
SEQUENCE LISTING 

<110> ELIXIRGEN, LLC 
Ko, Minoru S.H. 

<120> METHODS OF USING ZSCAN4 FOR REJUVINATING HUMAN CELLS 

<130> 699442000840 

<140> Not Yet Assigned 
<141> Concurrently Herewith 

<150> US 61/800,668 
<151> 2013-03-15 

<160> 44 

<170> FastSEQ for windows version 4.0 

<210> 1 
<211> 2275 
<212> DNA 
<213> Mus musculus 

<400> 1 
cacagtgcct 
gtggaggaat 
tcaactgtta 
ttcacaccat 
acaatttaga 
actcaccaag 
agctgcaaag 
agcagatgat 
agtatgcttt 
gtctgactga 
aagccctctt 
aatctgcaac 
gattattggc 
ctgaaggaaa 
agaaagaaca 
ccagaagagc 
ctgccgatgt 
acaagaacaa 
atattcccag 
ctgaggtggg 
catctacatg 
taccagggtt 
atcatgaggc 
tatacaagtg 
agagaactca 
aacgagtctc 
gcagcacatg 
acacaggaga 
cttaccatcg 
agagactggt 
taaattgtac 
ttttgttttg 
tccacagcat 
gacagtgtct 
acattttctg 
tctgacattt 
attgcctctt 
cattactaga 

<210> 2 
<211> 1774 
<212> DNA  

ccctgggctt 
aggtaaactt 
gcattttcgt 
tgtcaccaca 
gtttactcca 
tgctcagcta 
tctctggaag 
ttctcaactg 
gacagagaag 
tgagtgcttg 
ttctgaaaac 
aaggccaaca 
cacaggacaa 
tgttggtgag 
gtaccctgag 
aagtcaaggc 
ccccatggag 
ttgctataac 
gaaaaagaca 
agatattcct 
cctgcaagag 
gcagtctagg 
aaacttacca 
tgaagaatgt 
cctgaataag 
tgaccgccga 
tgaaaagtcc 
aatgccttat 
tcacctgagg 
agggcttcag 
tgtcccaata 
ttttttattt 
aagttattag 
ttctggttgg 
atctccactt 
ttctacatgt 
cagacatctc 
acgacgttca  

cttggcatca 
cccttcctag 
aaagtcacaa 
atggcttcac 
actgatagtt 
aacttttccc 
atgttcaact 
gtcttggagc 
tggaaagcca 
aagcctcctg 
atgccattaa 
ccagataatg 
gaaaacagtg 
agctgtagtg 
catgaagagg 
acctccagtc 
gaacaaccaa 
acttccagga 
gactcccttt 
tatggagttc 
tcacttgggg 
taagagcagc 
tgtgaaagtc 
tctaggatgt 
aagagtgaat 
acccatgaga 
ttcagccaca 
gtctgttccc 
aattatcaca 
cctcagtatg 
atgatataac 
tgtgtgtgtg 
aatactttgc 
cagctttata 
ttattttcta 
tggggtttca 
atgtcatgtc 
aagtggaata  

cccttgaagt 
tggtcttgaa 
aacagatatt 
agcaggcacc 
ctggtgtgca 
caagtaacaa 
cctggttgca 
agtttctcct 
gtggtagcga 
tcatggtcca 
aagaagtcat 
cacagatgcc 
aaaatgaatg 
gaaatgaaat 
ggaatgttgt 
atcatgtaga 
aggatttatc 
atgcagctac 
ccattaacaa 
ctcaggattc 
gatgtttttc 
ctatctctga 
atcaaaagag 
tcaaacatgc 
tgctttgtgt 
tcatacacat 
agaccaacct 
tatgtagccg 
gatctgactg 
tcatcttcaa 
atgcttgtgg 
tatgtaattt 
tgttaattct 
cacctgtctt 
cagtggtcct 
tcccaagtct 
tactgcttac 
ataaataaat  

tcactggaga 
tgtcttttac 
aaactactat 
agcaaaagac 
gtgggcagaa 
tggctgctgg 
gccagaaaag 
cactgggcac 
tatgaggaga 
tgtctcaatg 
caagcttttg 
agtagacacc 
caacacctct 
ggactcctct 
ttgtcaattc 
cttcctgagt 
cagagaaaac 
taaagtatat 
gaggatatat 
tacaagagca 
cgaaaaagac 
tcctgtcctt 
attctgtaga 
caggagcctt 
cacctgtcag 
gccagaaaag 
gaagtctcat 
tcgctttcgc 
aagtatctaa 
agagagaaga 
attgccactt 
tttgtctgta 
tgagttgctt 
tctggcacta 
gacagaggcc 
tagggttgca 
agttcaagaa 
aaataatcaa  

aagagttgag 60 
agtacatcca 120 
agttgaatct 180 
cttcagacca 240 
gacatctcta 300 
gcaactcagg 360 
cagactaagg 420 
tgcaaggaca 480 
ttcatggaga 540 
caaggacaag 600 
aaacaacagc 660 
acacaagata 720 
tgtaatgcta 780 
cttattatcc 840 
cctcttgatg 900 
gctctgacta 960 
atctctgagg 1020 
agtggtgata 1080 
catcctgagc 1140 
agtcaaggaa 1200 
cctagggagg 1260 
cttggtaaga 1320 
gatgccaaac 1380 
tcatcccacc 1440 
aaaattttca 1500 
cctttcaagt 1560 
gagatgattc 1620 
caatcatcca 1680 
catcctcagc 1740 
atgttgcaag 1800 
ttatgttttg 1860 
tttccatagt 1920 
cttgctttta 1980 
gagtttccaa 2040 
tgccattccc 2100 
agttaaatgc 2160 
tatttctcta 2220 
caatt 
	

2275 
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089T 
OZ9T 
09ST 
00ST 
OVVT 
08ET 
OZET 
09ZT 
OOZY 
OTT 
080T 
OZOT 
096 
006 
0178 
08L 
OZL 
099 
009 
OVS 
0817 
OZ-17 
09£ 
00£ 
OVZ 
08T 
OZT 
09 

