

cagggtcagy

Gly

Ser

25

Pro

Ser

ASD

Glu

Asp

Gly
10

Gly
Gly
Thr
Asn
AsSD
390

Tvr

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

ctccagggga

tagcctggta

gcagggecac

tcaccatcag

ttattccecec

val

Thr

Gly

TY T

60

LYS

Ala

Gly

Page 58

Gin

Phe

Leu

45

Ala

Asn

val

Gin

Pro

Sar

30

Glu

ASD

Thr

Tyr

Gly
110

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

tacgttcgge

Gly

15

ser

Trp

Ser

Leu

Tyr

95

Thr

Gly

Tyr

val

val

Tyr

80

Cys

Leu

60
120
180
240
300
324



<223> 4B8; WvH

<400> 236

gaggtgcaat tgttggagtc tgggggaggc

tCcctgtgcag cctecggatt caccrttage

ccagggaagg ggctggagrtg ggtctcaget

gcagactccg tgaagggccg gttcaccate

ctgcagatga acagcctgag agccgaggac

ctgggtaatt ttgactactg gggccaagga

<210> 237

«211> 108

<212> PRT

<213> Artificial sequence

<220>

<223> 7Al; Vi

<400> 237

Glu Ile val Leu Thr Gln Ser Pro

1 5

Glu Arg Ala ;gr Leu Ser Cys Arg

Tyr Leu Ala Trp Tyr GIn GIn Lys

35 40

Ile tyr Gly Ala Ser Ser Arg Ala
50 55

Gly ser Gty Ser Gly Thr Asp Phe

65 70

Pro Glu Asp Phe Aga val Tyr Tyr

g
Pro Thr phe Gly Gln Gly Thr Lys
100

<210> 238

<2il> 324

<212> DNA

<213> Artificial sequence

<220>

<223> 7AL; VL

<400> 238

gaaatcgtgt taacgcagtc tccaggcacc ctgtctitgt ctccagggga aagagecacc
ctctettgea gggccagtca gagtgttage agcagctact tagcctggta ccagcagaaa

cctggecagg ctcecagget cctcatctat ggageatcca geagggecac tggcatccca

eolf-seql

ttggtacagce
agttatgcca
attagtggta
tccagagaca
acggcegtat

acccrggtca

Thr
10

Gly Ley

Ala GIn

25

Ser

Pro Gly Gln

Thr Gly Ile

Thr
75

Thr Leu

Gln GIn

90

cys

val Glu Ile

105

€tgggggygtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtge

ccgtetcgag

Ser Leu Ser

ser val ser

30

Ala Pro

45

Arg

Pro
60

ASp Arg

ITe ser arg

Gly Gin GIn

LYS

Page 59

cctgagactc
ccgeccagger
cacatactac
cacgctgtat
gaaagggtgy
.

Pro Gly

15

ser ser

Leu Leu
Phe

ser

Glu
80

Leu

Ile
g5

Pro

60
120
180
240
300
351

120
180



eolf-seql

gacaggttca gtggcagigg atccgggaca gacttcactc tcaccatcag cagactggag

cctgaagatt ttgcagtgta ttactgtcag cagggtcage agattcccce tacgttcgge

caggggacca aagtggaaat caaa

<210 239
<211> 117
<212> PRT
<213> Artificial sequence
<22{(>
<223> 7Al; VH
<400> 239
Glu val GIn Leu Leu Glu Ser Gly
3 5
Ser Leu Arg Leu Ser Cys Ala Ala
20
Ala Met ser Trp val Arg Gln Ala
35 40
Ser Ala ITe Ser Gly Ser Gly Gly
50 55
Lys Gly Arg Phe Thr Ile Ser Arg
65 70
Leu GTn Met Asn Ser Lau Arg Ala
85
Ala Lys Giy Trp Phe Gly Asn pPhe
100
val Thr val ser ser
115
<210> 240
<211> 351
<212> DNA
<213> Artificial Sequence
<220>
<223> 7Al; VH
<400> 240

gaggtgcaat tgttggagtc tgggggaggc
tcctgtgecag cctecggatt cacctttage
ccagggaagy ggciggagty ggtotcaget
gcagactccg tgaagggecg gttcaccatce

ctgcagatga acagcctgag agccgaggac

Gly Leu

10

Gly

ser Phe

25

Gly

Pro Gly Lys

Ser Thr Tyr

ser
75

Asp Asn

Asb Thr

90

Glu

Tyr Trp

ttggtacage
agttatgcca
attagtggta
tccagagaca

acggcegtat

val GIn Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

ASD

Lys Asn Thr

Ala val Tyr

Gly GIn Gly

110

¢tggggggtc
tgagctgggt
gtggtggtag
aticcaagaa

attactgtge

page 60

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgccagget
cacatactac
cacgctgtat

gaaaggttgg

240
300
324

120
180
240
300



eolf-seq]

tttgggaatt ttgactactg gggccaagga accctggtca ccgtctcgag t

<210>
<211>
<212>
<213>

<220>
<223>

<400>

241
108
PRT

Artificial Sequence

13¢2;

241

VL

g?u Ile val Leu

Glu Arg

Tyr Leu

Ite Tyr

50

Gly
65

ser

Pro Glu

Pro Thr

<210
<21l1>
<212>
<213>

<220>
<223>

<400>
gaaateg

ctctett
cctggec
gacaggr
cctgaag

cagggga

<210>
<211>
<212>
<213>

Ala

Ala

35

Gly

Gly

Asp

Phe

242
324
DNA

Thr

20

Trp

Ala

ser

Phe

Gly

Thr

Leu

Tyr

Ser

Gly

Ala

85

GIn

Gin ser Pro

Ser Cys Arg

GIn GIn Lys

Ser Arg Ala

55

Thr. Phe

70

Asp

val Tyr Tyr

Gly Thr Lys

artificial seguence

13c2;

242
tgt

gca
agg
tca
att
cca
243

117
PRT

VL

taacgcagtc
gggccagtca
ctecccagget
gtggcagtygy
ttgcagtgta

aagtggaaat

Caad

Artificial Sequence

gagtgttagce

ccrcatetat

ttactgtcag

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

Thr
i0

Ser
Gly
Gly
teu
GIn
90

Glu

Leu

Gln

Gln

Ile

Thr

75

Gin

Ile

tccaggeace ctgtcttigt

agcagctact

ggagcatcca

atccgggaca gacttcactc

cagggtcage

Ser Leu

Ser val

Ala Pro

45

Pro
60

Asp
Ile ser
Gly Gin

Lys

Ser

ser

30

Arg

Arg

Arg

Leu

ctccagggga

tagcctggta

gcagggceeac

tcaccatcag

trattceecc

Page 61

Pro
15

Gly
Ser ser
Leu Leu
Phe

Ser

Ghu
80

Leu

Tle
95

Pro

aagagccace
ccagcagaaa
tggcatccea
cagactggag

tacgttcgge

351

120
180
240
300
324



<220>
<223> 13C2; vH
<400> 243
Glu val GIn Leu Leu Glu Ser Gly
1 5
Ser Leu Arg Leu Ser Cys Ala Ala
20
Ala Met Ser Trp val Arg Gin Ala
35 40
Ser Ala Ile Ser Gly Ser Gly Gly
50 55
Lys Gly Arg phe Thr Ile Ser Arg
65 70
Leu GIn Met Asn Ser Leu Arg Ala
85
Ala Lys Giy Trp Leu Gly Pro Phe
100
val Thr val Ser Ser
115
<210> 244
<213> 351
<212> DNA
<213> Artificial Sequence
<220>
<223> 13¢2; VH
<400> 244
gaggtgcaat tgttggagtc tgggggagyc
tcctgtgeag cotcgggatt cacctttage
ccagggaagg ggcrggagty ggtctcaget
gcagactccyg tgaagggocg gittcaccate
ctgcagatga acagcctgag agocgaggac
ctgggtcett ttgactactyg gggccaagga
<210> 245
<211> 108
<212> PRT
<213> Artificial sequence
<220>
<223> 13E8; vL

eolf-seql

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly iys

Ser Thr Tyr

AsSp Ash Ser

Glu Asp Thr

90

Tyr Trp

ttggtacagce
agttatgcca
attagtggta
tccagagaca
acggccgtat

accctggtcea

val GIn Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala val Tyr

Gly GIn Gly

ctgggggygtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtctegag

Page 62

Gly
15

Gly

ser Tyr

Trp val

ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat

gaaaggttgg
t

60
120
180
240
300
351



<400> 245
Glu Ile val
1

Glu Arg Ala

Ala
35

Tyr Leu

Ile Tyr Gly

50

Gly
65

ser Gly

Pro Glu Asp

Ser Thr Phe

<210>
<211>
<212>
<213>

<220>
<223>

246
324
DNA
Arti
13E8

<400> 246
gaaatcgtgt

ctctcttgea
cctggecagy
gacaggttca
cctgaagatt
caggggacca
<210>
<Z211>
<212>
<Z213>

<220>
<223>

<400>

247
117
PRT

13E8
247

g1u val Gin Leu Leu Glu Ser Gly Gly G
i

teu Thr Gln Ser

Thr
20

Leu Ser Cys

Trp Tyr Gin Gln

Ala ser Ser Arg

55

Thr
70

ser Gly ASD

Ala val

85

phe Tyr

Gly Glin Thr

100

Gly

ficial sequence

; VL

Pro

Arg

Phe

Tyr

Lys

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

eolf-seql

Thr Leu Ser
10

ser Gin Ser

Gly Gin Ala

Ile pro

60

Gly

Thr Ile

75

Leu

Gin Gin

90

Gly

Glu ITe Lys

Leu

val

Pro

45

Asp

Ser

Leu

Ser

Ser

30

Arg

Arg

Arg

Asn

Pro

15

Ser

Leu

pPhe

Leu

e
95

Gly

Ser

Leu

Ser

Glu

80

Pro

taacgcagtc
gggccagtca
ctcecagget
gtggcagtgg
ttgcagtgta

aagtggaaat

7 VH

5

tccaggeace
gagtgttagc
cctcatctat
atccgggaca
ttactgtcag

Caaa

Artificial Seguence

ctgtctttgt
agcagctact
ggagcatcca
gacttcactc

cagggtctga

ctccagggga
tagcctggta
gcagggecac
tcaccatcag

atattccctce

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
gacgttcgge

Ty Leu val Gln Pro Gly Gly
0 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Page 63
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Ala Met ser

35

Ala Ile

50

ser

Lys Gly

65

Arg

Leu Gln Met

Ala Lys Gly

val
115

val Thr

<210>
<211>
<212>
<213>

<220>
<223> 13E8

<400> 248
gaggtgcaat

248
351
DNA

tcctgigeag
ccagggaagg
gcagactcceg
ctgcagatga
ttgggtcegt
<210>
<211>
<212>
<213>

<220>
<223>

<400>

249
108
PRT

14CL
249

i

Glu Arg Ala

Trp val

Ser Gly se

I1
70

phe Thr

Ser
85

Asn Le

Leu G

Ser

; VH

tgttggagte
cctccggate
ggctggagtyg
tgaagggccyg
acagcctgag

ttgactactg

0: VL

20

Arg Gln

Ala
40

r Gly Gly
55

e ser Arg

Ata

u Arg

y Pro Phe

artificial Sequence

tgggggaggc

cacctttage
ggtctcagct
gttcaccatc
agccgaggac

gggccadgga

Artificial Seguence

eolf-seql

Pro Gly Lys

Ser

Thr Tyr

Asn ser
75

Asp

Glu Asp Thr
80

ASp Tyr Trp

ttggtacagc
agttatgeca
attagtggta
tccagagaca
acggcegtat

accctggtca

10

Gly Leu Glu
45

Tyr Ala Asp

60

Lys Asn Thr

Ala val Tyr

Gly GIn Gly
110

ctggggggtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtetegag

Tyr Leu gga Trp Tyr Gln Gln L%s Pro Gly GIn Ala Pro Arg
4

45

Page 64

Trp val

Ser val

Leu Tyr

80

TYr Cys

Thr Leu

cctgagactc
ccgecagyget
cacatactac
cacgctgtat

gaaaggttgg
t

Glu Ile val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Giy
5 15

Thr Leu Ser Cys Arg Aga ser Gin Ser val s5er Ser Ser
2

Leu Leu

60
120
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240
300
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Iie.ggr Gly Ala Ser ser Arg Ala Thr
Gly ser Gly Ser Gly Thr Asp Phe Thr
65 70

Pro Glu Asp phe @éa val Tyr Tyr Cys

Pro Thr Phe Gly GIn Gly Thr Lys val

55

160
<210> 250
<211> 324
<212> DNA
<213> Artificial Sequence
<220>
<223> 14C10; vL
<400> 250
gaaatcgtgt taacgcagtc tccaggcacce
ctctcttgea gggcecagtca gagtgttage
cctggccagy ctcccaggcet cctcatctat
gacaggttca gtggcagtgg atccgggaca
cctgaagatt ttgcagtgta ttactgtcag
caggggacca aagtggaaat caaa
<210> 251
<211> 117
<212> PRT
<213> Artificial Sequence
<220>
<223> 14C10: VvH
<400> 251

1

Ser Leu Arg Leu ser

Ala Met ser Trp val

35

ser Ala 1rle ser Gly

Lys Gty Arg Phe Thr
65

GTu val Gin Leu Leu
5

20

Glu

Cys

Arg

Ser

Tle
70

ser Gly

Ala

Ala

Ala
40

Gin

Gly
55

Gly

Ser Arg

Gly

Ser

25

Pro

Ser

ASD

eolf-seq]

Gly Ile

Leu Thr
75

Gin GlIn
90

Glu Iie
05

ctgtctttgt
agcagctact
ggagcatcca
gacttcactc

cagggtcata

Gly Leu
10

Gly phe
Gly Lys

Thr Tyr

Asn Ser

Pro Asp Arg
60

Ile ser Arg

Gly His Ile

LYS

ctccagggga
tagcctggta
gcagggccac
tcaccatcag

ttaticcecc

val ¢In Pro

Thr pPhe Ser

Phe Ser
Leu Glu
80

Ile Pro
95

aagagccacce
ccagcagaaa
tggecatccea
cagactggag
gacgttcggce

Gly
15

Gly

ser Tyr

30

Leu Glu
45

Gly

Tyr Ala Asp

60

Lys Asn Thr

Page 65

Trp val

Ser val

Leu Tyr

80

60
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240
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eolf-seql

