
SEQUENCE LISTING 

<110> MACDONALD, Lynn 
TU, Naxin 
GURER, Cagan 
STEVENS, Sean 
MURPHY, Andrew J. 

<120> HUMANIZED FCyR MICE 

<130> 3070A-WO 

<140> To be assigned 
<141> 

<150> 61/288,562 
<151> 2009-12-21 

<160> 38 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
.<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 1 
accaggatat gacctgtaga g 21 

<210> 2 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 2 
gtccatgggt aagtagaaac a 21 

<210> 3 
<211> 65 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 3 
atgcgagctc atgcatctat gtcgggtgcg gagaaagagg taatgcattc ttgcccaata 60 
cttac 65 

<210> 4 
<211> 21 
<212> DNA 

1 



<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 4 
actcatggag cctcaacagg a 

<210> 5 
<211> 23 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 5 
atcctgagta tactatgaca aga 

<210> 6 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 6 
actagtgaga cgtgctactt c 

<210> 7 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 7 
ctcccactca tgatctatag a 

<210> 8 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 8 
tggagcctca acaggactcc a 

<210> 9 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 9 

2 



gtccatgggt aagtagaaac attcgctacc ttaggaccgt ta 42 

<210> 10 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 10 
cgggtgcgga gaaagaggta atgcattctt gcccaatact ta 42 

<210> 11 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 11 
gccagccaca aaggagataa tc 22 

<210> 12 • 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 12 
gcaacattta ggacaactcg gg 22 

<210> 13 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 13 
gatttcctaa ccacctaccc c 21 

<210> 14 
<211> 19 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 14 
tcttttccaa tggcagttg 19 

<210> 15 
<211> 24 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> synthetic 

<400> 15 
cccaggtaag tcgtgatgaa acag 24 

<210> 16 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 16 
ctcccactca tgatctatag a 21 

<210> 17 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 17 
tggagcctca acaggactcc a 21 

<210> 18 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 18 
cacacatctc ctggtgactt g 21 

<210> 19 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 19 
caactgccat tggaaaagac tcgagtgcca tttcattacc tc 42 

<210> 20 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 20 
taaacccgcg gtggagctcg ccagccacaa aggagataat ca 42 
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<210> 21 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 21 
ccatgggtaa gtagaaactc tagacccccg ggctcgataa ct 42 

<210> 22 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 22 
accaggatat gacctgtaga g 21 

<210> 23 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 23 
gtttctactt acccatggac 20 

<210> 24 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 24 
aaatacacac tgccacagac ag 22 

<210> 25 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 25 
cctcttttgt gagtttcctg tg 22 

<210> 26 
<211> 23 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> synthetic 

<400> 26 
gagtatacta tgacaagagc atc 22 

<210> 27 
<211> 21 
<212> DNA . 
<213> Artificial Sequence  

<220> 
<223> synthetic 

<400> 27 
actagtgaga cgtgctactt c 21 

<210> 28 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 28 
ctcccactca tgatctatag a 21 

<210> 29 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 29 
ctttttatgg tcccacaatc ag 22 

<210> 30 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 30 
gtccatgggt aagtagaaac attcgctacc ttaggaccgt to 42 

<210> 31 
<211> 42 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 31 
gcttatcgat accgtcgaca aatacacact gccacagaca gg 42 
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<210> 32 
<211> 317 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 32 
Met Thr Met Glu Thr Gln Met Ser Gln Asn Val Cys Pro Arg Asn Leu 
1 5 10 15 

Trp Leu Leu Gln Pro Leu Thr Val Leu Leu Leu Leu Ala Ser Ala Asp 
20 25 30 

Ser Gln Ala Ala Ala Pro Pro Lys Ala Val Leu Lys Leu Glu Pro Pro 
35 40 45 

Trp Ile Asn Val Leu Gln Glu Asp Ser Val Thr Leu Thr Cys Gln Gly 
50 55 60 

Ala Arg Ser Pro Glu Ser Asp Ser Ile Gln Trp Phe His Asn Gly Asn 
65 70 75 80 
Leu Ile Pro Thr His Thr Gln Pro Ser Tyr Arg Phe Lys Ala Asn Asn 