EDDTED1PED 
311E64E6E6 
16ee377137 
ED116DPUEE 
33E3731E31 
3ePE3361.26 
popp16611D 
66E666EE73 
2266e23162 
D6p61Dp1PD 
E1E616616E 
66261.31.312 
plpp6331D6 
61661E3133 
DDlellellD 
21D61PPI.61 
E1e6E23E32 
DeleDePDPEP 
6PEDU66eeD 
P6E661E341 
PDP66P2361 
66PE1DP6eD 
66E3102E36 
P13131E326 
E73E6E3173 
131:2261462 
e337232762 
62616eD6PU  

3631113631 
TED1316PE6 
622226.2336 
6p31.6733pD 
1137626623 
2621.617112 
1733764331 
pp6Dppep64 
E3626EE3E1 
lElelee6P6 
lEDE16EP31 
DEPEE626ED 
16P6Dpplap 
7112231611 
143331.3E66 
1313e2DPED 
3DEDE6e16.2 
61411062ED 
612e317161 
26E66e6121 
opp6661DpD 
6PEPP6eDD6 
661.7613661. 
ee6e366616 
DP6PPeeD6E 
1:217E13EEP 
DenzaD161 
2626633231 

a6Pd 
6036E461ED 
433E23326e 
1E3E3E1E31 
1616111761 
761E7EP-231 
6P6PBETD1P 
2613131213 
31111161E2 
311E66E31D 
EEDEE1DP31 
DEI.36ED61e 
312114.256E 
26E161E31E 
D611612E66 
1E226122E6 
612267eee2 
3361E6236P 
4234622622 
P331661E31 
E636p1.661.6 
177171116E 
2761166133 
EEDEE16ERD 
236161.6613 
DpeD66po6p 
azulp6pDpu 
2261.1D1661. 
16ee671333  

3331161716 
PDPDD6PD44 
U6P61E3D3e 
lEe61626PE 
1.61p66p1D1. 
D16ppp6161 
D6ED6P6EED 
6666143E3D 
31.16p661P1 
i.11D3D13p6 
PE6PDD1DDE 
PEDDEEDPE6 
316E33333e 
66E6ee61E3 
6762161362 
616EDUPPE6 
61PEDEBEDD 
PelleD06ZE 
613313362E 
P336E2E661 
36E6611316 
1DUPD11.61P 
3331114DEP 
11621261DE 
D20113661e 
PEDEDIZEPE 
6E10711031 
EDDED66113  

12143361XE 
3316EPEE61 
e633633E61 
6PPle261DD 
161ee6ee61 
EDDellDPEE 
66E1346236 
6E5=6133 
13021E1E6E 
EDI-6E232E6 
Y2E1E1.3611 
6E65123333 
366=16'22 
6E61333E36 
2E61661161 
EEDEMEDED 
EDEEDD6fte 
7222261711 
6173616e61 
opp6p6pDp6 
613EE71711 
opp66131D1 
pzpopplp61 
2331721116 
pppopp3464 
16D1114PD6 
113eE2166E 
11D6661=  

p6p66pDpDp 
67E7236E36 
71D1.6p6De2 
pplapp6p6p 
616ee321E1 
766261e37E 
11666pDpul 
6123217123 
6661.66p643 
6E03311E1P 
UUDEP6UEDE 
1612633613 
D6262e6UDD 
EDUE6EUE6P 
EEED6EalD 
36611:214e6 
DeeD6131Pe 
777133762E 
26132E4316 
1.14361E16p 
apolpoppop 
6epp361.36p 
6PEDDED1DE 
26E11.1EEDE 
1273232311 
E11613E201 
1EE66E6616 
13361.6ppu3 

E <00V> 

snLnDsnw snw <ETZ> 
VNG <ZTZ> 
SLZZ <CU> 

E <NZ> 

17LLT 
017LT 6262362373 
089T ED-1DEDDTED 
019T 3E3E714E61 
09ST 6E36162E3D 
00ST 6DUE2311ED 
OVVT 626EDDEDDD 
08ET eleDDEPED3 
OZET ED1UP6Pel6 
09ZT 1.662666UUD 
OOZY 3226622316 
OVTT 3362613312 
0801 EE1E616616 
OZOT 266E61.3131 
096 3313261313 
006 3616616313 
0178 P333E11E11 
08L 3E1.361:2236 
OZL e126223E3E 
099 36EDEPDPEP 
009 BEEDE66PED 
OVS 26E661E71I. 
0817 P32662E361 
0117 66EE73E623 
09£ 66E313=6 
00E 2131312326 
0172 upppopplap 
08T 1plup6216p 
OZT 6731232162 
09 1E6166e6Ee  

D123221.31E 
DEUDD6D111 
P6E61201P1 
14336EEEP6 
2222623161 
123111336E 
6426E6E1E7 
6113316133 
DDE6PEPPE6 
2E76E6EE7E 
3121.21226E 
2121216223 
UDEEPP6E62 
616E633311 
33112E31.61 
31133313E6 
143133E3PP 
33E7E6E16E 
6111136223 
61=11161 
26E66E61E1 
D2366613E3 
6222262336 
661361.3661 
Ee62366616 
DP6PPEE362 
727367322E 
3211113161 
p6p661.3pD1 

3113 
lopp6apP61 
D631.673621 
6Ee6133EE3 
271612323E 
DDED1E3611. 
66e3364PDP 
311E6E6PEE 
I2613131El 
1-D4114161.E 
1311266234 
6PEDPElleD 
43E1.36E361 
3312111266 
3262161231 
1161161pp6 
oppppolppu 
3642E6122E 
3361.262323 
ZED162M6Pe 
EDD1661PD1 
2636216616 
1331314162 
2361166133 
PEDEEDMEED 
2361616613 
33E366236e 
1.3P1e6EDEE 
2261171661 
1622611337  