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
a0 95

Ala Lys Ala {58 Met Gly Pro Phe Asp Tyr Trp Gly Gln GI

val Thr val
115
<210> 252
<211> 351
<212> DNA
<213>
<220>
<223> 14ckt
<400> 252
gaggtgcaat
tcctgtgeag
ccagggaagqg
gcagactccyg
ctgcagatga
atggggcectt
<210> 253
<211> 108
<212> PRT
<Z213>
<220>
<223> 17Al
<400> 253

Glu ITe val
1

Glu Arg Ala

Ala

Tyr Leu
35

ITe Tyr Gly
50

Gly ser
65

Gly

Pro Glu Asp

85

Ser Ser

0; VH

tgttggagtc
cctcecggatt
ggctggagtg
tgaagggccy
acagcctgag

ttgactactg

1; vL
Leu

Thr
5

Thr
20

Leu
Trp Tyr
Ala ser
Ser

Gly

Ala
85

Phe

Gln

Ser

Gln

Ser

Thr

70

val Tyr

Artificial sequence

tgggggaggc

cacctttagce
ggtctcaget
gttcaccatc
agccgaggac

gggccaagga

Artificial sequence

Ser Pro

Cys

Arg

Glin

Phe

Asp

Tyr

105

ttggtacage
agttatgcea
attagtggta
tccagagaca
acggccgtat

accctggtca

Thr
10

Gly Leu

Ala
25

ser Gin

Ppro Gly GIn

Thr Gly Ile

Thr
75

Thr Leu

Cys Gln GlIn
90

11

ctggagggtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgce

ccgtetcegag

Ser Leu Se

val Se

30

ser

Ala Pro Ar

45

Pro Al

60

ASp

Ile Ser Ar

Gly Leu As

Page 66

y Thr Leu
0

cctgagacte
ccgecagget
cacatactac

cacgctgtat

gaaagcrtyy -

t

r Pro
15

Gly
r Ser Ser
g Leu Leu
Ser

g Phe

Glu
80

g Leu

n Ile
95

Pro

60
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eolf-seql

ser Thr phe Gly Gln Gly Thr Lys val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

254
324
DNA

17a1

<400> 254
gaaatcgtgt

ctctettgea
cctggecagg
gacaggttca
cctgaagatt
caggggacca
<210
<211>

<212>
<213>

255
117
PRT

<220>
<223>

<400>

17a1
255

Giu val Gln
1

Ser Leu Arg

Ala Mmet ser

35

Ala Ile

50

Ser

Gly Arg

Leu GlIn Met

Ala Lys Gly

val
115

val Thr

100

1; vL

taacgcagtc
gggccagtca
ctceccagget
gtggcagtgg
tigcagigta

aagtggaaat

1: VH

Leu Leu G

Leu Ser

20

cy

Trp val Ar

Ser Gly Se

11
70

Phe Thr

ser
85

Asn e

Tre Leu Gl

100

ser Ser

105

Artificial sequence

tccaggcace ctgtctttgt
gagtgttagc agcagctact
cctcatctat ggagcatcca
atccgggaca gacttcactc
ttactgtcag cagogtciga

Caaa

artificial Ssequence

u Sser Gly Gly Gly Leu

10

s Ala Ala Ser Gly Phe

25

Ala
40

g Gln Pro Gly Lys

r Gly ser Thr

55

Gly TVyr

ser
75

e ser Arg Asp Asn

u Arg Aia Glu Asp Thr

90

y Pro Phe Tyr Trp

ctccagggga
tagectggta
gcagggecac
tcaccatcag

ataticccto

val GIn Pro

Thr Phe ser

30

Gly Leu Glu

45

Tyr Ala

60

ASp

Lys Asn Thr

Ala val Tyr

Gly Gin Gly

110

Page 67

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
gacgttcgge

Gly
15

Gly

Ser Tyr

val

Ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

60
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<210>
<211>
<212>
<213>

<220>
<223> 17Al

<400> 256
gaggtgcaat

256
351
DNA,

tcectgtgeag
ccaygggaagqg
gcagactcceg
ctgcagatga
ttgggtcegt
<210>
<211>
<212>
<213>

<220>
<223>

<400>

257
108
PRT

19¢1
257

Glu Ite val
1

Glu Arg Ala

Ala
35

Tyr Leu

ITe Asn val

50

Gly Ser

65

Gly

Pro Glu Asp

Pro Thr Phe

<210>
<211>
<212>
<213>

<220>

258
324
DNA

1; vH

tgttggagtc
ccteeggatt
ggctggagtg
tgaagggccy
acagcctgag

ttgactactg

y VL
Thr

Leu

Thr
20

Leu
Trp Tyr
Gly Ser
Ser

Gly

Ala
85

Phe

Gly Gln

Gln

Ser

Gln

Arg

Thr

70

val'

Gly

Arvificial Sequence

tgggggaggc
cacctttagce
ggtcteaget
gttcaccate
agccgaggac

gggccaagga

Artificial sequence

Ser Pro

Cys Arg

Glin

Arg
55

Asp Phe

TYr

Tyr

Thr Lys

Artificial sequence

eolf-seq]

ttggtacagc
agttatgceca
attagtggta
tccagagaca
acggccgtat

accctggtea

Thr
16

Gly Ley

Ala GIn

25

Ser

Pro Gly Gln

Thr Galy Ile

Thr
75

Thr Leu

Gln Gln

90

Cys

val Glu ITe

105

ctggggagtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtctegag

Ser Leu Ser

Thr
30

Ser val

Ala Pro

45

Arg

Pro
60

ASP

ITe ser Arg

Gly Ile Met

Lys

Page 68

cctgagactc
ccgecagget
cacatactac
cacgctgtat

gagaggttgg
T

Pro
15

Gly
Ser ser
Leu Leuy
Phe

ser

Glu
80

Leu

Leu Pro

95

60
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<223>

<400> 258
gaaatcgtgt

ctcicttgea
cctggccagg
gacaggttca
cctgaagatt
caggggacca
<210>
<211>
<212>
<213>

<220>
<223>

<400>

259
117
PRT

259

Glu val Gln
1

Ser Leu Arg

Ala Met Ser

35

Ala ITe

50

ser

Gly Arg

Leu GIn Met

Ala Lys Gly

val
115

val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

260
351
DNA

260

19G1; vL

taacgcagtc
gggccagtca
ctcecagget
gtggcagtgg
ttgcagtgta

aagtggaaat

19G1; vH

Leu Leu Gl

Leu
20

Ser Cy

Trp val Ar

Ile Ser Se

Tl
70

Phe Thr

ser
85

Asn Le

Trp Phe Gl

100

Ser Ser

18G1; WvH

eolf-seql

tccaggeace ctgtcetttgt

gagtgttacc agtagetact

cctcatcaat gtgggctecce

atccgggaca gacttcactc

ttactgtcayg cagggtatta

Cdda

Artificial Sequence

u Ser

s Ala

g Gin

rGly

55

e Ser

u Arg

y Gly

Artificial Sequence

Gly

Ala

Ala

40

Gly

Arg

Ala

Phe

Gly

Ser

25

Pro

teu

Asp

Glu

AsSn
105

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Tyr

Leu

Phe

Lys

Tyr

Ser

75

Thr

Trp

ctccagggga
tagcctggta
gtagggeeac
tcaccatcag

tgcttccece

val Gln Pro

Thr pPhe Sser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala val Tyr

Gly Glin Gly

110

aagagccacc
ccagcagaaa
tggcatceca
cagactggag

gacgrtcggc

Gly
15

Gly

ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
935

Cys

Thr Leu

gaggtgcaat tgttggagtc tgggggagge ttggtacage ctggguggtec cctgagactc
Page 69
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tcctgtgcag
cCagggaadgyg
gcagactccg
ctgcagatga
tttggtggtt
<210>
<211>

<212>
<213>

261
108
PRT

<220>
<223>

<400>

20G8
261
Glu Ile val
1

Ala

Glu Arg

Ala
35

Tyr Leu

ITe Asn val

50

Gly
65

ser Gly

Pro Glu Asp

pro Thr Phe

<210>
<21il>
<212>
<213>

262
324
DNA

<220>
<223> 20G8

<400> 262
gaaatcgtgt

ctctettgea
cctggccagg
gacaggttca

cctgaagatt

cctecggatt cacctttage
ggctggagtg ggtctcageg
tgaagggcecyg gttcaccatc
acagcctgag agccgaggac

ttaactactg gggccaagga

; VL

Leu Thr Gin

Thr
20

Leu Ser

Trp Tyr Gin

Gly Ser Arg

Thr
70

ser Gly

Ala val

85

Phe

Gly Gln Gly

© VL

taacgcagtc
gggccagtca
cteccagget
gtggcagtyg
ttgecagtgta

Artificial Sequence

Ser
Cys
Gln
Arg
55

Asp
Tyr

Tht

Artificial Seguence

Pro

Arg

Phe

Tyr

Lys

tccaggeacc
gagtgttacc
cctcatcaat
atccgggaca

ttactgtcag

ealf-seqgl

agttatgcga
attattagta
tccagagaca
acggccgtrat

accctggtea

Thr
10

Gly Leu

Ala Glin

25

ser

Pro Gly Gln

Thr Gly Ile

Thr
75

Thr Leu

GIn Gin

90

Cys

val alu Ile

105

ctgtctttgt
agtagctact
gtgggetecc
gacttcactc

cagggtatta

tgagctoggt
gtggtggtct
attccaagaa
attactgtyc

ccgtetegte

Ser Leu Ser

Thr
30

Ser val

Ala Pro

45

Arg

Pro
60

ASp Arg

Ile Ser Arg

Gly Ile Met

Lys

ctecagggga
tagcctggta
gtagggceac
tcaccatcag

tgetteccce

page 70

ccgccagget
cacatactac
cacgctgtat

gaaagggtgg

C

Pro
15

Gly
Ser Ser
Leu Leu
Phe

Ser

Glu
80

Leu

Leu Pro

85

aagagccacce
ccagcagaaa
tggcatccca
cagactggag
gacgtrrtcgge

120
180
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300
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caggggacca aagtggaaat caaa

<210> 263
<211> 117
<212> PRT
<213> Artificial Sequence
<220>
<Z223> 20G8; VH
<400> 263
Glu val GIn Leu Leu Glu Ser Gly
1 5
Ser Leu Arg Leu Ser Cys Ala Ala
20
Ala Met Ser Trp val Arg GIn Ala
35 40
Ser Ala Ile Ile Gly Ser Gly Ser
50 55
Lys Gly Arg Phe Thr Ile Ser Arg
65 70
Leu Gin Met Asn Ser Leu Arg Ala
85
Ala Lys Gly Trp Phe Gly Gly Phe
100
val Thr val ser ser
115
<210> 264
<211> 351
<212> DNA
<213> Artificial Sequence
<220>
<223> 20G8; VH
<400> 264
gaggtgcaat tgttggagrtc tgggggagge
tcctgtgcag ccteceggatt cacctttage
ccagggaagg ggctggagtg ggtctcaget
gcagactccg tgaagggccyg gticaccatc
ctgcagatga acagcctgag agccgaggac
tttggtggtt ttaactactg gggccaagga

eolf-seq]l

Gly Gly

10

Leu

Ser Phe

25

Gly

Pro Gly Lys

Arg Thr Tyr

ser
75

Asp Asn

Glu Asp Thr

90

Asn
105

Tyr Trp

ttggtacage
agttatgcaa
attattggga
tccagagaca
acggcegtat

accetggtea

val GIn

Thr Phe Se

30

Leu
45

Gly

Tyr Ala

60

Lys Asn Th

Ala val Ty

Gly Gln

Pro

Glu

Asp

Gly

Gly
13

Gly

r ser Tyr

Trp val

ser val

r Leu Tyr

80

r Tyr
95

Cys

Thr Leu

110

ctggggggtc
tgagcetgggt
gtggtagtcg
attccaagaa
attactgtgce

cegtetegte

Page 71

cctgagacte
‘ccgccaggct
tacatactac
cacgctgtat

gaaagggtgg

C

324

120
180
240
300
351



<210> 265
<211> 108
<212> PRT
<213> Artificial sequence
<220>
<223> 4B9; VL
<400> 265
Glu 17e val Leu Thr GIn Ser Pro
1 5
Glu Arg Ala Thr Leu Ser Cys Arg
20
Tyr Leu Ala Trp Tyr GIn Gin Lys
35 40
Ile asn val Gly Ser Arg Arg Ala
50 55
Gly Ser Gly Ser Gly Thr Asp Phe
65 70
pro Glu Asp pPhe Ala val Tyr Tyr
85
Pro Thr phe Gly GIn Gly Thr Lys
100
<210> 266
<211> 324
<212> DNA
<213> Artificial sequence
<220>
<223> 4B9; VL
<400> 266
gaaatcgtgt taacgcagtc tccaggcacce
ctctcttgca gggecagtca gagtgtiacc
cctggcocagg ctcoccagget cctcatcaat
gacaggttca gtggcagtgg atccgggaca
cctgaagatt tigcagtgta ttactgtcag
caggggacca aagtggaaat caaa
<210> 267
<211> 117
<212> PRT
<213> Artificial seguence
<220>
<223> 48B9; VH

eolf-seq]l

Thr
10

Gly Leu

Ala Glin

25

ser

Pro Gly Gin

Thr Gly Tle

Thr
75

Thr Leu

Gin Gln

90

Cys

val Glu Iie

105

ctgtctttgt
agtagctact
gtgggcteec
gacttcactc

cagggtatta

Ser Leu Ser

Thr
30

ser val

Ala Pro

45

Arg

Pro
60

Asp Arg

Ile Ser Arg

Gly Ile met

Lys

ctccagggga
tagcctggta
gtagggccac
tcaccatcag

tgctteeeec

Page 72

Pro
15

Gly
Ser Ser
Ley Leu
Phe

Ser

Glu
80

Leu

Leu
95

Pro

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
gacgttcgge

60
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eolf-seql

<400> 267
Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu
1 5 10
Ser Leu Arg teu Ser Cys Ala Ala Ser Gly phe
20 25
Ala Met ser Trp val arg Gln Ala Pro Gly Lys
35 40
ser Ala Ile Ile Gly Ser Gly Ala ser Thr Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
teu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 30
Ala Lys Gly Trp Phe Gly Gly Phe Asn Tyr Trp
100 105
val Thr val Ser Ser
115
<210> 268
<211> 351
<212> DNA
<213> Artificial Sequence
<220>
<223> 4B9; VvH
<400> 268
gaggtgcaat tgrtggagic tgggggaggc ttggtacagce
tecctgtgeag cctceggatt cacctttage agrtatgcta
ccagggaagg ggctggagtg ggtctcaget attattggta
gcagactccg tgaagggccg gttcaccatc tccagagaca
ctgcagatga acagcctgag agcocgaggac acggocgtat
tttggtggtt ttaactactg gggccaagga accctggtea
<210> 269
<21%1> 108
<212> PRT
<213> Artificial Sequence
<220>
<223> 5B8: VL
<400> 269

