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(57) Abstract: Provided is a method for modifying a targeted site of a double-stranded DNA, said method comprising a
step for introducing a complex, wherein a nucleic acid sequence-recognizing module capable of specifically binding to a
target nucleotide sequence in the double-stranded DNA and PmCDAL are bonded, into cells having the double-stranded
DNA and then culturing the cells at least temporarily at a low temperature to thereby convert the targeted site, i.e., the
target nucleotide sequence and nucleotide(s) in the vicinity thereof into other nucleotides, or delete the same, or insert
nucleotide(s) into the site.
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