1E3161E16E 
D1P6EDEDDE 
6321.3331.1.6 
DefteDeDD6 
lED1E6e6TE 
13611:2E616 
EP31461.266 
2312316Pee 
DD6E36E6ER 
P6666110E3 
331162667E 
111133313E 
PE66P3311.3 
1EE33EE7EE 
eD46233133 
666e6ee672 
661.6p1.61D6 
261623222E 
6122126233 
pullp3D61P 
61DD1DD6pe 
pDp6ppp661 
3626641316 
7DE231161.2 
3331111DEP 
41.6p1p613p 
3E3143661e 
EUDED16EUP 
6117111333 
2312366113  

D1336ppaap 
11PP66p6ap 
131.61.21.4D3 
pplappzopp 
Dpape6D11) 
poppoppzup 
2131161226 
6161233211 
)66p1D16pp 
1.6p6pp361D 
1133112126 
6ppropppup 
ppup1P1.)61 
66p664ppn 
PDP6EP316e 
D6e6TEDDEP 
EEE6166116 
6EED66202D 
212233662P 
DEMPE61311 
6113616261 
6226262326 
6112277311 
6pp661D1D1 
p1D6p31361 
2331321116 
23233E316D 
appl1a1PD6 
1132E.2166E 
1136661333  

6662166132 
Dp316Dzupp 
61eee6E66e 
2261612327 
DP61D1146P 
6aDDED1Dpu 
2261.61.62p3 
3222366261 
611666p3Dp 
36appplpix 
2666766261 
66ppoplzel 
1ppappoppp 
3161262361 
e3626eE6E7 
UPDPE6P226 
lEUR16PE61 
36611E11E6  
32E36101PP 
1131333622 
'2613E61316 
111361216E 
1E6126E36P 
6E2E361.06e 
6PEDDED1DP 
E6E111PEDP 
7233262311 
21161.32E31 
16EE6e6616 
133626E3PD 

Z <0017> 

snopsnw snw <Eu> 



E a5Ed 
ogE 56E0102E06 561)61)661 2202216220 D0011110E2 2106231)61 62E00E0102 
00E P10101E025 2262066616 236161661) 1452126102 2001021116 2621112202 
OVZ 2002520110  3262222062.  0020662D62 3e04.10661e 20200E0161 1E00262011 
08T 131uP61162  121061)222 1321E5E02E 2E0E0162E2 10011112)6 v11610E201 
OZT 600120E15E 0211110161 2261131661 611)111= 11022E1662 45E26E6515 
09 526155262e 2626610201 162E61120D 2012066110 110666Z000 100616202) 

S <00V> 

snLnDsnw snw <ETZ> 
VNG <ZTZ> 

VW <FEZ> 
<OTZ> 

89ZZ 11220220 1221222222 2122212212 E5.616E2E01 160E642E52 
OZZZ 1021120210 13111E1226 2231162021 1051021.045 420161E010 12026201.43 
09TZ 100611eD61 22211622)6 1166621101 6E20001204 115556446; 2)22111111 
OOTZ 2025101030 1123061006 625EDE61.00 16616E0E1.0 1011211110 2)31312610 
OVOZ 11112)222)  01116E6E1D 2056404140 1540020212 111062)651 1551011131 
086T 516E026211 110611)11D 5116E61401 1E21461.06a 11)2122521 1E1452212D 
OZ6T 5232001152  1E001112E1 6404611411 I2E161.215a 6161.616161. 6142411.411 
0981 6111151E11 11020)611P 6616110642 022121261E 2422000154 0E46142221 
0081 622361161e 262262626E 2E01101201 612162D1DD 6201106652 1.561026E52 
OVLT 0620100123  UE10121622 61.0E610126 20200E1122 65E5100201 601.2002110 
0891 20)1201223 06011105)a 6006215421. =1161)16 12110061E2 P6E6620202 
OZ9T D112612626  12)1016226 1DDEEDD262 232)062011 0316222261 6120206206 
09ST 1522041100  6E2E26E006 1.2)20E1E01 2626120002 26)06)0261 D1)16E6022 
post 201461222e 6201613020 1616411061 42251626E2 52E12E610D 2010E2626e 
ovv-r 002.0001501 1100626620 D6120222)1 1612552101 154226EE51 61622)1121 
08E1 0222006126 26E160311E 6252E2E01U 01522E6164 2002110222 D66E51.2012 
OZET 6622166113 1110161001 2610101E1D 0626525220 562101.5E65 1456520021 
0921 D62656E100 0262222261 01114461_22 6555110E04 6262205413 5120240120 
0021 2E65E2045E 206E6E23E1 011E65E01D D116E651E1 1001124252 666E56261.D 
01711 0626101123 12124E2525 2E02E1123D 1110004026 EDE5E2EuE5 6200011E12 
080T 21251.5225e 1212152201 3213620612 25620)11)E 0E21E10511 2E0226E202 
OZOT 6626 /D1D1P 02E225262D 3121112662 2200220226 6266123000 1612650640 
096 01)2500106  z526600140 262161E012 D1620)1)22 0652e01522 0626225200 
006 61E514010D Da12201111 1611612E66 66E6E2612D 6E61000E06 20E262E262 
ovg 001211211) 1100040255 1222612226 6162161062 2261661161 222062261) 
08L 2106122151 1310220220 612E6122EE 5162322E25 22)266232D 0661121126 
OZ[ 2126220202 002026245e 006125E05E gapple6EDD P02E0066E2 DE23613122 
099 0620220222 61114062ED 1E01.6E262E renEDATe 0222261)11 1431.04062E 
009 62E0E66EE0 61.E2011161 2001661231 610010062E 541051.6251. 2513261.01.5 
ovs 2526642014 26256261.21. 2606E16616 PDAPee661 6225E62025 1110512162 
0817 20E66EE061 0E056511m 1004041452 DET6614)16 61.0E201014 1261252082 
ozv 552210E6E0 6E2E262006 2D611551DD 102201161E 6E26540401 5222054052 
ogE 662010E206 5610510661 2202216223 0101111322 2106E01061 6220020102 
NE 2104012026 2262465516 2061616613 116E12)101 20010211.1.6 2621112EDE 
ovz 20025E0140 0262222062 D3E066E062 DED1106612 20E00E0161 1E00E02011 
08T 1012251162  121061)222 1021262022 2202016222 1201111206 2116132201 
OZT 20)1232462 0211113161 Ee61601661 6210011)3D 1102E21552 1625526545 
09 6254552622 P0E66132)1 46E261.100D 201E06611D 1106661000 100616E0ED 