val Gin Pro

Thr Phe sar

30

Gly Leu Glu

45

Tyr Ala

60

ASP

Lys Asn Thr

Ala val Tyr

Gly Gln Gly

ctggggggtc
tgagctgggt
gtggtgctag
attccaagaa
attactgtgc

cegretegte

Gly
15

Gly

Ser Tyr

Trp val

Ser val

Leu Tyr

80

TyF
95

Cys

Thr Ley

cctgagactc
ccgeeaggcet
cacatactac
cacgctgtat

gaaagggtgg

C

Glu Ite val Leu Thr GIn Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Page 73
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Glu Arg Ala Thr Leu Ser Cys Arg
20
Tyr Leu Ala Trp Tyr Gin Gin Lys
35 40
Ite Asn val Gly Ser Arg Arg Ala
50 55
Gly Ser Gly ser Gly Thr Asp phe
65 70
Pro Glu Asp Phe Ala val Tyr Tyr
85
Pro Thy Phe Gly Gin Gly Thr Lys
100
<2310> 270
<211> 324
<212> DNA
<213> Artificial Seguence
<220>
<Z223> 5B8; VL
<400> 270
gaaatcgtgt taacgcagtc tccaggeacc
citctocttgea gggecagtca gagtgrtacc
cctggecagg ctcccagget cctcatcaat
gacaggttca grggcagtgg atccgggaca
cctgaagatt ttgcagtgta ttactgtcag
caggggacca aagtggaaat caaa
<210 271
<211> 117
<212> PRT
<213> arvificial Seguence
<220
<223> 5B8; VH
<400> 271

eolf-seq]

Ala ser Gln

25

Pro Gly Gln

Thr Gly Ile

Thr
75

Thr Leu

Gln GIn

90

Cys

val Glu Ile

105

ctgtctttgt
agtagctact
gtgggetcece
gacttcactc

cagggtatta

val Thr
30

Ser

Ala Pro Arg

45

Pro
60

Asp Arg

ITe Ser Arg

Gly Ile Met

LyS

ctccagggga
tagcctggta
gtagggccac
fcaccatcag

tgcttcccee

Ser Ser

Leu Leu
Phe

Ser

Glu
80

Leu

Leu Pro

95

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
gacgttcgge

Glu val GlIn Leu Ley Glu Ser Gly Gly Gly Leu val Gin Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly phe Thr phe Ser Ser Tyr
20

25

30

Ala Met Ser Trp val Arg ¢In Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Page 74
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ala Ile
50

ser
Lys Gly Arg
Leu GIn Met
Ala Lys Gly

Thr val
1is

val

<210>
<211>
<212>
<213>

<220>
<223>

272
351
DNA

5B8;

<400> 272
gaggtgcaat

tcectgtgeady
ccagggaagg
gragaciccg
ctgcagatga
tttggtggtt
<210>
<211>
<217>
<213>

<220>
<223>

<400>

273
108
PRT

5F1;
273

1

Glu Arg Ala Thr Leu ser Cys
Tyr Leu Ala Trp Tyr Gin Gln
35

ITe Asn val Gly Ser Arg Arg
50 : 55

Trp

Phe

Asn

Trp

100

Ser

VH

Gly Gly Gly Arg Ser
55
Thr Iie Ser Arg Asp
70

Ser Leu Arg Ala Glu
85

Phe Gly Gly Phe Asn
105

Ser

Artificial sequence

eolf-seql

Thr Tyr

Asn Ser
75

Asp Thr
90

Tyr Trp

Tyr Ala Asp Ser val
60

Lys Asn Thr Leu Tyr
80

ATa val Tyr Tyr Cys
95

Gly GIn Gly Thr Leu
110

tgttggagtc
ccteccggatt
ggctggagtg
tgaagggccy
acagcctgag

ttaactactyg

Vi

Glu Ile val Leu Thr GlIn Ser
5

20

tgggagaggc

cacctttage
ggtctcaget
gttcaccatc
agccgaggac

gggccaagga

Artificial Seguence

ttggtacagc
agttatgcta
atitggggty
tccagagaca
acggccgtat

accciggtca

ctggggggtc
tgagctgggt
gtggtrcgtag
attccaagaa
attactgtge

ccgtetegtc

Pro Gly Thr Leu Ser Leu Sar
10

Arg éia Ser Glin Ser val Thr
5

L%S Pro Gly Gin Ala Pro Arg
4

45

Ala Thr Gly Ile ggo AsSp Arg

Page 75

cctgagactc
ccgecagget
cacatactac
cacgctgtat

gaaagggtgg

[

Pro
15

Gly
Ser Ser
Leu

l.eu

prhe Ser

60
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Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu
65 70

eclf-seql

75

Thr IT1e Ser Arg teu Glu

80

Pro Glu Asp Phe Ala val Tyr Tyr Cys GIn Gln Gly Ile Met Leu Pro
85 90

Pro Thr Phe

<210>
<Z211>
<212>
<213>

<220>
<223> 5F1;

<400> 274
gaaatcgtgr

274
324
DNA

ctcicttgea
cctggecagyg
gacaggttca
cctgaagatt
caggggacca
<210>
<211>
<212>
<213>

<220>
<223>

275
117
PRT

5F1;
275

Glu val G1n
1

<400>

Ser Leu Arg

Ser
35

Ala Met

ser Ala Ile

20

Lys Gly Arg
65

Ley GIn Met

Ggly GlIn Gl
100

VL

taacgcagtc
gggccagtca
ctccecagget
gtggcagtgg
ttgcagtgta

aagtggaaat

VH

Leu teu G1

l.eu ser

20

Cy

Trp val Ar

ITe Ser Se

I}
70

rhe Thr

Asn Ser

85

L&

y Thr Lys

Artificial Seguence

tccaggeacce
gagtgttacc
cctcatcaat
atccgggaca
ttactgtcag

cada

artificial sequence

u Ser Gly

Ala

s Ala

Ala
40

g Gln

r Gly Ala

55

e Ser Arg

u Arg Ala

val Glu 1le
105

ctgtctttgt
agragctact
gtgggctece
gacttcactc

cagggtatta

Gly
10

Gly Ley

sar Phe

25

Pro Gly Lys

ser Thr Tyr

Ser
75

Asp Asn

Glu Asp Thr

Lys

ctccagggga
tagcctggta
gragggecac
tcaccatcag

tgcticceec

val ¢in Pro

Phe ser
30

Thr

Leu Glu
45

Gly

Tyr
60

Ala Asp
Asn Thr

LysS

Ala val Tyr

Page 76

95

aagagccacc
ccagcagaaa
tggcatccca
cagactggag
gacgttcggce

Gly
15

Gly
Ser Tyr
Trp val
Ser val

Leu

Tyr
95
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eolf-seq

1

Ala Lys Gly Trp phe Gly Gly Phe Asn Tyr Trp Gly Gin Gly Thr Leu
100 105 110

val Thr val ser ser
115
<210> 276
<211> 351
<212> DNA
<213> aArtificial Segquence
<220>
<223> 5F1; vH
<400> 276
gaggtgcaat tgttggagtc tgggggagyc
tectgtgcag cctecggatt cacctttage
ccagggaagg ggctggagtyg ggtctcaget
gcagactccg tgaagggccg gttcaccatc
ctgcagatga acagcctgag agccgaggac
tttggtggtt ttaactactg gygccaagga
<210> 277
<211> 108
<212> PRT
<213> aArtificial Sequence
<220>
<223> 14B3; VL
<400> 277
Giu Ile val Leu Thr Gin Ser Pro
1 5
Glu Arg Ala Tgr Leu Ser Cys Arg
2
Tyr Leu Ala Trp Tyr Gln Gln Lys
35 40
Ile asn val Gly Ser Arg Arg Ala
50 55
Gly ser Gly ser Gly Thr Asp Phe
65 70
pPro Glu Asp Phe é;a val Tyr Tyr
pro Thr Phe Gly GIn Gly Thr Lys
100

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

ttggtacagc
agttatgcta
attattagta
tccagagaca
acggcegtat

accctggtca

Thr
10

Leu
ser Gin
Gly Gln
Ile

Gly

Thr
75

Leu

GIn Gln

90

Giu Ile

Page 77

ctggggggic
tgagctygggt
gtggdggctag
attccaagaa
attactgtgc

cegtctegte

Ser Leu Ser

Thr
30

ser val

Pro
45

Ala Arg

Pro
60

ASp Arg

Tle Ser Arg

Gly Ile Met

Lys

cctgagactce
ccgecagget
cacatactac
cacgctgtat

gaaagggtgg

C

Pro
15

Gly
Ser Ser
tey [eu
Phe

Ser

Gly
80

Leu

Leu Pro

95
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<210> 278
<211> 324
<Z212> DNA
<213>

<220>

<223> 14B3;
<400> 278

gaaatcgtgt taacgcagtc
ctctcttgea gggecagtca
cctggecagyg ctoecagget
gacaggttca gtggcagtgg
cctgaagatt ttgcagtgta

caggggacca aagtggaaat

<210> 279
<23i1> 117
<212> PRT
<213>

<Z220>

<223> 14B3;
<400> 279

Glu val GlIn
i

Ser Leu Arg

Ala Met Ser

35

Ala 1le

50

Ser

Lys Gly Arg

Leu GIn Met

Ala Lys Gly

val
115

val Thr

<210>
<211>

280
351

VL

VH

Leu

Leu

20

Trp

Leu

Phe

Asn

Trp

Ser

Leu

Ser

val

Ala

Thr

ser

85

Phe

Ser

artificial Seguence

tceaggeace
gagtgttacc
cctcatcaat
atccgggaca
ttactgtcag

caaa

Artificial Seguence

Glu ser Gly

Cys Ala Ala

Ala
40

Arg GIn

ser Gly Ala

35

1le
70

ser Arg

Leu Arg Ala

Gly Gly phe

eolf-seql

ctgtctttgt
agtagctact
gtgggctecce
gacttcactc

cagggtatta

Gly Gly Leu

10

Ser Phe

25

Gly

Pro Gly Lys

ITe Thr Tyr

Asp Asn Ser

75

Glu Asp Thr

90

ASn
105

TYr Trp

ctccagggga
tagcctggta
gtagggccac
tcaccatcag

tgeticccec

val Gln Pro

Thr Phe Ser

30

Gly Leu Glu

45

Tyr Ala

60

ASp

Lys Asn Thr

Ala val Tyr

Gly GlIn Gly

pPage 78

aagagccacc
ccagcagaaa
tggcatccea
cagactggag
gacgttcgge

Gly
15

Gly

ser Tyr

Trp val

ser val

Leu Tyr

80

TYr
95

cys

Thr Leu

60
120
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<212> DNA
<213>
<220
<223> 14R3
<400> 280
gaggtgcaat
tcctgtgeag
ccagggaagqg
gcagactceg
ctygcagatga
tttggtggtt
<210> 281
<23il> 108
<212> PRT
<213>
<220>
<223> 16F1
<400> 281
Glu Ile val
1
Glu Arg Ala
Tyr Leu Ala
35
Ile Asn val
50
Gly Ser Gly
65
Pro Glu Asp
Pro Thr prhe
<210> 282
<21i> 324
<212> DNA
<213>
<220>
<223> 16F1
<400> 282

s VH

tgttggagtc
ccrecggatt
ggctggagty
tgaagggccy
acagcctgag

ttaactactg

T VL
Thr

Leu

Thr
20

Leu
Trp Tyr
Gly ser
Ser

Gly

Ala
85

Phe

Gly GIn

100

; VL

Gln

Ser

GIn

Arg

Thr

70

vai

Gly

Artificial Sequence

tgggggaggc
cacctttage

ggtctcaget
gttcaccatc
agccgaggac

ggdccaagga

Artificial Sequence

Ser Pro

Cys Arg

GIn Lys

Arg Ala

35

Asp Phe

Tyr

Tyr

Thr Lys

Artificial Seqguence

Gly

Ala

25

Pro

Thr

Thr

Cys

val
105

eolf-seql

ttggtacage
agttatgcta
attttggcta
tccagagaca
acggccgtat

accctgotea

Thr
10

l.eu
Ser Gln
Gly Gin
Gly 1le

Thr
75

Leuy

Gin GlIn

90

Glu 1le

¢tggggggtc
tgagctgggt
gtggtgcgat
attccaagaa
attactgtgce

ccgtetegte

ser Ley Ser

val Thyr

30

Ser

Ala Pro

45

Arg

Pro
60

ASp Arg

Ile ser Arg

Gly Ile set

Lys

cctgagactc
cecgecaggcet
cacatactac
cacgctgtat

gaaagggtgy

C

pro Gly

15

ser ser

Leu Leu
Phe

Ser

Glu
80

Leu

Leu
95

Pro

gaaatcgtgt taacgcagtc tccaggcacc ctgtctttgt ctccagggga aagagccacc
Page 79
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ctctcitgea gggccagtca

cctggecagyg ctcccagget

gacaggttca gtggcagtgg
cctgaagati ttgcagtgta

caggggacca aagtggaaat
<210> 283
<21l> 117
<212> PRT
<213> Artificial sequ
<220>
<223> 16F1; VH
<400> 283
Glu val GIn Leu teu G1
1 5
Ser Leu Arg Leu Ser Cy
20
Ala met Ser Trp val Ar
35
ser Gly Ile ITe Gly se
50
Lys Gly Arg Phe Thr I1
65 70
leu GIn Met Asn Ser Le
85
Ala Lys Gly Trp phe Gl
100
val Thr val Ser Ser
115
<2i0> 284
<211> 351
<212> DNA
<213> Artificial sequ
<220>
<223> 16¥1l; Vi
<400> 284

eolf-seql

gagrgttacc agtagctact
cctcatcaat gtgggctece
atccgggaca gacttcactc
ttactgtcag cagggtatta