85 90 95 
Asn Asp Ser Gly Glu Tyr Thr Cys Gln Thr Gly Gln Thr Ser Leu Ser 

100 105 110 
Asp Pro Val His Leu Thr Val Leu Ser Glu Trp Leu Val Leu Gln Thr 

115 120 125 
Pro His Leu Glu Phe Gln Glu Gly Glu Thr Ile Met Leu Arg Cys His 

130 135 140 
Ser Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe Phe Gln Asn Gly 
145 150 155 160 
Lys Ser Gln Lys Phe Ser His Leu Asp Pro Thr Phe Ser Ile Pro Gln 

165 170 175 
Ala Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn Ile Gly 

180 185 190 
Tyr Thr Leu Phe Ser Ser Lys Pro Val Thr Ile Thr Val Gin Val Pro 

195 200 205 
Ser Met Gly Ser Ser Ser Pro Met Gly Ile Ile Val Ala Val Val Ile 

210 215 220 
Ala Thr Ala Val Ala Ala Ile Val Ala Ala Val Val Ala Leu Ile Tyr 
225 230 235 240 
Cys Arg Lys Lys Arg Ile Ser Ala Asn Ser Thr Asp Pro Val Lys Ala 

245 250 255 
Ala Gln Phe Glu Pro Pro Gly Arg Gln Met Ile Ala Ile Arg Lys Arg 

260 265 270 
Gln Leu Glu Glu Thr Asn Asn Asp Tyr Glu Thr Ala Asp Gly Gly Tyr 

275 280 285 
Met Thr Leu Asn Pro Arg Ala Pro Thr Asp Asp Asp Lys Asn Ile Tyr 

290 295 300 
Leu Thr Leu Pro Pro Asn Asp His Val Asn Ser Asn Asn 
305 310 315 

<210> 33 
<211> 303 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 33 
Met Gly Ile Leu Ser Phe Leu Pro Val Leu Ala Thr Glu Ser Asp Trp 



1 5 10 15 
Ala Asp Cys Lys Ser Pro Gln Pro Trp Gly His Met Leu Leu Trp Thr 

20 25 30 
Ala Val Leu Phe Leu Ala Ala Pro Pro Lys Ala Val Leu Lys Leu Glu 

35 40 45 
Pro Gln Trp Ile Asn Val Leu Gln Glu Asp Ser Val Thr Leu Thr Cys 

50 55 60 
Arg Gly Thr His Ser Pro Glu Ser Asp Ser Ile Gln Trp Phe His Asn 
65 70 75 80 
Gly Asn Leu Ile Pro Thr His Thr Gln Pro Ser Tyr Arg Phe Lys Ala 

85 90 95 
Asn Asn Asn Asp Ser Gly Glu Tyr Thr Cys Gln Thr Gly Gln Thr Ser 

100 105 110 
Leu Ser Asp Pro Val His Leu Thr Val Leu Ser Glu Trp Leu Val Leu 

115 120 125 
Gln Thr Pro His Leu Glu Phe Gln Glu Gly Glu Thr Ile Val Leu Arg 

130 135 140 
Cys His Ser Trp Lys Asp Lys Pro Leu Val Lys Val Thr Phe Phe Gln 
145 150 155 160 
Asn Gly Lys Ser Lys Lys Phe Ser Arg Ser Asp Pro Asn Phe Ser Ile 

165 170 175 
Pro Gln Ala Asn His Ser His Ser Gly Asp Tyr His Cys Thr Gly Asn 

180 185 190 
Ile Gly Tyr Thr Leu Tyr Ser Ser Lys Pro Val Thr Ile Thr Val Gln 

195 200 205 
Ala Pro Ser Ser Ser Pro Met Gly Ile Ile Val Ala Val Val Thr Gly 

210 215 220 
Ile Ala Val Ala Ala Ile Val Ala Ala Val Val Ala Leu Ile Tyr Cys 
225 230 235 240 
Arg Lys Lys Arg Ile Ser Ala Leu Pro Gly Tyr Pro Glu Cys Arg Glu 