V <002> 

snLnDsnw snw <£R> 
YNd <ZTZ> 

89ZZ <LIZ> 
V <OTZ> 

SLZZ 	11220 2201221222 12E2.12221u 21E266162E P01160E502 2621)211PD 
OZZZ 21010111E1 2E6E20116U DE110510E1 0161E0061E 01012025ED 11010)6112 
09TZ 0612221162 2061166621 10162E0301 2041.415556 1461.202101 1112)26131 
OOTZ 7031120661 D362262)26 1101.161520 2101411211 140200101.2 6101111232 
OVOZ 2=1116E5 2102066101 1101610020 2121110620 661.1561011 101616E0E6 
086T 2111106110 1106115261. 10142E116a 06111024E2 5E11244522 1206E02001 
OZ61 112123)111 2161016111 1142E461E4 6161616161 1142114/A11 6111161111 
098T 6111161211 410200511e 661611061E D2E1E1.2612 2122000161 D216112221 
008T 6220511512 2522626262 2204101E01 61E16E0100 6201106662 1661026262 
OVLT D62)130120 2E1)1E10E2 6102640125 20E30E11E2 6626103201 6012002117 



OZZZ 
09IZ 
OOTZ 
0170Z 
086T 
OZ6T 
0981 
0081 
OtLT 
089T 
0191 
09ST 
00ST 
017171 
08ET 
OZET 
09ZI 
0021 
01711 
080T 
OZOT 
096 
006 
0178 
08L 
OZL 
099 
009 
0175 
0817 
OZt 
09E 
00E 
OtZ 
081 
OZT 
09 

2721717111 
12761E2211 
17177711PD 
EDEEE77111 
DP62411176 
Dp116nzepo 
bzzlabzen 
6E2364461e 
Donpappleo 
P771E71'2E3 
Dige61p6p6 
abneD111Do 
eDiablepee 
DDP7771271 
DEPEDD61P6 
EftE166117 
66E6662177 
EU66PPD16P 
36E61771E7 
eln616616e 
66R6131.p1n 
2172607176 
6166127177 
DozPlae11D 
217612E161 
U1U6PEDPDP 
76EDEUDEPP 
BEEDE66EED 
P62661E311 
EDE66EED61 
662E17E6E7 
66E7172E76 
.217171PDP6 
'277E6E3117 
171226116E 
P3D1PDP162 
626166efte  

pluebenD11 
oppD611666 
061Dpftebe 
62b21ppD66 
1171176116 
1112161716 
117=611E 
E6ee6E6e6E 
PE1D1P1DEP 
3671117671 
1E717162E6 
62PP262776 
6ED1.6aDDeD 
14776266.23 
e6n1.617112 
llop161.331 
Dp6pEnevol 
rAnonepuz 
anelue6n6 
TeTelneupl. 
Deverelenep 
abeopppllp 
311pEp161.1. 
lappplyebb 
171DEEDEED 
DDEDE6E16E 
61111762ED 
61.2E711161 
26E66E61E1 
DP766617E7 
6UPEU6=6 
6617617661 
er62366646 
DE6PEPPD6P 
1E1DE1DEEE 
De11117464 
E6P661DED1  

t abed 
6E72117617 
211716PEDD 
DP61171161 
1711477.617 
E611744.2e; 
1111112E16 
661.61.1761e 
enDlaDTED; 
61Dn6131n6 
6pD6.2161e1 
1772E77E6E 
127E3E1E71 
1616111761 
7612DEPED1 
6P6PEPPD1P 
2617171211 
D1141161E2 
D112662717 
EUDER11ED1 
7E176E761E 
D1P1112662 
2621612712 
161161'2E66 
12P2642226 
61EU61EPEP 
7761E6E76E 
1E716E26E2 
EDD1661PD1 
P676E16616 
1771711462 
2761166177 
EEDEP16EED 
'276161661D 
77E366276E 
11E1P6PDPP 
Ep611D1.661 
1.6ep61.1037  

e loloaDDA 
plepalllbb 
6npn1p1D14 
peepinliap 
161761117e 
121E1161.646 
DeElnebae 
64E16E313D 
EDEDDE11E2 
7771161716 
e7E776E711 
eftbapoppe 
1pe616e6pe 
164p66.2101 
716E226161 
76ED6P6PPD 
5665417E71 
D1162661E1 
1117771726 
PE6E7711DE 
PEDDEEDEP6 
716=3772 
66E6Ee61e) 
616E16176E 
btSeDeeeeb 
61epapbeDD 
pplimpole 
blpplppbee 
EDD6Eue661 
D6E6611016 
1pee33464p 
DDD1141DPE 
laftle6aDE 
3.271.13561p 
erpeolfinee 
belpplappl 
e neD66aap  

lnploanyeb 
bb116anDel 
2111172771 
6rDe61.2664 
luebnllen 
;b1blallel 
P1PED73161 
6E7117666E 
66E6177E31 
4E1177612E 
7716PEPP61 
P673677E61 
6221226177 
16122172261 
2332117E22 
66E1746E76 
6n6pepolDD 
1Dpalelebe 
PD162EDEP6 
7221217611 
6E661E777D 
366PE716EE 
6E61777E76 
EE61661161 
227266E327 
UDEED366PP 
DEPEE61711 
6117616E61 
6p26e61.326 
61Deeplon 
6226617171 
elApplobl 
P7717E1116 
E7E77E7161 
1671114276 
11DPEP466P 
1176661777  