Cdda

ence

u Ser Gly Gly Gly

10

Leu

s Ala Ala Ser Gly pPhe

25

g GIn Ala
40

Pro Gly Lys

r Gly
55

Gly 1le Thr Tyr

ser
75

e ser Arg Asp Asnh

u Arg Ala Glu Asp Thr
90

phe Asn Tyr Trp
105

y Gly

ence

ragcctggta ccagcagaaa
gtagggccac tggcatccca
tcaccatcag cagactggag

tgcttoccecece gacgttegge

val ¢in Pro Gly Gly

15

Thr Phe Ser

30

Ser Tyr

Gly Leu

45

Glu Trp val

Tyr ser val

66

Ala Asp

Lys Asn Thr Leu Tyr

80

Ata val Tyr Tyr

95

Cys

Gly GIn Gly Thr

110

Leu

gaggtgcaat tgttggagtc tgggggagge ttggtacagce ctggggogtc cotgagactc

tcctgtgeag cctecggatt cacctttage agttatgeta tgagctgggt ccgoecagget

ccagggaagy ggciggagtg ggtctcaggt attatiggta gtggtggtat cacatactac
Page 80
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eolf-seqgl

gcagacteccyg tgaagggccg gttcaccatc tccagagaca attccaagaa cacgctgtat

ctgcagatga acagcctgag agccgaggac acggecgtat attactgtge gaaagggtag

tttggtggtt ttaactactg ggygccaagga accctggtca ccgtctegte ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400

285
108
PRT

16F8
285
Glu Ile val
1

Glu Arg Ala

Ala
35

Tyr Leu

ITe Asn val

50

Gly
65

ser Gly

Pro Glu Asp

Pro Thr Phe

286
324
DNA

<210>
<211>
<212>
<Z213>

<220>
<223> 16F8

<400> 286
gaaatcgigt

ctctcttgea
cotyggecagy
gacaggttca
cctgaagatt

caggggacca

5 VL
Thr

Leu

Thr
20

Leu
Trp Tyr
Gly ser
Ser

Gly

Ala
85

Phe

Gln

; VL

taacgcagtc
gggccagtca
ctcccagget
gtggcaggg
ttgcagtgta

aagtggaaat

Gln

Ser

Glin

Arg

Thr

70

val

Gly

Artificial Sequence

Ser Pro

Cys Arg

Gin Lys

40

Arg Ala

55

Asp Phe

Tyr

Tyr

Thr Lys

Artificial Sequence

tccaggeace
gagtgttacc
cctcatcaat
atccgggaca
ttactgtcag

caaa

Thr
10

Gly Leu

Ala Gin

25

Ser

Pro Gly Glin

Thr Gly Ile

Thr
75

Thr Leuy

Gin Gln

a0

Cys

val Glu

105

ctgtetttgt
agtagetact
gtgggctece
gacttecactc

cagggtatta

ser Leuy Ser

Thr
30

Ser val

Ala Pro

45

Arg

Pro
60

AsSp Arg

ile ser Arg

Gly Ite Met

LYS

ctccagggga
tagcctggta
gtagggccac
tcaccatcag

tgcttoceece

Page 81

Pro
15

Gly
Ser ser
Leu Leu
rhe

Ser

Glu
80

Leu

Leu
95

Pro

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

gacgttcggce

240
300
351
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

287
117
PRT

16F8
287

GTu val Gln
1

Ser lLeu Arg

Ala Metr ser

35

Ala Ile

50

Ser

Gly Arg

Gin Met

Ala Lys Gly

val
115

val Thr

<210
<211>
<212>
<213>

<220>
<223> 16F8

<400> 288
gaggtgcaat

288
351
DNA

tcctgtgcay
CCagydaagg
gcagacteceg
ctgcagatga
tttggtggtt
<210>
<211>

<212>
<213>

289
108
PRT

; VH
Leu

Leu

Leu
20

Ser
Trp val
Leu Gly
Phe Thr

ser
85

Ash

Trp Phe

100

Ser Ser

; VH

tgttggagtc
cctecggatt
ggcrggagty
tgaagggccg
acagcctgag

ttaactactg

Glu

Cys

Arg

Ser

Ile

70

L.eu

Gly

Artificial Sequence

Ser Gly

Ala

Ala

Ala
40

Gln

Gly
55

Gly
Ser Arg
ala

Arg

Gly phe

Artificial Sequence

tgggggaggce

cacctttagce
ggtctcaget
grtcaccatc
agccgaggac

gggccaagga

Artificial Sequence

eolf-seql

Gly Gly

10

Leu

ser Phe

25

Gly

Pro Gly Lys

Ser Thr Tyr

Ser
75

ASp Asn

Glu Asp Thr

90

Asn
105

Tyr Trp

ttggtacagce
agttatgceca
attcttggta
tccagagaca
acggecgtat

accctggtea

Page 82

val GIn Pro

Thr phe Ser

30

Leu Glu

45

Gly

Ala Asp

Lys Asn Thr

Ala val Tyr

Gly G¢in Gly

110

ctggggggre
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgtetegte

Gly
15

Gly

Ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgecagget
cacatactac
cacgctgtat

gaaagggtgg

C
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eolf-seql

1

5

Page 83

Glu val Gin Leu Leu Glu Ser Gly Gly %éy Leu val Gin Pro Gly Gly
15

<220>
<223> 03CY; vL
<400> 289
GTu T1e val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15
Glu Arg'Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser val Thr Ser Ser
20 25 30
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu
35 40 45
Ile Asn val Gly Ser Arg Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60
Gly Ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 75 80
Pro Glu Asp Phe Ala val Tyr Tyr Cys Glin GIn Gly ITe mMet Leu Pro
&5 90 95
Pro Thr pPhe Gly GIn Gly Thr Lys val Glu Ile Lys
100 105
<210> 290
<211> 324
.<212> DNA
<213> Artificial sequence
<220>
<223> 03CH; vL
<400> 290
gaaatcgtgt taacgcagic tccaggcacc ctgtctitgt ctccagggga aagagecace 60
ctctcttgea gggccagica gagtgttace agtagctact tagcctggta ccagcagaaa 129
cctggecagg ctoccagget cctcatcaat gtgggctcoe gtagggecac tggeatcoca 180
gacaggtitca gtggcagtgg atccgggaca gacttcactc tcaccatcag cagactggag 240
cctgaagatt ttgcagtgta ttactgtcag cagggtatita tgeticccce gacgttogoc 300
caggggacca aagtggaaat caaz 324
<210> 261
<211> 117
<212> PRT
<213> Artificial seguence
<220>
<223> 03C9; VvH
<400> 291



eolf-seql

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly phe
20 25
Ala Met Ser Trp val Arg GIn Ser Pro Gly Lys
35 40
ser Ala Ile ITe Gly Ser Gly Ser Asn Thr Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 g0
Ala Lys Gly Trp pPhe Gly Gly Phe Asn Tyr Trp
100 105
val Thr val ser Ser
115
<210> 292
<211> 351
<212> DNA
<213> Artificial sequence
<220>
<223> Q3C9; VvH
<400> 292
gaggtgcaat tgttggagtc tgggggaggc ttggracagce
tcctgtgcag cctccggatt cacctttage agttttgeca
ccagggaagg ggctggagtg ggtctcaget attattggta
gcagactccg tgaagggecg gttcaccatc tccagagaca
ctgcagatga acagcctgag agccgaggac acggcecgtat
tttoggtggtt ttaactactg gggccaagga accctggtca
<210> 293
<211> 108
<212> PRT
<213> aArtificial Seguence
<220>
<223> 02D7; VL
<400> 293

Thr Phe ser

30

Gly teu Glu

45

Ala Asp

Lys Asn Thr

Ala val Tyr

Gly Gin Gly

ctggggogtc
tgagctgggt
gtggtagtaa
attccaagaa
attactgtgce

ccgtetegte

Ser Phe

Trp val
ser val
Leu

Tyr

Tyr
85

Cys

Thr Leu

cctgagactc
ccgtcagtcet
cacatactac
cacgctgtat

gaaagggtgg

C

Glu Ile val Leu Thr Gin Ser Pro Gly Thr Leu Ser teu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser val Thr ser Ser
25

20

30

Page 84
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Tyr Leu Ala Trp Tyr Gin Gln Lys
35 40
Ite Asn val Gly Ser Arg Arg Ala
50 53
Gly Ser Gly Ser Gly Thr Asp phe
65 70
pro Glu Asp Phe ala val Tyr Tyr
85
pro Thr phe Gly Gln Gly Thr Lys
100
<Z210> 254
<211> 324
<Z212> DNA
<213> Artificial sequence
<220>
<223> 02D7; VL
<400> 2094
gaaatcgtgt taacgcagic tocaggcacc
ctctcttgca gggecagtca gagtgitace
cctggecagyg ctoccagget cctcatcaat
gacaggttca gtggcagtgg atccgggaca
cctgaagatt ttgcagtgta ttactgtcag
caggggacca aagtggaaat caaa
<210> 295
<211> 117
<212> PRT
<213> Artificial sequence
<220>
<223> 02B7; VH
<400> 295

eolf-saqg]l

Pro Gly Glin

Thr

Gly Thr

tey Thr
75

Thr

Gin Gln
90

Cys

val giu Ile

105

ctgtetttgt
agtagctact
gtgggctcee
gacttcactc

caggctatta

Glu val Gln Leu iteu Glu Ser Gly Gly Gly Leu
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly pPhe
20

25

Ala Met Ser Trp val Arg Gin Ala Pro Gly Lys
40

35

ser Ala 1le ser Gly Ser Gly Gly Ser Thr Tyr
55

50

Ala Pro Arg
45

Pro Asp Arg

60

I'te Ser Arg

Ala Ile Met

Lys

ctccagggga
tagcctagta
gtagggccac
tcaccatcag

tgcticctce

val Gin Pro

Thr Phe Ser

30

Gly Leu Glu
45

Tyr Ala Asp
60

Page 85

Leu Leu
Phe Ser
Leu Gly

80

Leu Pro
93

aagagccacc
ccagcagaaa
tggcacceca
cagactggag
gacgticgge

Gly Gly
15

ser Tyr
Trp val

ser val

69
120
180
240
300
324



g§5 Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
70 75

eolf-seql

80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 g5

Ala Lys Gly 158 Phe Gly Gly Phe Asn Tyr Trp Gly Gln Gly Thr Leu

tgggggaggc

cacctttage
ggtcteaget
gttcaccatc
agccgaggac

gggccaagga

val Thr val ser Ser
115

<210> 296

<211> 351

<212> DNA

<213> Artificial Sequence

<220>

<2723> 02D7: VH

<400> 296

gaggtgcaat tgttggagtc

tcetgtycag coteeggatt

ccagggaagg ggctyggagtg

gcagactceg tgaagggocg

ctgcagatga acagcctgag

tttggtggtt ttaactactg

<210> 297

<211> 108

<212> PRT

<213> Artificial sequence

<220>

<223> 28H1: v

<400> 297

Glu ITe val Leu Thr Gln

1

Glu Arg Ala Thr Leu Ser
20
Tyr Ley Ala Trp Tyr Gln
35
Ile Ile Gly ala Ser Thr
50

Gly ser Gly Ser Gly ;Br

65

5

Ser Pro

Cys Arg

GIn Lys

Arg Ala

55

Asp Phe

105

ttggtacagc
agttatgeca
attagtggta
tccagagaca
acggccgtat

accctggtca

Gly Thr Leu
10

Ala Ser G1n

25

Pro Gly Gin

Thr Gy Ile

Thr Leu Thr

75

110

ctggggagtc
tgagctgggt
gtggtggtag
attccaagaa
attactgtgc

ccgretcgte

Ser Leu Ser

Ser val ser

30

Ala Pro

45

AT'Q

Pro
60

ASp Arg

Ite Ser Arg

Page 86

cctgagactc
ccgccaggcet
cacatactac
cacgctgtat

gaaagggtgg
C

Pro
15

Gly
Arg ser
Leu Ley
Phe

Ser

Glu
80

Leu

60
120
180
240
300
351



eolif-seql

Pro Glu Asp Phe éga val Tyr Tyr Cys gén GIn Gly GIn val 1le Pro
9

Pro Thr Phe Gly GIn Gly Thr Lys val Glu Ile Lys

<210> 298

<211> 324

<212> DNA

<213>

<220>

<223> 28H1
<400> 298

gaaatcgtgt

ctctettgea

cctggecaqgg

gacaggttca

cctgaagatt

caggggacca

<210> 299

<211> 116

<212> PRT

<213>

<220>

<223> 2841
<400> 299

Glu val Gin
1

Ser Leu Arg

Ala Met Ser

35

Ala Ile

50

Ser

Gly phe

65

Arg

Gln Met Asn

Lys Gly Trp

100

; VL

taacgcagtc
gggccagtca
ctcccaggct
gtggcagtgg
ttgcagtgta

aagtggaaat

; VH

Leu Leu Gl

Leu Ser

20

Cy

Trp val Ar

Tre Ala Se

Thr Ile Se

70

Ser Leu Ar

85

Ley
100

Gly As

Artificial Sequence

tccaggeacce
gagtgttagce
cctcatcatrt
atccgggaca
ttactgtcag

Cadd

Aartificial Sequence

u ser Gly

Ala

s Ala

Ala
40

g Gin

r Gly Glu

55

r Arg Asp

Glu

g Ala

n Phe Asp

105

ctgtcttigt
cgcagctact
ggggceteca

gacttcactc

cagggicagg

Gly Gly

10

l.eu

Ser Phe

25

Gly

Pro Gly Lys

GIn Tyr Tyr

Asn

Ser

Thr
30

ASp

Tyr Trp Gly
105

ctccagggga
tagcctggra
ccagggccac
tcaccatcag

ttattccecece

val GlIn Pro

Thr Phe Ser

30

Gly teu Glu

45

Ala
60

Asp Ser

Ash Thr Leu

val Tyr Tyr

Thr
110

GIn Gly

Page 87

aagagccacc
ccagcagaaa
tggcatccca
cagactggag

tacgttegge

Gly
15

Gly

Ser

Trp val

val Lys

TYr Leu

80

Cys Ala

95

Leu val

60
120
180
240
300
324



Thr val Ser
115

<210>
<211>
<212>
<213>

<220>
<223>

<400>

300
348
DNA

300

gaggtgcaat tgttggagic
tcctgtgeag cctecggatt
ccagggaagg ggctggagty
gactccgtga agggccggtt
cagatgaaca gcctgagage

ggtaatittitg actactgggg

<210> 301

<Z11> 108

<212> PRT

<213>

<220>

<223> 22A3:

