11/ 23 - REPLACEMENT SHEET

( Input Sequence (41, 5) 702 )
]

e |
=
=]

h 4

Convolution Layer (25,7, 1) 704

CNN 612

v

Batch Normalization & ReLU 712

v

Output (25, 35) 714

v

Convolution Layer (15, 5, 1) 722

v

Batch Normalization & RelLU 724

v

Output (15, 31) 732
k|

)

4
Flattening Layer (1, 465) 734

v

Concatenation Layer 744

v

/<Metadata Features (49, 1) ]&_2_)

Flattened Output (1, 49) 752

)

. 4

Fully-Connected Layer (514 542~ ) 754

FCNN 674

v

Batch Normalization & ReLU 762

—

Fully-Connected Layer (512) 764

—

Batch Normalization & RelLU 772

—

Fully-Connected Layer (256) 774

ot

Batch Normalization & RelLU 782

—

Classification Layer (3) 784

v

C

Classification Scores (3) 792
(somatic, germline, crrored)

FIG.7