2711710)bl 
71141ZUDP6 
plpolozzll 
7117746462 
6PPlED6e3P 
Z7-11161441 
721611Peel 
16610nbeft 
bplepael.lo 
poubbeDnpr 
OleppARA 
DaD16.263pp 
pplonebebe 
babeeDnzel 
Abublpplp 
14666n3Dra 
Blepraplep 
6661.66ebio 
6Eppollen 
PPDPE6UEDE 
161267761D 
D6E6E26277 
PDPE6PEP62 
UE.276'2E617 
D6641E1126 
DEPD6171Pe 
11717776E2 
E617E61746 
111761216E 
le6apoppou 
6'2E1E76176E 
6E27727172 
P62111EPDP 
1E77E7E711 
p4464)=4 
4en66e661.6 
13)616voeD 

9 <0017> 

snLnDsnw snw <EIZ> 
vw <all> 
ELZZ <TTZ> 

9 <OW> 

171LT 
0-17LT 6P6PD6P31D 
089T 2117E771ED 
OZ9T DEDE711261 
09ST 6276162271 
OOST 6DEPPD11E1 
OttT 6E6E77E777 
08ET PlE1DEEEDD 
OZET uplee6p216 
0921 1.66e6662ep 
00ZT Dee66euplb 
01711 poonnapplE 
080T eule61661e 
OZOT p66e61)1D1 
096 pplpeoloz) 
006 D616616plo 
0178 pnyelzen 
08L pploolueDb 
OZL 21262E7E7E 
099 D6PDPPD222 
009 6PEDE66UPD 
OtS 26E6612711 
0817 PDP66EP761 
OZt 66UP1DP6PD  

71E7.2E131E 
I-P=67111 
P6E6123121 
11376EPEE6 
2222627161 
127111375E 
61E6E6E1e7 
61.10716103 
7726222226 
EED626=P 
7121E1EP6E 
21E4E16'2E7 
PDPEPP6P6P 
616E677711 
7711EU7161 
71137717E6 
117177PDEE 
77E3E6E16E 
6111176E27 
61E2741161 
U6E66e61E1 
D276661727 
6222262776 

7117 
1622617261 
D6716776E1 
6226177EP7 
2716127272 
DDED1P7614 
66E7761E7E 
311E6E6PEE 
1E61317121 
1711111612 
1D41.nNeD1 
Erepapplapp 
apnzpopp61 
Dpamaze66 
Denea6zepl 
1161161ee6 
6eeee61E22 
761UP61PPP 
7761E6E76P 
1.2716EPEEE 
uppab6;en 
26D6e1661.6 
loplonte 
rpellzeiblop  

1E7161E16E 
D1P6PDEDDE 
61E1737116 
DE62EDE776 
1E7126E61E 
176112E616 
PE31161E66 
P712716PEE 
776276E6PE 
26666417PD 
77116E661P 
111177717E 
2266277117 
1PP3DP27.22 
eDloupplpo 
666e6ee612 
6616E16476 
P616PDPE22 
61EE1U6EDD 
EE11E7761E 
6477177622 
PDAPEP661 
76E6611716 
172271161E  

310D6uplzp 
nen66261D 
1D161:211DD 
vpalp716"e2 
ppDpeoplap 
poppounlen 
2171161226 
6161-epaell 
3662131.6pp 
lbeftepOlp 
113Dlane6 
6E426EEDEE 
PDEP1P4764 
66E661=3 
UDE6EE716E 
762612772E 
PEE6166116 
62P066PDED 
U1PED766E2 
Depep6TD44 
641D61.6e61 
berbp6pDp6 
61)=1)11 
6.2.266aD1D1  

666e1.6617u 
D271671E77 
6leenbe662 
ee6161e7e7 
De64311.1.6E 
Napeplope 
pe61615rep 
peueD66e61 
634666EDDE 
Dbaupplolp 
e666166e6z 
66upppllel 
12EDEE6PED 
7161262761 
ED6E6PP6PD 
EEDEE6PEE6 
122216EE61 
D6611211E6 
722761712E 
11717776Pe 
P610261716 
1117612162 
1E61E6EDEIE 
52E236175E 



ttactagaac gacattcaaa 

<210> 7 
<211> 2260 
<212> DNA 
<213> Homo sapiens 

aaataaataa ataatcaaca att 	2273 

<400> 7 
ccttgtaatt 
atgagtaatt 
ttcctttttt 
ccgtggcgta 
ctcagcctcc 
gacatggagc 
tccaatcacg 
agtaattcaa 
agcccctata 
agtcacacat 
tttaaagaat 
catcaaagta 
atttcagtgt 
ccaaggacct 
ttcatttcaa 
ctttcactca 
cctggagcag 
gaaatcaagt 
tccacctgcc 
gcccttaaga 
agcaaacatg 
atatgaagat 
tattactaat 
taggcctgaa 
agtcactgct 
ggtgatggga 
ccaccagagc 
ccaaaaatca 
agctcaccag 
cttcttccag 
cacatgcagc 
aatccacaca 
atccacatac 
cacaccagaa 
gtatattcct 
caatttattg 
ttgttcacta 
ttctgttgaa 

<210> 
<211> 
<212> 
<213> 

<400> 8 
atggcttcag 
gaaaacctag 
gagttcccaa 
ctgcaaaatc 
gagattattt 
tccatgttga 
ctgactgatg 
gccctctttt 
tcagcaggaa 
tccctggaaa 
gacggtacta 
tgtcctcacc 
ggtctaggta 
ctgatggagg 
tctacccacc  

cataaatctc 
tataataaaa 
tttttttttt 
atctcggctc 
tgagtagctg 
tggggctgga 
tctttaaatc 
tcaacagaca 
aaagggagca 
cagctcagtg 
ccaccaactg 
aagtctctct 
gaaccatccg 
gctgttcaga 
gacagcaata 
tggctgcaac 
tttatgattg 
ggcaaaaact 
ttagtccacg 
gatgtcattg 
gggacaccct 
gaacaagatg 
caaggcaatc 
gagggaggtg 
agatctcagg 
gcagggtgta 
aatgagggaa 
tacaaatgtg 
agaagacaca 
atatcagacc 
atgtgtaaaa 
ggagaaaagc 
caccgccata 
gcttcctaag 
atagtattta 
tcttgcttca 
aagtattcca 
taaatgaatg 