<400> 301

Glu Iile val

i

Glu Arg Ala

Tyr Leu Ala

35

Ile Asn val
50

Gly ser Gly

65

Pro Glu Asp

Pro Thr Phe

<210> 302

<211> 324

28H1:

Ser

VH

VL

Leu

Thr

20

Trp

Gly

sSer

Phe

Gly

Thr

Leu

Tyr

Ser

Gly

Ala

85

Gln

GlIn

Ser

GIn

Arg

Thr

70

val

Gly

Artificial Segquence

Artificial Seguence

Ser

cys

Gln

Arg

55

AsSp

YR

The

tgggggaggce

cacctttagce
ggtctcaget
caccatctee
cgaggacacg

ccaaggaacc

Pro

Arg

Phe

Tyr

Lys

ealf-seql

ttggtacage

agtcatgcta

atttgggcta

agagacaatt

gccgtatatt

ctggtcaccg

Gly

Ala

25

P

Thr

Thr

Cys

val
105

Thr
10

Leu
ser Gln
Gly Gln
ITe

Gly

Thr
75

Leu

Gin Gln

90

Glu Tle

Page 88

ctgggggatc
tgagctgggt
gtggggagca
ccaagaacac
actgtgcgaa
tetcgagt

Ser Leu Ser

Thr
30

Ser val

Ala Pro

45

ATg

Pro
60

Asp Arg

Ile Ser Arg

Gly Ile met

Lys

cctgagacte
ccgecagget
atactacgca
gctgtatctg

agggtggctg

Pro
15

Gly
ser Ser
Leu Leu
Fhe

Ser

Glu
80

Leu

Leu
95

Pro

60
120
180
240
300
348



<212>
<213>

<220>
<223> 22A3

<4Q0> 302
gaaatcgtgr

DNA

ctctettgea
cctggceagg
gacaggttca
cctgaagatt
caggggacca
<210
<211>
<212>
<213>

<220>
<223>

<400

303
117
PRT

22A3
303

Giu val Gin
1

Ser Leu Arg

Ala Met Ser

35

Ala Ile

50

Ser

LysS
65

Gly Arg

teu Gin Met

Ala Lys Gly

val
115

val Thr

<210>
<211>
<212>
<213>

<220>

304
351
DNA

= VL

taacgcagtc
gggccagtca
ctcccagget
gtggcagtgg
ttgcagtgta

aagtggaaat

3 WH

Leu Leu GI

L.eu Ser

20

Trp val Ar

fTe Gly 5e

I1
70

Phe Thr

ser
85

Ash e

Gl

Phe

Ser

Cys

Artificial Seguence

tccaggeacc
gagtgttacc
cctcatcaat
atccgggaca
ttactgtcag

Caaa

artificial sequence

U Ser Gly

Ala

Ala

Ala
40

g Gln

r Gly ser

35

e Ser Arg

Ala

u Arg

y Gly Phe

Artificial sequence

eolf-seql

ctgtetttgt
agtagctact
gtgggetcece
gacttcactc

cagggtatta

Gly Gly

10

Leu

ser Phe

25

Gly

Pro Gly Lys

ile Thr Tyr

ser
75

AsSp Asn

Glu Asp Thr

80

Asn
105

Tyr Trp

ctccagggga
tagcctggta
gtagggccac
tcaccatcag

tgcttcocoec

val GIn Pro

Thr Phe ser

30

Leu Glu

45

Gly

Tyr Ala Asp

Lys Asn Thr
val

Ala

Gly G1In

rPage 89

aagageccacce
ccagcagaaa
tggcatceca
cagactggag
gacgttcgge

Gly
15

Gly

Ser Tyr

Trp val

ser val

Leu Tyr

80

TYr
93

Cys

Thr Leu

60
120
180
240
300
324



<223> 22A3; VH
<400> 304
gaggtgcaat tgttggagtic tgggggaggc
teetgtgcag coctccggatt cacctitage
ccagggaagg gactggagty ggtctcaget
gcagactccy tgaaggygccyg gttcaccatc
ctgcagatga acagcctgag agocgaggac
tttggtggtt ttaactactg gggccaagga
<210> 305
<211> 108
<212> PRT
<213> Artificial sequence
<220>
<223> 29B11: vL
<400> 305
Glu tle val teu Thr lIn Ser Pro
1 5
Glu Arg Ala Thr Leu Ser Cys Arg
20
Tyr teu Ala Trp Tyr Gln 6In Lys
35 40
Ile Asn val Gly Ser Arg Arg Ala
50 55
Gly Ser Gly Ser Gly Thr Asp pPhe
65 70
pro Glu Asp Phe Ala val Tyr Tyr
85
Ppro Thr pPhe Gly GIn Gly Thr Lys
100
<210> 306
<211> 324
<212> DA
<213> Artificial Sequence
<220>
<223> 29B1l; VL
<400> 306

eolf-seql

ttggtacagce
agttatgcca
attattggta
tccagagaca
acggccegtat

accctggtea

Thr
10

Gly Leu

Ala Gin

25

Ser

Pro Gly GlIn

Thr Gly Ile

Thr
75

Thr Leu

GlIn Gln

80

Cys

val Glu Ile

105

ctggggggrc
tgagctgggt
gtggtagtat
attccaagaa
attactgtgce

ccgtctcgag

Ser Leu Sser

Thr
30

Sar val

Ala Pro

45

Arg

Pro
60

Asp Arg

Ile ser Arg

Gly Ile Met

Lys

cectgagactc
ccgecagget
cacatactac
cacgctgtat

gaaagggtgg
T

Pro
15

Gly
Ser Ser
L.eu Leu
Phe

Ser

Glu
80

Leu

Leu
95

Pro

gaaatcgtgt taacgcagtc tccaggcacc Ccigtcttigt ¢tccagggga aagagcecace

ctctcttgea gggecagtca gagtgttace agtagctact tagcctggta ccagcagaaa

cctggcecagg ctcccagglt cctcatcaat gtgggetccc gtagggecac tggeatecca

Page

90

60
120
180
240
300
351

120
180



eolf-seql

gacaggttca gtggcagtgg atccgggaca gacttcactc tcaccatcag cagactggag

cctgaagatt ttgcagtgta ttactgtcag cagggtatta tgcttccccc gacgticgge

caggggacca aagtggaaat caaa

<210>
<211>
<212>
<213>

<220>
<223>

307
117
PRT
Artificial Sequence

29811; VH

307

Glu val GIn Leu Leu
1 5

<400>

Glu Ser Gly

Ley Ala Ala

20

Ser Leu Arg ser Cys

Ala Met Ser Trp val Arg Gln Ala

35 40

Ala ITe 1le Gly Ser Gly
50 55

Ser Gly

Lys Gly Arg Phe Thr Ile Ser Arg

Ser Ala

85

Leu Gln Met Asn Leu Arg

Ala Lys Gly Trp Phe Gly Gly Phe

100

val
115

val Thr ser Ser

<210>
<211>
«<212>
<213>

<220>
<223> 29B11; VH

<400> 308
gaggtgcaat tgttggagtc tgggggagyc

tcctgtgeag cctccggatt cacctttage

308
351
DINA
Artifticial seguence

ccagggaagyg ggctggagtg ggtctcaget
gcagactccg tgaagggcecg gttcaccatc

ctgcagatga acagcectgag agccgaggac

Gly Gly Leu

10

ser Phe

25

Gly

Pro Gly Lys

Ile Thr Tyr

ser
75

Asp Asnh

Glu Asp Thr

S0

Asn
105

Tyr Trp

ttggtacage
agttatgcta
attattggta
tccagagaca

acggecgtat

val Gln Pro

Thr pPhe ser

30

Leu Glu

45

Gly

Tyr Ala

60

ASp

tys Asn Tthr

Ala val Tyr

Gly G6lin Gly

110

ctggggggtc
tgagctggot
gtggtggtat
attccaagaa

attactgtoc

Page 81

Gly
15

Gly

Ser Tyr

Trp val

Ser val

Leu Tyr

80

Tyr
95

Cys

Thr Leu

cctgagactc
ccgecagget
cacatactac

cacgctgtat

gaaagggtog

240
300
324

60
120
180
240
300



eolf-seql

tttggtggtt ttaactactg gggccaagga accctggtca ccgtctcgag t

<210> 309
<211> 108
<212> PRT
<213> Artificial Sequence
<220>
<223»> 23C10; Vi
<400> 309
Glu ITe val Leu Thr Gln Ser Pro
1 5
Glu Arg Ala Thr Leu Ser Cys Arg
20
Tyr Leu Ala Trp Tyr Gin GIn Lys
35 40
Ile Ile Gly Ala ser Thr Arg Ala
50 55
Gly Ser Gly Ser Gly Thr Asp Phe
65 70
pro GHu Asp Phe Aéa val Tyr Tyr
8
pro Thr Phe Gly Gln Gly Thr Lys
100
<210> 310
<211> 324
<212> DNA
<213> Artificial Sequence
<220>
<223> 23C10; VL
<400> 310
gaaatcgtgt taacgcagic tccaggcacc
ctctcttgea gyggecagica gagtgttagc
cctggecagg cicccagget cotcateatt
gacaggttca gtyggcagtgg atccgggaca
cctgaagatt ttgcagtgta ttactgtcag
caggggacca aagtggaaat caaa
<210> 311
<211 117
<212> PRT
<213> Artificial Sequence

Thr
10

Gly Leu

Ala Gin

25

Pro Gly Gin

Thr Gly Ile

Thr
75

Leu

Gin GIn

30

Cys

val Glu Ile

105

ctgtctttgt
cgcagetact
ggggectcca

gacttcactc

cagggtcagg

Sar Leu Ser

Ser val ser

30

Ala pPro

45

ATg

Pro
60

ASp Arg

Ite Ser Arg

Gly GlIn val

Lys

ctccagggga
tagcctggta
ccagggccac
tcaccatcag

ttattccocec

Page 92

Pro
15

Gly
Arg Ser
Leu Leu
Phe

ser

Glu
80

Leu

Ile
95

Pro

aagagcecacc
ccagcagaaa
tggcatccca
cagactggag
tacgrtegge

351

60
120
180
240
300
324



eolf-seq]

<220>
<223> 23Cl10; vH
<400> 311
Glu val GIn lLeu Leu Glu Ser Gly Gly Gly Leu
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25
Ala Met ser Trp val Arg Gln Ala Pro Gly Lys
35 40
ser Alla Ile Ser Thr Asn Gly Asn Tyr Thr Tyr
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90
Ala Lys Gly Trp Leu Gly Asn Phe Asp Tyr Trp
100 105
val thr val ser ser
115
<210> 312
<211> 351
<212> DNA
<213> Artificial sequence
<220>
«<223> 23C10; VvH
<400> 312
gaggtgcaat tgttggagtc tgggggaggce ttggtacagce
tcotgtgoag cgtceggatt cacctttage agttotgeca
ccagggaagy ggctggagtg ggtctcaget attagtacta
gcagactccy tgaagggoog gttcaccatce tccagagaca
ctgcagatga acagcctgag agocgaggac acggeograt
ctgggtaatt ttgactactg gggccaagga accctggtca
<210> 313
<211> 330
<212> PRT
<213> Homo sapiens
<400= 313