245 250 255 
Met Gly Glu Thr Leu Pro Glu Lys Pro Ala Asn Pro Thr Asn Pro Asp 

260 265 270 
Glu Ala Asp Lys Val Gly Ala Glu Asn Thr Ile Thr Tyr Ser Leu Leu 

275 280 285 
Met His Pro Asp Ala Leu Glu Glu Pro Asp Asp Gln Asn Arg Ile 

290 295 300 

<210> 34 
<211> 323 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 34 
Met Gly Ile Leu Ser Phe Leu Pro Val Leu Ala Thr Glu Ser Asp Trp 
1 5 10 15 

Ala Asp Cys Lys Ser Pro Gln Pro Trp Gly His Met Leu Leu Trp Thr 
20 25 30 

Ala Val Leu Phe Leu Ala Pro Val Ala Gly Thr Pro Ala Ala Pro Pro 
35 40 45 

Lys Ala Val Leu Lys Leu Glu Pro Gln Trp Ile Asn Val Leu Gln Glu 
50 55 60 

Asp Ser Val Thr Leu Thr Cys Arg Gly Thr His Ser Pro Glu Ser Asp 
65 70 75 80 
Ser Ile Pro Trp Phe His Asn Gly Asn Leu Ile Pro Thr His Thr Gln 

85 90 95 
Pro Ser Tyr Arg Phe Lys Ala Asn Asn Asn Asp Ser Gly Glu Tyr Thr 



100 105 110 
Cys Gln Thr Gly Gln Thr Ser Leu Ser Asp Pro Val His Leu Thr Val 

115 120 125 
Leu Ser Glu Trp Leu Val Leu Gln Thr Pro His Leu Glu Phe Gln Glu 

130 135 140 
Gly Glu Thr Ile Val Leu Arg Cys His Ser Trp Lys Asp Lys Pro Leu 
145 	 150 155 160 
Val Lys Val Thr Phe Phe Gln Asn Gly Lys Ser Lys Lys Phe Ser Arg 

165 170 175 
Ser Asp Pro Asn Phe Ser Ile Pro Gln Ala Asn His Ser His Ser Gly 

180 185 190 
Asp Tyr His Cys Thr Gly Asn Ile Gly Tyr Thr Leu Tyr Ser Ser Lys 

195 200 205 
Pro Val Thr Ile Thr Val Gln Ala Pro Ser Ser Ser Pro Met Gly Ile 

210 215 220 
Ile Val Ala Val Val Thr Gly Ile Ala Val Ala Ala Ile Val Ala Ala 
225 	 230 235 240 
Val Val Ala Leu Ile Tyr Cys Arg Lys Lys Arg Ile Ser Ala Asn Ser 

245 250 255 
Thr Asp Pro Val Lys Ala Ala Gln Phe Glu Pro Pro Gly Arg Gln Met 

260 265 270 
Ile Ala Ile Arg Lys Arg Gln Pro Glu Glu Thr Asn Asn Asp Tyr Glu 

275 280 285 
Thr Ala Asp Gly Gly Tyr Met Thr Leu Asn Pro Arg Ala Pro Thr Asp 

290 295 300 
Asp Asp Lys Asn Ile Tyr Leu Thr Leu Pro Pro Asn Asp His Val Asn 
305 	 310 315 320 
Ser Asn Asn 

<210> 35 
<211> 290 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 35 
Met Gly Gly Gly Ala Gly Glu Arg Leu Phe Thr Ser Ser Cys Leu Val 
1 	 5 10 15 

Gly Leu Val Pro Leu Gly Leu Arg Ile Ser Leu Val Thr Cys Pro Leu 
20 25 30 

Gln Cys Gly Ile Met Trp Gin Leu Leu Leu Pro Thr Ala Leu Leu Leu 
35 40 45 

Leu Val Ser Ala Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val 
50 55 60 