atatcagaat 
agcataaact 
gcactcagct 
tctataagtt 
ctcatctggt 
aaaagaaatg 
atggcatgaa 
ctgagaatat 
ccccaacaga 
caggacaagg 
ctagtcaagg 
ctgaagagga 
cgtccaattc 
gggcaccagg 
aaaaaaccga  

gtggaataat 

tgaaaactta 
cttgatcaga 
ttttgagaca 
actgcaacct 
ggattacagg 
tgaagattcc 
aatcactgac 
agtgttatcc 
gccttaggag 
ttcggcccgg 
ttgaaacaaa 
gagaattatt 
agaataatct 
gagaagaagg 
attcatatgc 
cagaaaagca 
gtggccactg 
tggagagatt 
tccacatgca 
ttcatctcac 
cccagacttc 
gctggaacag 
aaatagtttc 
tttcttctga 
aagggtccat 
tctctcaacc 
attccacatg 
aagaatgccc 
ggaatgagag 
tacgggtgca 
agtccttcag 
cttatacatg 
tgaggactca 
ctgctggtct 
tctacttagg 
ttaaaatgta 
agtggttggg 
aatccaaaaa 

atcatttcag 
tagccaagga 
cactttattg 
atttcactca 
cttggaacag 
gaatgcaagt 
gctacctgga 
gcccttaaga 
agagaacatg 
tgagtgggat 
caatgcagta 
cagtgtttct 
ccaggaaggg 
gtttcactct 
ggggaattcc  

aaagtttgag 
atttgtgaga 
cagtctcgct 
ctgcctcctg 
accagtgatg 
atcagtaatt 
atggagctgg 
aatcacgtct 
gcacatcaga 
gattacccag 
tccctagaga 
gctaagaatg 
tggatcagaa 
gatttctgag 
aaggcaggaa 
cagcaaggat 
caatgacaaa 
catagaagac 
gggacaggaa 
aaaacaagtg 
ccaagatact 
ttcttcgaaa 
cctaatcatc 
caacccatac 
aaatggaatc 
agagcagtcc 
tgaggtacat 
caaggtcttt 
gccatttgtt 
tcagataatt 
ccacaaaacc 
tcccttttgt 
tgagaaaatt 
gataatgtgt 
atataagata 
aggctaagga 
aaagtggaac 
aaaaaaaaaa 

ggagaaccat 
ccagccattc 
caaaacagta 
tggctgcaac 
tttatgatca 
ggcaggaacc 
ttagtccacg 
gaagtcatcg 
gggacaccct 
aaagcaaatg 
ccttccctgt 
ttgaaggatc 
tgcctgcaag 
cggtcaaccg 
acatgtgggg 

caaaagtttg 
ctaacgtttg 
ctgtcgtcca 
gattcaaaca 
gtatagaaca 
caatcaacag 
ggctggatga 
ttaaatcaat 
taaacccagt 
tcaaccaagg 
cacaaggcaa 
gctttagatc 
aattcagcgt 
ttctcaagaa 
ttgcaaagac 
gaaattattt 
gccagtgtga 
ctgactgatg 
gctctctttt 
aatgcccaaa 
tccttagaaa 
actactcgag 
atccaggaag 
aactcaaaaa 
actttccaag 
tcccctgagt 
cagaaaggat 
aagtatctct 
tgtcccgagt 
cacacaggaa 
aacctgcggt 
aagacaagct 
accctgccaa 
ataaatatgt 
taatctcctg 
gagcatggaa 
atttccaaga 

ctatgaatga 
aggaggaaga 
actcaagtgc 
cagagaaaca 
atggccactg 
tggagaaatt 
tccacatgaa 
ttcatttcat 
cctggacttc 
gctacaacat 
tcattgtcca 
tgctcagccc 
gacgcccata 
cagtcacccc 
gacaccaaga  

tcatgtttct 60 
tctttatatt 120 
ggctggagtg 180 
attcttctgc 240 
ctgtattaga 300 
acaagtgtta 360 
agattccatc 420 
cactgatccc 480 
gtggaaagct 540 
agcttgcagt 600 
gagactgaat 660 
taagaaccat 720 
ttcaacaaag 780 
tggtgctcaa 840 
tttataggat 900 
ctctattagt 960 
aagagaaatg 1020 
acagcataaa 1080 
ctgaggatat 1140 
ccacaagaga 1200 
caggacaagg 1260 
taaatgaaaa 1320 
agaacggtcc 1380 
gagcagagct 1440 
gtgtccctat 1500 
ctgcccttac 1560 
cccatggagt 1620 
gtcacttatt 1680 
gtcaaaaagg 1740 
agaagccttt 1800 
ctcatgagag 1860 
accgccagtc 1920 
gtgttccctc 1980 
atgcaagtat 2040 
attatgcttt 2100 
tttgtcagtt 2160 
accaataaat 2220 

2260 

tcctgggtca 60 
cgagatctat 120 
aaggcaggaa 180 
cagcaaggat 240 
cagtgacagg 300 
catggaagat 360 
gggccaggac 420 
gaaacaattg 480 
ccaagatact 540 
ttatcacaat 600 
tgaggaggac 660 
tggaagaccg 720 
tcaagatgtc 780 
tgaccctgtt 840 
aagattccgt 900 

8 
1302 
DNA 
canis familiaris 
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09ST 1.6616e6upe 
00ST 6177761.66e 
01717T azabaree66 
08ET 111aeauppe 
OZET aaaale661e 
09ZT PeebeD0274 
007T 14=11616 
WIT '2'227'2776PD 
080T 6PebeDleD6 
OZOT laaPDP66P6 
096 ozeb6eaaal 
006 e66666161e 
0178 6EDDERUDD6 
08L 26622e6107 
OZZ eDDlee6P66 
099 DlYeaDOD11 
009 614471e1ep 
0175 leOPPROODa 
0817 6paeue66ea 
0717 bra6666ea6 
09£ ee661ealze 
00£ a2616-eabaa 
0177 6PPARDUDE 
08T 6PD66UUD61 
OZT DDIOTE66E6 
09 ED1666l0D1  