val GIn Pro

Thr Phe ser

30

Gly Leu Glu

45

Tyr Ala

60

ASP

Lys Asn Thr

Ala val Tyr

Gly Gln Gly

110

ctggggggtc
tgagctgggt
atggtaatta
attccaagaa
attactgtgc

ccgtcrcgag

Gly
15

Gly

Ser Ser

Trp val

ser val

Leu Tyr

80

TYF
85

cys

Thr Leu

cctgagactc
ccgecagygct
tacatactac
cacgetgtat
gaaagggtgg
t

Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys
Page 93

60
120
180
240
300
351



Ser

Phe

Gly

Leu

65

Tyr

Lys

Pro

Lys

val

145

TYr

Glu

His

Lys

GlIn

225

Leu

Pro

Asn

Thr

Pro

val

50

Ser

Ile

val

Ala

Pro

130

val

val

Gln

Gln

ala

210

Pro

Thr

Ser

Tyr

Ser

Glu

35

His

ser

Cys

Glu

Pro

115

Lys

val

ASp

Tyr

Arg

Lys

ASp

Lys

Gly

20

Pro

Thr

val

Asn

Pro

100

Glu

ASp

ASp

Gly

Asn

180

Trp

Glu

Asn

Ile

260

Thr

Gly

val

Phe

val

val

85

lys

Leu

Thr

val

val

165

Ser

ey

Ala

Pro

Gin

245

Ala

Thr

Thr

The

Pro

Thr

70

Asn

Ser

Leu

L.eu

Ser

150

Glu

Thr

Asn

Pro

GIn

230

val

va'l

Pro

Ala

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Ile

215

val

Ser

Glu

Pro

Ala

Ser

40

val

Pro

LYS

Asp

Gly

Ile

Glu

His

Arg

Lys

200

Glu

Tyr

Leu

Trp

val

Leu

25

Trp

Leu

Ser

Pro

Lys

105

Pro

Ser

Asp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

eolf-seql
10

Gly

Asn

Gn

Ser

Ser

90

Thr

Ser

Arg

Pro

Ala

170

val

Tyr

Thr

L.eu

Cys

250

Ser

Cys

ser

ser

Ser

75

Asn

His

val

Thr

Glu

155

Lys

Ser

LyS

Ile

Pro

235

Leu

Asn

Leu

Gly

Ser

60

Leu

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

Asp Ser Asp
Page 94

val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

l.eu

LYS

Ser

LysS

Gin

Gly

Leu

Thr

va'l

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro

270

Ser

15

AsSp

Thr

TYr

Glin

Asp

95

Pro

Pro

Thr

Asnh

Arg

val

Ser

Lys

ASD

Phe

255

Glu

Phe

Tvr

Ser

sSer

The

80

Lys

Cys

Pro

Cys

Trp

160

Leu

Asn

Gly

Glu

240

Tvyr

Asn

Phe
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Tyr Pro Arg
35

Ser Gly Asn
50

Thr Tyr Sser
65

Lys His Lys
Pro val Thr
<210> 316

<211> 321

<212> DNA

<213> Homo
<400> 316

cgtacggtgg

ggaactgcct

tggaaggtoyg

agcaaggaca

aaacacaaag

agcttcaaca

<210> 317

<21i> 748

<212> PRT

<213>

<220>

<223>

<400> 317

20

Glu Ala

Ly

Ser Gln Gt

Leu Ser Se

70

val Tyr Al

85

Lys Ser Ph

100

sapiens

ctgcaccate
ctyttgtgtg
ataacgecct
gcacctacag

tctacgcctyg

ggygagagtg

Gin
40

s vai

u Sser val

55

r Thr Leu

a Cys Glu

e Asn Arg

tgtcttcate
cctgotgaat
ccaatcgggt
cctcageage
cgaagtcacc

t

Artificial Sequence

eolf-seql

25

Trp Lys

Thr Glu Gln

Thr Ser

75

Leu

Thr His

90

val

Glu Cys

ttccegecat
aacttctatc
aacteccagg
accctgacgc

catcagggcec

10

30

45

val Asp Asn Ala Leu GIn

ASp Ser Lys Asp Ser
60

Lys Ala Asp Tyr Glu
80

Gln Gly Leu Ser Ser

ctgatgagca
ccagagaggce
agagtgtcac
tgagcaaage

rgagctegec

Human FAP ectodomain+poly-lys-tag+hisé-tag

95

gttgaaatct
caaagtacag
agagcaggac
agactacgag

cgtcacaaag

Arg Pro ser Arg val His Asn Ser Glu Glu Asn Thr met Arg Ala Leu
1 5

15

Thr Leu Lys Asp Ile Leu Asn Gly Thr Phe Ser Tyr Lys Thr Phe Phe
25

20

30

Pro Ash Trp Ile ser Gly Gin Glu Tyr Leu His Gin Ser Ala Asp Asn

35

46

45

Ash Ile val teu Tyr Asn Ile Glu Thr Gly G1n ggr Tyr Thr Ile Leu
55

Page 96

60
120
180
240
300
321



ser
65

Pro
Arg
Giu
Trp
Tvr
145
Gly
Giu
Lys
Ala
Pro
225
Ile
Pro
val
val
305

Ala

Asn

Asp

Tyr

FPhe

ser

130

Leu

Arg

Glu

Phe

Tyr

210

Tyr

ASp

Ala

Thi

Ser

250

Cys

Gly

Arg

Arg

ser

va’l

135

Pro

Lys

Glu

Mot

Leu

195

Ser

Pro

Thr

Met

ASp

275

val

Pro

Gly

Thr

Gin

Tyr

100

Arg

val

Gln

Asn

Leu

180

Ala

Tyr

LYS

Thr

Ile

260

Gy

Leu

Lys

Phe

Met

Phe

85

Thr

Gly

Gly

Arg

Ty

Tyr

Ala

Tyt

245

Ala

Arg

Ser

Thr

Phe
325

Lys

val

Ala

AsSn

Ser

Proc

150

Ile

Thr

Ala

Gly

Gly

Pro

ser

val

Ile

Glin

310

val

Ser

Tyr

Thr

Glu

Gly

phe

Lys

Glu

Asp

215

Ala

Ala

Ser

Cys

Cys

295

Glu

Ser

vai

Leu

TYyr

Leu

120

Leu

Asp

Asnt

Tyr

Phe

200

Glu

Lys

Tyr

ASp

Leu

280

AsSp

His

Thr

Asn

Glu

Tyr

105

Pro

Ala

Pro

Gly

Ala

185

Asn

Gln

Asn

val

Tyr

265

Gin

Phe

Ile

Pro

eolf-seql
Ala Ser Asn

sSer

90

Ile

Arg

Tvr

Pro

Ile

170

Leu

ASp

Tyr

Pro

Gly

Tyt

Trp

Arg

Glu

val
330

75

ASp

Tyr

Pro

val

Phe

155

Pro

Trp

Thr

Pro

val

235

Pro

Phe

Leu

Glu

Glu

315

Phe

Tyr

ASp

Ile

Tyr

140

GIn

AsSp

Trp

ASp

Gin

Ser

Lys

Asp

Ser

Ser

Page 97

ser

teu

Gln

125

Glin

Ile

Trp

Ser

Ite

2Q3

Thr

Arg

Glu

Trp

Arg

285

Trp

Arg

Tyr

Gly

Lys

Ser

110

Tyr

Asn

Thr

val

Pro

190

Pro

Ile

Ile

val

Leu

270

val

Gin

Thr

ASp

Leu

Leu

95

Asn

Leu

Asn

Phe

Tyr

175

Asn

val

Asn

rhe

Pro

255

Thr

Gin

Thr

Gly

Ala
235

ser

80

Trp

Gly

Cys

Ile

Asn

160

Glu

Gly

Ile

Ile
240
val
Trp

Asn

Trp



Ser

Tyr

Trp

Ser

385

Ile

Leu

Ala

Thr

Asn

465

Glu

ITe

Gln

val

Leu

545

Ala

Ala

Ala

Tvr

Ite

Glu

370

Ser

ser

Arg

Lys

Leu

450

Lys

Ile

Leu

val

Asn

530

val

val

val

Ite

Asn

Ile

Lys

TYF

435

His

Glu

LyS

Pro

Tyr

515

Trp

ASD

Tyr

Arg

LYS

ASp

Ile

Glu

Gly

Glu

420

TYr

ASD

l.eu

Lys

Pro

500

Gly

I1e

Gly

Arg

580

Gly

Ile

Thr

Asn

Phe

Ser

405

Arg

Ada

Gly

Glu

Leu

485

Gln

Gly

Ser

ATG

Lys

565

Phe

Trp

Phe

val

Ile

Glu

390

Ty

Cys

Leu

Arg

Asn

470

Glu

Phe

Pro

Tyr

Leu

Ife

Ser

Ser

Glu

Phe

375

Glu

Pro

Gin

vat

Thr

455

Ala

val

ASp

Cys

Leu

535

Thr

Gly

Glu

Tyr

ASp

Asn

360

Arg

Tyr

Pro

Tyr

Cys

440

ASD

Leu

ASp

Arg

Ser

520

Ala

Ala

val

Met

Gly
600

LyS

Ala

val

Pro

Ser

Tyr

425

TYF

Gin

Lys

Glu

ser

505

Gin

ser

Phe

Tyr

Gly

Gly

eolT-seql
Asp Gly Tyr

Ile

Thr

Gly

Lys

410

Thr

Gly

Glu

Asn

Ile

490

LyS

Ser

LyS

Gin

Glu

570

Phe

Tyr

Gin

Gln

Arg

395

Lys

Ala

Pro

Ile

Ile

475

Thr

Lys

val

Glu

Gly

val

Ile

val

Ile

380

Arg

Cys

Ser

Gly

Lys

Glin

Leu

Tyr

Arg

Gly

540

ASp

Glu

ASp

Ser

Page 98

Lys

Thr

365

Ser

Asn

va'l

Phe

Ile

445

Leu

Trp

Pro

ser

525

Met

Lys

Asp

Glu

ser
605

His

350

Ser

Leu

Ile

Thr

Ser

430

Pro

lLeu

Pro

Ty

Ley

510

val

val

Leu

Gin

Ile

Gly

Phe

Tyr

Asp

Ile

Glu

Lys

Leu

rhe

Leu
Ile
575

Arg

Ala

His

LYS

Tyr

Arg

400

His

TYFr

ser

Giu

Glu

480

Met

Ile

Ala

Ala

TYP

260

Thr

Ile

Leu



eolf-seql

Pro

Met

Thr

655

Ile

Ile

Tyr

Tyr

Gly

val

Gly

val

His

Ala

Ser

Thr

720

Lys

Ala ser Gly Thr Gly Leu Phe Lys Cys Gly ITe Ala val Ala
610 615 620
ser Ser Trp Glu Tyr Tyr Ala ser val Tyr Thr Glu Arg phe
625 630 ‘ 635
Leu Pro Thr Lys Asp Asp Asn Leu Glu His Tyr Lys Asn Ser
645 650
mMet Ala Arg Ala Glu Tyr Phe Arg Asn val Asp Tyr Leu Leu
660 665 670
Gly Thr Ala Asp Asp Asn val His phe Gin Asn Ser Ala GIn
675 680 685
Lys Ala Leu val Asn Ala GlIn val Asp Phe Gin Ala Met Trp
690 695 700
Asp GlIn Asn His Gly Leu Ser Gly teu Ser Thr Asn His Leuy
705 710 715
His Met Thr His Phe teu Lys Gln Cys Phe Ser iLeu Ser Asp
725 730
Lys Lys Lys Lys Lys Gly His His His His His His
740 745
<210> 318
<Z211> 2244
<212> DNA
<213> Artificial sequence
<220> ) )
<223> Human FAP ectodomain+poly-tys-tag+hisb-tag
<400> 318
cgcccttcaa gagitcataa ctctgaagaa aatacaatga gagcactcac
attttaaatg gaacattttc ttataaaaca Ttttttccaa actggattic
tatcttcatc aatctgcaga taacaatata gtactttata atattgaaac
tataccattt tgagtaatag aaccatgaaa agtgtgaatg cittcaaatta
cctgategge aatttgtata tctagaaagt gattaticaa agctttggag
acagcaacat attacatcta tgaccttagc aatggagaat ttgtaagagg
cctegtecaa ttcagtattt atgcetggicg cctgttggga gtaaattage
caaaacaata tctatitgaa acaaagacca ggagatccac ctittcaaat
ggaagagaaa ataaaatatt taatggaatc ccagactggg tttatgaaga
gctacaaaat atgctctctg gtggtctcct aatggaaaat ttrtggeata
aatgatacgg atataccagt tattgcctat tcctattatg gogatgaaca
acaataaata ttccatacce aaaggctgga gctaagaatc ccgrtgritcg

Page 99

actgaaggat
aggacaagaa
aggacaatca
cggcttatca
atactcttac
aaatgagctt
atatgtctat
aacatttaat
ggaaatgett
tgcggaattt
atatcctaga

gatatttatt

60
120
180
240
300

420
480
540
600
660
720



atcgatacca
gcctcaagtg
cagtggctaa
tggcagacat
gctggtggat
atatttagtg
gctrattcaaa
tcactgtttt
attagcattg
aggtgccaat
tacggcccayg
atcctggaag
gaaattaaga
caatttgaca
cagagtgtaa
atggtcattg
gcagtgtatc
ttcatagaaa
ggatacgttt
gtggctccag
cteccaacaa
gaatatttca
tttcaaaact
atgtggtact
cacatgacce
aagggccace
<210>
<211>
<212>
<213>

<220>
<223>

<400>

319
749
PRT

319

cttaccctge
attattattt
aaagagtcca
gggattgtcc
tctttgtttc
acaaggatgg
ttacaagtgg
attcrageaa
gaagctatcc
attacacagc
gcatccecat
aaaacaagga
aacttgaagt
gatcaaagaa
ggtctgtatt
ccttggtgga
gaaagctggg
tggotttcat
catcactgge
tctecagetg
aggatgataa
gaaatgtaga
cagcacagat
ctgaccagaa
acttcctaaa

accatcacca

gtatgtaggt
cagttggctc
gaatgtttcg
aaagacccag
aacaccagtt
ctacaaacat
caagtgggag
tgaatttgaa
tccaageaag
aagtttcagc
ticcaccett
attggaaaat
agatgaaatt
gratcccttg
tgctgttaat
tggtcgagga
tgtttatgaa
tgatgaaaaa
ccttgeatet
ggaatattac
tcttgageac
ctatctictc
tgctaaaget
ccacggctta
gcagtgtttc

tcac

Artificial Secuence

eolf-seql

ccecaggaag
acgtgggtta
gtcctgteta
gagcatatag
ttcagctaty
attcactata
gccataaata
gaataccctg
aagtgtgtta
gactacgcca
catgatggac
gcttigaaaa
actttatggt
ctaattcaag
tggatatctt
acagctttce
gttgaagacc
agaatagcca
ggaactggtc
gcgtcrgtet
tataagaatt
atccacggaa
ctggttaatg
tceggectyt

tctttgtcag

tgcctgttee
ctgatgaacyg
tatgtgactt
aagaaagcag
atgccatttce
tcaaagacac
tattcagagt
gaagaagaaa
cttgccatct
agtactatgc
gcactgatca
atatccagct
acaagatgat
tgtatggtgg
atcttgcaag
aaggtgacaa
agattacagc
tatggggcty
ttttcaaatg
acacagagag
caactgtgat
cagcagatga
cacaagtgga
ccacgaacca

acggCaadaaa

Murine FAP ectodomain+poly-lys-tag+hisé-tag

agcaatgata
agtatgtttg
cagggaagac
aactggatgy
gtactacaaa
tgtggaaaat
aacacaggat
catctacaga
aaggaaagaa
acttgtctge
agaaattaaa
gcctaaagag
rctteetect
teectgeagt
taaggaaggg
actcctetat
tgtcagaaaa
gtcctatgga
tggtatagca
attcatgggt
ggcaagagca
taatgtgeac
tttccaggcea
cttatacacc

gddaddgaaa

Arg Pro Ser Arg val Tyr Lys Pro Glu Gly Asn Thr Lys Arg Ala Leu
1 5 10 15
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780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1880
2040
2100
2160
2220
2244



