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FIG. 1

Alordandan Family (AK) with Strong Genstic Dispesifion to Diabelic Rela Cell Fatlure
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FIG. 2
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FIG. 2

Flow Cytometric Analysis
Day 15
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Fig. 2

Established cPP Cell Lines Generaled from Genetically Diverse iPSC and hESC {passage §)
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Fig. 3
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Fig. 3
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Fig. 4

A Chromosome Counting

i e 3 #9 jha
CPR Ol [Pedipree |Podigeee [Podigres {Petiigres {Pedigres
Ling a1 1 g 2 %3 AXS 13 LAKS 13 lakss
Pherigotant |
Lalls RS0 WESC HBESE hESC FRESC T AL a0
PP ' |
Spraad _
Courd R0 S 53

75

W
<& 0 2 & & 8 g & 3

4 ] 0 N 2 G 2 & 9
a1} a 4 N N N 2 o 9
a2 o n 9 o @} 3 ; 0

434 g 0 g

5
“
A
A
$d

A% 4 4 o B D 8 & A

451 & ) 1.8 an 38 34 86 88

471 1 sl omaa 2 % & 5

s} 2 3 9 & 0 o &
59 2
>30] o 0 o

0 g i

Rk
3
&

&
o
L]

[
oo
e
¥

-




WO 2018/136005 PCT/SG2018/050029

11/ 36

Fig. 4

M-FISH Analysis of Chromosomal Translocations
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Fig. 5

Gene Expression Conrelations
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Fig. 5

B Specifically Expressed Genes
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Fig. 5
Z-Scores Correlations
C
&
g
¥
B
e
£
2
&
€3
L
&
&
L3
o]
N
W3
,‘;‘3
3.
£i.
8
teds
I
@

4 2 9 2 4
ofFP 2 Boote



WO 2018/136005

15/

36

Fig. 6
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GO0 700

500

200 400

200

Lung

Rrostate o

Creary

Broast — |
AdpoBE

Thyroid

o—

Widngsy

Liver -

iotal Musche

Bk

ot

Leukonyle .t

Embryonic Thymus

b

Embryoric Splsen 1

Embryonic Muscle
Embryonic Heart

B Lineage Marker Gene Expression

Endoderm

N omaER
FOXAR
CNECLTT
SAT8S
GATRY

£ Qoo ow
@ t‘.‘l..,i Q4. % b
2 S ¥ SN 4.
NS 8.
& 4
n O
3

Rin

Ma{;t

o

Cebola PP
CS16-18 PP

Pancreas

5t
e

3
%
.
&



WO 2018/136005

.
o

Tignue

Tvue Selpotivity (V3

sactivity {O)

16/ 36

Fig. 6
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Fig. 6

Enriched GO Terms
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Fig. 6

Mitotic Gene Expression
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Fig. 6

Telomerase Pathway Gene Expreasion
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Fig. 7
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Fig. 7
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Fig. 7
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Fig. 7

Exogenous Signaling Molzcules Promote cPR Proliferation
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Fig. 7

Signaling Pathway Component
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Fig. 8
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Fig. 8

Processed Data Metrics for MBA Screen Extracted from Fluorescence Image
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Fig. 9
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Fig. 9
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Fig. 9
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Fig. 10

Rezania et al. Paghuca et al. Russ et al. Zhang et al.
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Fig. 10
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Fig. 10
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Fig. 10
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