Phe Leu Glu Pro Gln Trp Tyr Arg Val Leu Glu Lys Asp Ser Val Thr 
65 	 70 75 80 
Leu Lys Cys Gln Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gln Trp 

85 90 95 
Phe His Asn Glu Ser Leu Ile Ser Ser Gln Ala Ser Ser Tyr Phe Ile 

100 105 110 
Asp Ala Ala Thr Val Asp Asp Ser Gly Glu Tyr Arg Cys Gln Thr Asn 

115 120 125 
Leu Ser Thr Leu Ser Asp Pro Val Gln Leu Glu Val His Ile Gly Trp 

130 135 140 
Leu Leu Leu Gln Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro Ile 
145 	 150 155 160 
His Leu Arg Cys His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr 



165 170 175 
Tyr Leu Gln Asn Gly Lys Gly Arg Lys Tyr Phe His His Asn Ser Asp 

180 185 190 
Phe Tyr Ile Pro Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys 

195 200 205 
Arg Gly Leu Phe Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn Ile 

210 215 220 
Thr Ile Thr Gln Gly Leu Ala Val Ser Thr Ile Ser Ser Phe Phe Pro 
225 230 235 240 
Pro Gly Tyr Gln Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala 

245 250 255 
Val Asp Thr Gly Leu Tyr Phe Ser Val Lys Thr Asn Ile Arg Ser Ser 

260 265 270 
Thr Arg Asp Trp Lys Asp His Lys Phe Lys Trp Arg Lys Asp Pro Gln 

275 280 285 
Asp Lys 

290 

<210> 36 
<211> 233 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 36 
Met Trp Gln Leu Leu Leu Pro Thr Ala Leu Leu Leu Leu Val Ser Ala 
1 5 10 15 
Gly Met Arg Thr Glu Asp Leu Pro Lys Ala Val Val Phe Leu Glu Pro 

20 25 30 
Gln Trp Tyr Ser Val Leu Glu Lys Asp Ser Val Thr Leu Lys Cys Gln 

35 40 45 
Gly Ala Tyr Ser Pro Glu Asp Asn Ser Thr Gln Trp Phe His Asn Glu 

50 55 60 
Asn Leu Ile Ser Ser Gln Ala Ser Ser Tyr Phe Ile Asp Ala Ala Thr 
65 70 75 80 
Val Asn Asp Ser Gly Glu Tyr Arg Cys Gln Thr Asn Leu Ser Thr Leu 

85 90 95 
Ser Asp Pro Val Gln Leu Glu Val His Ile Gly Trp Leu Leu Leu Gln 

100 105 110 
Ala Pro Arg Trp Val Phe Lys Glu Glu Asp Pro Ile His Leu Arg Cys 

115 120 125 
His Ser Trp Lys Asn Thr Ala Leu His Lys Val Thr Tyr Leu Gln Asn 

130 135 140 
Gly Lys Asp Arg Lys Tyr Phe His His Asn Ser Asp Phe His Ile Pro 
145 150 155 160 
Lys Ala Thr Leu Lys Asp Ser Gly Ser Tyr Phe Cys Arg Gly Leu Val 

165 170 175 
Gly Ser Lys Asn Val Ser Ser Glu Thr Val Asn Ile Thr Ile Thr Gln 

180 185 190 
Gly Leu Ala Val Ser Thr Ile Ser Ser Phe Ser Pro Pro Gly Tyr Gln 

195 200 205 
Val Ser Phe Cys Leu Val Met Val Leu Leu Phe Ala Val Asp Thr Gly 

210 215 220 
Leu Tyr Phe Ser Val Lys Thr Asn Ile 
225 230 

<210> 37 
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<211> 40 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 37 
atcggggata gagatgtttg ccgcgatcgc ggtaccgggc 40 

<210> 38 
<211> 40 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> synthetic 

<400> 38 
ttatacgaag ttataccggt gcattcttgc ccaatactta 40 
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