Thr

Pro

Ash

ser

65

Pro

Arg

Glu

Trp

TY P

145

Glu

Lys

Ala

Pro

225

val

Pro

val

Leu

Asn

Ite

50

Asn

ASp

Tyr

Phe

Ser

130

Leu

Arg

Glu

Phe

Tyr

210

Tyr

Asp

Glu

Ser

LYS

Trp

35

val

Ser

Arg

Ser

val

115

Pro

Lys

Glu

Met

Leu

195

ser

Pro

Thr

Met

ser
275

ASp

20

Ile

Phe

Thr

Gin

Tyr

100

Arg

vai

GIn

Asn

l.eu

180

Ala

TYD

Lys

The

Ile

260

Glu

Ile

Ser

Tyr

Met

phe

85

Thr

Gly

Gly

ATg

Arg

165

Ala

Tyr

TYyr

Alta

Tyr

245

Ala

Arg

Leu

Glu

Asn

Ala

Tyr

ser

Pro

150

Ile

Thr

val

Gly

Gly

Pro

ser

val

AsSn

GIn

Ile

55

Ser

Tyr

Thr

Glu

Gly

Phe

Lys

Glu

215

Ala

His

ser

Cys

Gly

Glu

40

Glu

val

Leu

Tyr

Leu

120

Leu

ASp

Asn

Tyr

Phe

200

Gly

Lys

His

AsSp

Leu
280

Thr

25

Tyr

Thr

Asn

Glu

Tyr

105

Pro

Ala

Pro

Gly

Ala

185

Asn

Glin

Asn

val

Tyr

265

Gin

eolf-seql
Phe Ser Tyr Lys

L.eu

Arg

Ala

Ser

90

Ile

Arg

Tyr

Pro

Ile

170

Leu

Asp

TYr

Pro

Tyr

Trp

His

Glu

Thr

75

Asp

Tyr

Pro

val

Phe

155

Pro

Trp

Ser

Pro

val

235

Pro

Phe

Leu

Gln

Ser

60

ASp

Tyr

AsSp

Ile

Tyr

140

Gin

Asp

Trp

AsSp

Arg

val

Met

Ser

Lys

pPage 101

Ser

45

TYyr

Tyr

Ser

Leu

Glin

125

Gln

Ile

Trp

Ser

Ile

205

Thr

Arg

GTu

Trp

Arg
285

Thr

30

Glu

Ile

Gly

Lys

Gln

110

Tyr

Asn

Thr

val

Pro

190

Pro

Ile

val

va'l

Leu

270

val

Tyr

Asp

Ile

Leu

Leu

95

Asn

Leu

Asn

Tyr

Tyr

175

ASp

ITe

Asn

Phe

Pro

255

Thr

Glin

Phe

Asp

Leu

Ser

80

Ty

Gly

Cys

Ile

Thr

160

Glu

Gly

Ile

Ile

Ile

240

val

Trp

Asn



val

Glu

305

Ala

sSer

Tyr

Trp

Ser

385

Ile

Lau

Ala

Thr

Asn

465

Glu

Ile

Gin

val

Leu
545

Ser

290

Cys

Gly

Tvyr

e

Giu

370

Ser

Ser

Arg

LYS

Leu

450

Lys

Ile

Leu

val

Asn

530

val

val

Pro

Gly

Tyr

Asn

Ile

Lys

Tyr

435

His

Glu

Lys

Pro

Tyr

515

Trp

ASp

Leu

LyS

Phe

Asp

Ile

Glu

Gly

Glu

420

Tyr

ASp

Leu

Lys

Pro

500

Gly

Ile

Gly

ser

Asn

Phe

325

Ile

Thr

Tyr

Phe

Asn

405

Arg

Ala

Gly

Glu

Ley

485

Gin

Gly

Thr

Arg

Ile

GlIn

310

val

Phe

val

Ile

Glu

390

Ser

Cys

leu

Arg

AsSn

470

Lys

Phe

Pro

Tyr

Cys

295

Glu

ser

Ser

Glu

Phe

375

Gly

Pro

Gln

val

The

455

Ser

AsSp

Asp

Cys

Leu

535

Thr

ASp

His

Thr

Asp

Asn

Phe

val

Pro

Lys

345

Ala

360 .-

Arg

Tyr

Pro

TYyr

Cys

440

ASD

Leu

Gly

Arg

Ser

520

Ala

Ala

val

Pro

Ser

Tyr

425

Tyr

Gln

Arg

Gly

Ser

505

Gln

Ser

Phe

eolf-seql
Arg Glu Asp

Glu

Ala

330

ASp

Ile

Thr

Gly

Lys

410

Thr

Gly

‘Glu

Asn

Ley

490

Lys

Ser

Lys

Glu

315

Phe

Gly

GIn

GIn

395

Lys

Ala

Pro

Ile

Ile

475

Thr

Lys

val

Glu

300

Ser

Ser

Tyr

Ile

ASp

380

Arg

Cys

ser

Gly

Gln

460

GIn

Phe

Tyr

LyS
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Trp

Arg

Gln

Lys

Thr

365

Ser

Asnh

val

pPhe

Leu

445

val

L.eu

Trp

Pro

Ser

525

Tle

Lys

His

Thr

Asp

His

350

ser

Leu

Ile

Thr

Ser

430

Pro

Leu

Pro

Tyr

Leu

510

val

val

Phe

Ala

Gly

A

(¥
LA
‘Lﬂm

Ite

Gly

Phe

Tyr

Cys

415

TYr

Iie

Giu

Lys

Phe

ITe

Leu

TTrp

Trp

Thr

His

Lys

Tyr

Arg

His

Lys

Ser

Glu

val

480

Met

Ile

Ala

Ala

His
560



Ala val Tyr

Ala val Arg

Ala Ile

Ala ser

610

Ser ser

625

Trp

L.eu Pro Thr

Met Ala Arg

Ala
675

Gly Thr

Ala
690

Lys Leu

Glin Asn

705

Thr His Met

Lys Lys Lys

<210>
<211>
<212>
<Z213>

<220>
<223>

320
2247
DNA

<400> 320

Arg

Lys

Gly Trp

Thr Gly

Glu Tyr

LYyS ASD

645

Ala Glu

660

ASD ASD

val Ash
His

Gly

His
725

Thr

Lys Lys

Leu

Ile

Ser

Leu

Tyr

630

Asp

Tyr

Asn

Ala

Tie

710

Phe

Lys

eglf-seql

Gly val Tyr

570

Glu met Gly Phe Ile

Gly val

600

Tyr Gly Tyr

Phe Ile

615

LYS Cys Gly

Ala ser sery

635

Tyr

His
650

Asn Leu Glu Tyr

Phe Arg Asn val

665

ASp

His Phe GIn

680

val Asn

Gin val Phe Gln

035

ASp

Leu Ser Ser

715

Gly Arg

Leu Lys GIn Cys Phe

730

His His His

745

Gly His

Artificial Sequence

cgtcectcaa gagtttacaa acctgaagga aacacaaaga

attttaaatg
ratctteatc
tatatcattt
ccrgatcgge

acagcgacat

gaacattctc
aatctgagga
tgagtaataqg
aatttgtota

actacatcta

atataaaaca tattttccca

Glu val Glu

tgataacata
caccatgaaa
tctagaaagt

cgaccttcag

gtattttata
agtgtgaatg
gattaticaa

aatggggaat

Asp Glin

Ghu
590

Asp Glu

ser lLey

605

Ser

Ala val ala

620

Glu Arg Phe

Lys Asn Ser

teu Leu

670

Tyr

Ala G1In

685

ser

Ala
700

Met Trp

Gln Asn His

Ser Leu Ser

His His

Murine FAP ectodomain+poly-Tys-tag+hisb-tag

gagctcttac
actggatttc
atattgaaac
ctacagatta
agctctggeyg
ttgtaagagg

Page 103

Leu Thr

575

Arg

Ala Leuy

Pro val

Met Gly

Thr val

655

ITe His

ITe Ala

Tyr Ser

Leu Tyr

720

Asp Gly

cttgaaggat
agaacaagaa
aagagaatca
tggtttgtca
atattcatac

atacgagcetc

60
120
180
240
300
360



ccregtecaa
caaaacaata
ggaagagaaa
gccacaaaat
aatgattcag
acttataaata
gttgacacca
gcecrcaagty
cagtggctaa
tggcatgcat
gctggtggat
atatttageg
. gctattcaaa
tcactgrttt
attagcatty
aggtgccaat
tatggccciyg
gtattagaag
gagattaaga
cagtttgaca
cagagtgtta
atagtcattg
gccgtgtate
ttcatagaaa
ggttatgttt
gtagctccag
ctceccaacaa
gaatatttca
tttcagaact
atgtggtact
acccacatga
aaaaagggcc

<210>
<211>

321
748

ttecagtatet
trtatttgaa
atagaatatt
atgcrcttty
atataccaat
ttccatatec
cctacectea
actattattt
aaagagtgca
gggaargtcc
tctrtgtttce
acaaggatgg
ttacaagtyggy
attcragcaa
gaaactctec
attacacage
gcctecccat
aaaacaaaga
agctcaaaga
gatcaaagaa
agtctgtgtt
ccetggtaga
gaaaactggy
tgggttrcat
catccectgge
tctecagetg
aggacgacaa
gaaatgtaga
cagcacagat
ctgaccagaa
cgcacttect

accaccatca

atgctagteg
acaaagacca
taatggaata
gtogtcteca
tattgcctat
aaaggctagg
ccacgtgggce
cagctggetc
gaatgtctca
aaagaaccag
gacaccaget
ttacaaacat
caagtgggag
tgaatttgaa
tccgageaag
aagtttcagc
ttccacectc
actggaaaat
c€gggggactg
gtaccctityg
tgctgttaat
tggtcggggc
tgtatatgaa
tgatgaagaa
cctigeatet
ggaatattac
tctegaacac
ctatcttctc
tgctaaagcet
ccatggtata
caagcaatagc

ccatcac

eolf-seql

ccrgttgaga
ggagatccac
ccagactgag
gatggaaaat
tcttattatg
gctaagaatc
ccaatggaag
acatgagtgt
gtcctgteta
gagcatgtag
tttagccagg
attcactaca
gccatatata
ggttaccctg
aagtgtgtta
tacaaagcca
catgafggcc
tctctgagaa
actrtctgge
ctaaticaag
tggataactt
actgctttec
gttgaggacc
agaatagcca
ggaactggic
gcatctatct
tataaaaatt
atccacggaa
ttggttaatg
ttatctggge

trttctLttat

gtaaattagc
cttttcaaat
tttatgaaga
ttttggcata
gtgatggaca
cggttgttey
tgccagtcc
ccagtgaacyg
tatgtgattt
aagaaagcag
atgccacttc
tcaaagacac
tattccgegt
gaagaagaaa
cttgccatct
agtactatgc
gcacagacca
atatccagcet
acaagatgat
tgtatggtyg
atctcgcaag
aaggtgacaa
agctcacagce
tatggggcty
ttttcaaaty
actcagagag
caactgtgat
cagcagatga
cacaagtgga
gctccecagaa

cagacggcaa

Page 104

atatgtatat
aacttatact
ggaaatgctt
tgtagaattt
gtatcctaga
tgrrtttatt
agaaatgata
agtatgcttg
cagggaagac
aacaggatgg
tractacaaa
tgtggaaaat
aacacaggat
catctacaga
aaggaaagaa
actcgtetge
agaaatacaa
gcctaaagtg
Tctgectect
tcettgtage
taaggaggyg
attcctgeat
tgtcagaaaa
gtccracgga
tggcatagcea
atrtcatgggce
ggcaagagca
taatgtgcac
tttccaggey
rcatttatat

aaagaaaaag

420
480
540
600
660
720
780
840
200
960
1020
1080
1140
1200
1260
1320
1380
1449
1500
1560
1620
1680
1740
1800
1860
1920
1589
2040
2100
2160
2220
2247