DDlebEreene 
P6PPD66PD6 
161aaollaa 
66aavolea6 
D116eaaele 
pe66e6aaap 
161elaapor 
1aDal6leen 
leD6DP1DDe 
polerzepae 
616ee6u6a6 
abealyeee6 
6aaalaloll 
aa6e6ee66e 
1110D11616 
DDeDePPDae 
EPD661661.8 
DefteDD11.10 
1DDPD11621 
1PAZDa6DE 
Pe62661.DDE 
ElD661PeD1 
PPEE6EDD6e 
61.ealleene 
e66661.e66e 
enzee66eaa  

9 abed 
aa6ea6raua 
1.6eaup6ula 
661.6eleaa6 
eae66e6166 
a6ea66461a 
DDE0DPODE4 
e6e6666eae 
6161eaua6e 
beDleD66e3 
DP6PU6UPPD 
aPeEDETeD1 
66264i2a6e 
1.666upoeft 
aaaabbup6a 
6e666E6e66 
eabbeealbe 
eee6eeeDe6 
Me66661e 
eaabee6e6e 
aalftlaD66 
eebea6616e 
e6aealleep 
aela661aal 
pa66lueepa 
D71.61.7617a 
leppee6166  

bebeD61316 
DDEDD1DDDD 
leapeaaab6 
e66e6eelba 
66666Elala 
aapaaleal6 
DeDDleebe6 
D616VED114 
Da4711766P 
leDDOETPEE 
PPED3DDD6P 
beDDeDrel 
61.6626e1E1 
DoeD6belD1 
1D766610D1 
laebTel6PD 
ee61e6e66e 
aue6e6e661 
ellaaa6lez 
1DDUDD62P6 
EDI:2E6661T 
6r66zaa166 
aeame146 
111ellAPD 
U162E71E07 
PeDlllepap  

laaaa6166e 
la66166366 
6e666aeaaa 
DEPTeDDD11 
DflababEee 
EDD6DaelD6 
P6ZPD1D666 
DDeee6e6E6 
peav61.61.6e 
4166aaaa61 
666=31E6 
aa1161.6p6e 
lopa6apfte 
66ep6u6ep6 
6apeebe6e6 
Ebleeelbee 
PDPU6PDPPP 
DePeDDDPE6 
PE6e61D111 
zea661x6le 
eu6e6ree61. 

epleiolop6 
PDEP31DPD6 
pflee1116P 
1.226E7101E  

EfteD1D6ODD 
46261aeaR1 
66aala6651 
P6PAPDEDU 
eDlaaabaxe 
ee6r6eaa61 
DlaDDPEDDP 
OPTeDeD112 
776616111e 
D1e166e41.1 
EEP62PDDED 
6apabap116 
Dlellpp3DD 
PDD1D6231D 
662DDleDle 
D1611Deeee 
661D1D11.27 
6e3PeD1011 
1D1D1D6PP6 
61DE64D1g6 
161=16be 
e61eEe61e6 
EUPD64DEP6 
enanllbee 
61EDIXRPE6 
6elna664-2 

OT <0017> 

snuyqua snnb3 <ETZ> 
vNa <ZTZ> 
LILT <TTZ> 

OT <OTZ> 

TSZT 
	

e 
0071 DEDDPIODED 
017TT ebooD232D3 
0801 EDED6U7616 
OZOT DD66PD1.117 
096 EPP6PDDED} 
006 Delelbeeele 
0178 17106E6.= 
08L D1.6126'2E71. 
OZZ PD6E65Pbee 
099 DED1Peothe 
009 02616EUPP6 
0175 6177712D91. 
0817 62D1EUDOPP 
OZV 6pa6666ea6 
09£ ee6eaealle 
00E PE616eD61.3 
OVZ 6PPD6EDUDe 
08T 6e766EPD61 
OZT 17171.21266 
09 PD15PEEODD  

ElDeDEDD2D 
D1DD16PDA 
DeP6E6P6DE 
16111=6e 
11D6OUPPD6 
16E6E71166 
DDDAPOED1 
1DDDelD111 
DIODaDDDE6 
6PODIOPP66 
efte7p1613. 
161D111EDU 
U6YeD61EDD 
I-DI2314101 
11DPDDlble 
PP6P661DDP 
PAPE1PED1 
PPEUEleDD6P 
6DED1Deele 
E6PAUDEUP 
255P64EEDD  

616EPPED1D 
DDI4D6Deft 
D106660143 
E5e6P66eDe 
61616E6DD6 
D1D1DD11e1 
DDDIX6PUP6 
61076661D3 
6E2'254=4 
DEDD1P2626 
eDaPPIODD1 
ED66aeblee 
2661.D71.6DD 
PD1EPP6222 
DD166111e6 
6e661.6616e 
efizelalepa 
a61a661.e11. 
el661peuea 
Azalaeaaa 
1=2-Enna  

relDUPPP5 
6=61)1D) 
DP23322E27 
le011eb6P6 
16111E1e1E 
66palloau6 
6PDOPDPPe6 
DDeD166eDD 
p661p66rDa 
61.DaD34161 
zpopzeoppz 
epoupp166e 
1ppp6661.PD 
PlaDDZ6lel 
1DDP1D6e22 
ED6UPP661e 
PE661.=61 
pealueo46 
bllena66) 
E66e6a16ea 
6ealzapale  

P3DPD11166 
D11616P61P 
PDDDEDIaDD 
eD12D6261e 
Dee6e6P6le 
PEDDDa61.26 
6646aeabla 
r6e67ue661. 
aa66paalaa 
66e66ee6ee 
eepope7716 
e61eee6Eee 
ee616666e6 
eueebealla 
lea6a3e6ar 
re6e6pee61. 
1DeeD1411.4 
eeleaDloe6 
DAPD1DUDP 
DDD1P111D6 
D6P6ED1446  

e1171e7767 
1=6EU6P6 
661.9E96161 
031.3De6eD4 
Ule6DUDE6P 
e6e6161e6e 
1.47p6666e6 
fte66appla 
aa66eaaa6b 
661a66e6aa 
ezpellel6e 
ae66earep6 
beauea1611 
aalaaafte6 
61epozaae6 
alpelaz6re 
UllEPP6aUD 
eP2D61.DUE6 
PeeD51162) 
beDelePeD6 
6E141E661e 