<212>
<213>

<220
<223>

<400>

PRT

Artificial sequence

eotf-seql

Cynomolgus FAP ectodomain+poly-lys-tag+his6-tag

321

Arg Pro Pro Arg
1

Thr

Pro

Asn

Ser

65

Pro

Arg

Glu

Trp

Tyr

145

Glu

LYS

Ala

Pro
225

Leu

Ash

Ile

50

AsSn

ASp

Tyr

Phe

Ser

130

Leu

Arg

Glu

Phe

Tyr

210

TYyr

Lys

Trp

35

val

Arg

Arg

Ser

val

115

Pro

LYS

Glu

Met

Ley

185

Ser

Pro

ASp

20

Ile

Leu

Thr

Gln

Tyr

100

Arg

val

Gin

Asn

Leu

180

Ala

Tyr

Lys

val His

5

ITe Leu

sSer Gly

Tyr Asnh

Met Lys

Phe val

85

Thr Ala

Gly Asn

Gly Ser

Arg Pro

150

Lys Ile

Ala Thr

Tyr Ala

Tyr Gly

Ala Gly

Ash

Asn

Gln

Ile

55

Ser

Tyr

Thr

Glu

Phe

Lys

Giu

Asp

Ala

ser

Gly

Glu

40

Glu

val

Leu

Tyr

Ley

120

Leu

Asp

Asn

Tyr

Phe

200

Glu

Lys

Glu

Thr

25

Tyr

Thr

Asn

Giu

Tyr

105

Pro

Ala

Pro

Gly

Ala

185

Asn

Gin

Asn

Glu Asn
10

Phe ser

Leu His

Gly Gn

Ala ser

75

Ser Asp
90

Ite Tyr

Arg Pro

Tyr val

Pro Phe

155
Iie Pro
170
Leu Trp
Asp Thr

Tyr Pro

Pro rhe
235

Thr

Tyr

Gln

Ser

60

Asn

Tyr

Asp

Ile

Tyr

140

Gin

Asp

Trp

Asp

220

val

Page 105

Met

LyS

Ser

45

Tyr

Tyr

Ser

Leu

Gin

125

Gln

ITe

Trp

Ser

Ile

205

Thr

Arg

Arg

Thr

30

Ala

Thr

Gly

Lys

ser

110

Tyr

AsSNn

Thr

val

Pro

120

Pro

Ile

Ile

Ala

15

Phe

ASP

Ile

Leu

Leu

95

AsSnh

Leu

Ash

Phe

Tyr

175

AsSn

val

Asn

Phe

Leu

Phe

Asn

Lauy

Ser

80

Trp

Gly

Cys

Ile

Asnh

160

Ghu

Gly

Ile

Ile
240



ITe
Pro
val
val
Asp
305
Ala
Ser
TYyr
Trp
Ser
385
. Ile
leu
Ala
Thr
Asn
465

Glu

Ile

Asp

Ala

Thr

Ser

290

Cys

Gly

Tyr

Ile

Glu

370

ser

Ser

Arg

Lys

Leu

450

Lys

Ile

Ley

Thr

Met

Asp

275

val

Pro

Gly

Tyr

Asn

Ile

Lys

Tyr

435

His

Glu

Lys

Pro

Thr

Ile

260

Glu

Leu

Lys

Phe

Lys

340

Asp

Ile

Glu

Gly

Gy

420

Tyr

ASp

Leu

Lys

Pro
500

Arg

Ser

Thr

Phe

325

Ile

Thr

Asn

rhe

Ser

405

Arg

Ala

Gly

Glu

Leu

485

Gin

Pro

ser

val

Ile

Gln

310

val

Phe

val

Ite

Glu

30

Tyr

Cys

Leuy

Arg

Asnh

470

Glu

rPhe

Ala

Ser

Cys

295

Glu

Ser

Ser

Glu

Phe

375

AsSp

Pro

Glin

val

Thr

455

Ala

val

Asp

Tyr

Asp

Leu

280

Asp

His

Thr

Asp

Asn

360

Arg

Tyr

Pro

Tvr

cys

4490

Asp

Leu

ASD

Arg

val

Tyr

265

Gin

Phe

Ile

Pro

Lys

Ala

val

Pro

Ser

Tyr

425

Tyr

Gin

Lys

Glu

ser
505

eatf-seql
Gly Pro Gln

250

Tyr

Trp

Arg

Glu

val

330

Asp

Ile

Thr

Gly

Lys

410

Thr

Gly

Glu

Asn

Ile

490

Lys

Phe

Lau

Glu

Glu

315

Phe

Gly

Gin

Gin

395

LyS

Ala

Pro

Ite

Ile

475

Thr

Lys

Ser

Lys

300

Ser

Ser

Tyr

Ile

380

Arg

Cys

Ser

Gly

Lys

460

GIn

Leu

TYyr
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Glu

Trp

Arg

Trp

Arg

Tyr

Lys

Thr

365

Ser

Asn

val

Phe

I'le

445

Ile

Leu

Trp

Pro

val

Leu

270

val

Gln

Thr

ASD

His

350

Ser

Lau

Iie

Thr

ser

430

Pro

Leu

Pro

TYr

Leu
510

Pro

255

Thr

Gln

Thr

Gly

A

W
W e
[

Ite

Gly

Phe

Tyr

Cys

415

ASp

Ile

Glu

Lys

lLys

495

l.eu

val

Trp

Asn

Trp

Lys

Tyr

Tyr

ser

Glu
480

Met

Ile



Gin

val

Leu

545

Ala

Ala

Ala

Ala

ser

625

Leu

Met,

Gly

LYS

705

His

LysS

val

ASn

530

val

val

val

Ile

Ser

610

Ser

Pro

Ala

Thr

Ala

690

Glin

Met

Lys

<210
<211>
<21Z2>
<213>

<220>
<Z223>»

Tyr

515

Trp

ASD

Tyr

Arg

595

Gly

Trp

Thr

Arg

Ala

675

Leu

Asn

The

Lys

322
2247
DNA

Gly

Ile

Gly

Arg

Gly

Thr

Glu

LYS

Ala

660

Asp

val

His

His

Lys
740

Gly

Ser

Arg

Trp

Gly

Tyr

Asp

645

Glu

Asp

ASH

Gly

Phe

725

Lys

Pro

Tyr

Ile

Ser

Leu

TYr

630

ASD

Tyr

AsSn

Ala

Lay

710

Leu

Gly

cys

Leu

335

Thr

Gly

Glu

Tyr

Pha

615

Ala

Asn

Phe

val

Gln

695

Ser

Lys

His

Artificial Sequence

Cynomolgus FAP ectodomain+poly-Tys-tag+his6-tag (DNA)

Ser
520
Ala
Ala
val
Met
Gly
6

LYyS
ser
Leu
Arg
His
680
val
Gly

cln

His

GIn

Ser

phe

Tyr

Gly

Gly

Cys

val

Glu

Asn

665

Phe

Asp

ey

Cys

His
745

eolf-seql
Ser val Arg

Lys

GIn

Glu

570

Phe

Tyr

Gly

Tyr

His

650

val

Gln

Phe

Ser

Phe

730

His

Glu

Gly

val

Ile

va'l

Ile

Thr

635

Tyr

ASD

Asn

Gin

Thr

715

ser

His

Gly

540

ASp

Glu

ASD

Ser

Ala

620

Glu

Lys

Ty

Ser

Ala

700

Asnh

l.eu

His
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Sear

525

Met

Lys

ASp

Glu

ser

605

val

Arg

Ash

Leu

Ala

685

Met

His

Ser

val

vali

Leu

Gin

Lys

Leu

Ala

Phe

ser

ey

670

Gin

Trp

Leu

Asp

Phe

Itle

Leu

Iie

575

Arg

Ala

Pro

Met

Thr

655

Ile

Ile

Tyr

TVr

Gly

Ala

Ala

Tyr

560

Thr

Ile

Leu

val

Gly

val

His

Ala

Ser

Thr

720

Lys
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eolf-seql

ttrcaaaact cagcacagat tgctaaagct ctggttaatg cacaagtgga tttccaggca

atgtggtact ctgaccagaa ccacggctta tocggectgt ccacgaacca cttatacacc

cacatgaccc acttcctaaa gcagtgtttc tctttgtcag acggcaaaaa gaaaaagaaa

aagggccacc accatcacca tcactga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

323

19

PRT

Artificial Sequence

Leader Sequence 1

323

get Asp Trp Thr Erp Arg Ile Leu Phe Leu val Ala Ala Ala I?r Gly

Ala His Sser

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

324

57

DNA

Artificial Sequence

Leader Sequence 1 (DNAL)
324

atggactgga cctggagaat cctotictig grtggcageag ccacaggage ccacicc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

325

57

DINA

Artificial sequence

Leader Sequence 1 (DNA 2)
325

atggactgga cctggaggat cctcttcttg gtggcagcag ccacaggage ccactcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

326

22

PRT

Aartificial Sequence

Leader Sequence 2

326

Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Ley Leu Leu Leu Trp
1 5

10 15

Phe Pro Gly Ala Arg Cys
20

Page 109

2100
2160
2220
2247

57

57



eolf-seql

<210> 327

<211l> 66

<212> DNA

<213> Artificial Sequence
<220>

<223> Leader Sequence 2 (DNA)
<400> 327

atggacatga gggtceccge tcagetectg ggoctoctge tgoctctgytt cccaggtgec
aggtgt

<210> 328

<211> 19

<212> PRT

<213> artificial seguence
«220>

<223> Leader Sequence 3

<400> 328

1

Met Gly Trp Ser Cys Ile Ite Leu pPhe Leu val Ala Thr ala Thr Gly
5

10 i5

val His ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

329

57

DNA

Artificial Sequence

ieader Seguence 3 (DNA 1)
329

atgggatgga gctgtatcat cctcttctty gtagcaacag ctaccggtgt geattee

<210>
<Z211>
<21Z2>
<213>

<2 20>
<223>

<400

330

57

DNA

Artificial Seguence

Leader Seguence 3 (DNA 1)
330

atggectggt cctgeatcat cotgtttotg gtggctaccg ccactggagt goaticc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

331

57

DNA

Artificial Seguence

Leader Sequence 3 (DNA 3)

331

atgggetggt cctgcatcat cctgtttotg gtcgecacag ccaccggegt geactct

Page 110

60
66

57

57

57



<210>
211>
<212>
<213>

<220>
<223>

<400>

332
26
DNA
Aartificial sequence

LMB3
332

caggaaacag ctatgaccat gattac

<210
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
223>

<220>
<221>
<222>
<223>

220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

cactttggtc ccctggecga acgtmnnggg manmnnmnna ccctgotgac agtaatacac

tgc

<210>
<211>
<Z12>
<213>

<220>
<223>

<400>

333

63

DNA

Artificial Sequence

LibiL1lb_new

misc_feature
(26)..027)
nisa, ¢, g, or t

misc_Teature
(32)..033

nisa, ¢, g, or t

misc_Teature
{35)..(36)

nisa, ¢, g, or t

misc_feature
(38)..039
nisa, ¢, g, or t

333

334

28

DNA

Artificial Sequence

M563
334

tttcgcacag taatatacgg ccgtgtcc

<210>
«211>
<212>
<213>

<220>
<223>

335

25

DNA

Artificial Sequence

MS64

eolf-seql
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26

60
63

28



eolf-seql

<400> 335
acgitcggec aggggaccaa agtyg

<210> 336

<211> 60

<212> DNA

<213> Artificial Sequence
<220>

<223> Lib2H

<220>

<221> misc_Teature
222> (23)..024)

<223> nis a, ¢, g, or ¢

<220>

<221> misc_feature
<222> (26)..(27)

<223> nisa, ¢, g, or t

<220>

<221> misc_Tfeature
<222> (29)..(30)

<223> n is a, ¢, g, or t

<Z220>

<221> wmisc_feature
<222> (32)..033)

<223» n is a, ¢, g, or t

<220>

<221> misc_feature
«222> (35)..(36)

<223> n is a, ¢, g, or t

<400> 336
ggccgtatat tactgtgega aannknnknn knnknnkttt gactactggg gccaaggaac

<210> 337
<211> 30
<Z12> DNA

<213> Artificial Segquence

<220>
<223> fdseqglong

<400> 337
gacgitagta aatgaatttt ctgtatgagg

<210> 338

<211> 69

<212> DNA

<213> Artificial sequence
<220>

<223> RIH_LIB3

<220>
<221> misc_feature
<222> (26)..027)
<223> n is a, ¢, g, or t
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eolf-seql

<220>

<221> misc_feature

<222> (32)..(33)

<223> nisa, ¢, g, or t

<220>

<221> misc_feature

<222> (35)..(36)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (41)..042

<223> n is a, ¢, g, or t

<400> 338

gactttggtg ccctggccaa acgtmnnggg mnnmnnacom nnctgcaagc agtaataggt 60

ggcaaaatc 69

<210> 339

<211> 27

<Z212> DNA

<213> artificial Seguence

<220>

<223> RIH31

<400> 339

aCOTTLgOCe agggcaccaa agtcgag 27

<210> 340

<211> 28

<212> DNA

<213> Artificial Seguence

<220>

<223> RJH32

<400> 340

tctcgcacag taatacacgg cggtgtec 28

<Z10> 341

<Z211l> 94

<Z212> DNA

<213> Artificial Seguence

<220>

<223> LIB88.2

<Z220>

<221> wmisc_difference

<222> (29)..(5%)

<223> (33% GAC Asp; 26% GGT Gly; 10% GAA Glu; 9% CGT Arg; 7% Lys: 6%
GTT val; 5% TCT ser; 4% CTG Leu)l - (23% GGT Gly: 17% TAC Tyr;
16% TCT ser; 11% GCT Ala; 9% CGT Arg; 7% AAC Asn: 6% ACT Thr: 6%
GTT val; 5% CCG Pro)8

<220>

<221> misc_Teature

<222> (30)..(33)

<223> n is a, c, g, or t
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eolt-seql
<220>
<221> misc_feature
«222> (35)..(36)
<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222>  (38)..(039)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (41)..(42)

<223> nisa, c, g, or t

<220>

221> misc_feature

<222> (44)..(4%)

<223> n is a, ¢, g, or t

<220>

<221> misc_feature

<222> (47)..(48)

<223> niisa, ¢, g, or t

<220>

<221> misc_Feature

<222> (50)..(51)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (533..(54)

<223> nisa, ¢, g, or t

<400> 341

ggacaccgce gtgtattact gtgcgagabn nnnbnnbnnb nnbnnbnnbn nbnnbtttga 60
ctactgggge caagggacca cogtgaccgt ctec 94
<210> 342

<211> &0

<212> DNA

<213> Artificial sequence

<220>

<223> DPK22_CDR1_rand_ba_opt

<400> 342

caggtttcty ctggtaccag gctaagtage tgectgctaac actctgactg goccotgcaag 60
<210> 343

<211> 25

<212> DNA

<213> Artificial sequence

<220

<223> DPK2Z2_CbRrR1_fo

<400> 343

ttagcctggt accagcagaa acctg 25
<210> 344

<211> 27

<212> DNA
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<213>

<220>
<223>

<400>

Artificial Sequence

DPKZ2Z_Ck_BsiwI_ba
344

ggtgcagcca ccgtacgttt gatttec

<210>
<211>
<212
<213>

<220>
<Z223>

<400>

ctgtetggga tgocagtgge cotgctggag gogocataga tgaggagect gggagecty

<210
<211>
<212>
<213>

<220>
<223>

<400

345

59

DNA

Artificial Seguence

DPKZ22_CDR2_rand_ba
345

346

23

DNA

Artificial Sequence

DPK22_CDR2_fo
346

agggccactyg gcatcccaga cag

<210>
<211>
<212>
<213>

<220
<223>

<400>

347
26
DNA
Artificial Sequence

RIH53
347

catcagggce tgagcetegoeo cgtcac

<210
<211>
<212>
<213>

<220>
<223>

<400>

gagcctggeg gacccagetc atggcataac tgctaaaggt gaatccggag gc

<210>
<21i>
<212>
<213>

<220>
<223>

<400>

348

52

BNA

Artificial Sequence

DP47_CDRI_rand_ba_opt
348

349

22

DNA _

Artificial Sequence

DP47_CDR1_fo
349

atgagctggyg tcegecagge te

eolf-seql
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27

59

23

26

52

22



<210>
<21l>
<212>
<213>

<220>
<223>

<400>

350
26
DNA
Artificial Sequence

MS52
350

gaagaccgat gggectitgg tgctag

<210
<211>
<212>
<213>

<220>
<223>

<400>

ccttcacgga gtctgegtag tatgtgetac caccactacc actaataget gagacccact

351

73

DNA

Artificial Sequence

PP47_CDRZ_rand_ba
351

ccagccectt cec

<210
<211>
<212>
<213>

<220>
<223>

<400>

352

25

DNA

Artificial sequence

DP47_CDRZ_To
352

acatactacg cagactccgt gaagy

eolf-seql
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26

60
73

25