6 <0017> 

sminel see <LIZ> 
VNG <ZTZ> 

TSZT <TTZ> 
6 <OW> 

ZOET 
09ZT 1.apa66peea 
007T anaaelafte 
OTT 1eaDa66101 
080T 6e.e6e6epou 
OZOT apez616e61 
096 6ealaz0111 

Pe 
16Daolleve 
6e6eaa61.11 
1.3DPEDDEEP 
DeDeDllebe 
D61.6111eD1 
P166E14171  

1.616ealaa6 
EBEDDeD1De 
D6361.61e16 
eDe3D6P)11. 
96982061.6 
TeDP66e6P6 
P66E777161  

U16106ED1D 
56P51DOPDD 
aelDDD6Pe5 
DDlEVEUP61 
DeDelDaeft 
TeeDePOPOP 
9999961619  

D1136e2627 
67DeDDE1DO 
P61666DEDU 
61EDED6ED6 
aloafteaal 
bee6e6eaze 
6eaelaalau  

leaeD7113) 
UDD12716PD 
DDleebe626 
1.662a11177 
lozza662e2 
DDAPP2210 
EEPD3D6DP6 



ggctcagccc ccgcatgggt gccctacacc cttagtgtag cgcaggcaag aaggcaccct 1620 
gcccactcag aaggtacccc aacccacaga gcatggcagc ccacaggaac catcaagtgg 1680 
cggctcagcc tctacatagc ctgcagcagc taa 	 1713 

<210> 11 
<211> 360 
<212> PRT 
<213> Mus musculus 

<400> 11 
Met Ala Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 

Glu Phe Thr Pro Thr Asp ser Ser Gly val Gln Trp Ala Glu Asp Ile 
20 	 25 	 30 

Ser Asn Ser Pro Ser Ala Gln Leu Asn Phe Ser Pro Ser Asn Asn Gly 
35 	 40 	 45 

Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn ser 
50 	 55 	 60 

Trp Leu Gln Pro Glu Lys Gln Thr Lys Glu Gln Met Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe Leu Leu Thr Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp Met Arg Arg Phe Met 

100 	 105 	 110 
Glu Ser Leu Thr Asp Glu Cys Leu Lys Pro Pro Val Met Val His val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn Met Pro Leu Lys 

130 	 135 	 140 
Glu val Ile Lys Leu Leu Lys Gln Gln Gln ser Ala Thr Arg Pro Thr 
145 	 150 	 155 	 160 
Pro Asp Asn Ala Gln Met Pro Val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Gln Glu Asn Ser Glu Asn Glu Cys Asn Thr Ser Cys Asn 

180 	 185 	 190 
Ala Thr Glu Gly Asn Val Gly Glu ser Cys Ser Gly Asn Glu met Asp 

195 	 200 	 205 
Ser Ser Leu Ile Ile Gln Lys Glu Gln Tyr Pro Glu His Glu Glu Gly 

210 	 215 	 220 
Asn Val Val Cys Gln Phe Pro Leu Asp Ala Arg Arg Ala Ser Gln Gly 
225 	 230 	 235 	 240 
Thr Ser Ser His His Val Asp Phe Leu Ser Ala Leu Thr Thr Ala Asp 

245 	 250 	 255 
Val Pro Met Glu Glu Gln Pro Lys Asp Leu ser Arg Glu Asn Ile Ser 

260 	 265 	 270 
Glu Asp Lys Asn Asn Cys Tyr Asn Thr Ser Arg Asn Ala Ala Thr Lys 

275 	 280 	 285 
Val Tyr Ser Gly Asp Asn Ile Pro Arg Lys Lys Thr Asp Ser Leu ser 

290 	 295 	 300 
Ile Asn Lys Arg Ile Tyr His Pro Glu Pro Glu val Gly Asp Ile Pro 
305 	 310 	 315 	 320 
Tyr Gly Val Pro Gln Asp Ser Thr Arg Ala Ser Gln Gly Thr Ser Thr 

325 	 330 	 335 
Cys Leu Gln Glu Ser Leu Gly Gly Cys Phe Ser Glu Lys Asp Pro. Arg 

340 	 345 	 350 
Glu Val Pro Gly Leu Gln ser Arg 

355 	 360 

<210> 12 
<211> 195 
<212> PRT 
<213> Mus musculus 

<400> 12 
Met Ala Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 

Glu Phe Thr Pro Thr Asp Ser Ser Gly Val Gln Trp Ala Glu Asp Ile 
20 	 25 	 30 

Page 7 



Ser Asn ser Pro ser Ala Gln Leu Asn. Phe Ser Pro Ser Asn Asn Gly 
35 	 40 	 45 

Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn Ser 
50 	 55 	 60 

Trp Leu Gln Pro Glu Lys. Gln Thr Lys Glu Gln Met Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe Leu Leu Thr Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp Met Arg Arg Phe Met 

100 	 105 	 110 
Glu ser Leu Thr Asp Glu Cys Leu Lys Pro Pro Val Met Val His Val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn Met Pro Leu Lys 

130 	 135 	 140 
Glu Val Ile Lys Leu Leu Lys Gln Gln Gln Ser Ala Thr Arg Pro Ile 
145 	 150 	 155 	 160 
Pro Asp Asn Ala Gln Met Pro Val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Lys Lys Thr Val. Lys Met Asn Ala Thr Pro Leu Ala Met 

180 	 185 	 190 
Leu Leu Lys 

195 

<210> 13 
<211> 506 
<212> PRT 
<213> Mus musculus 

<400> 13 
Met Ala Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 

Glu Phe Thr Pro Thr Asp Ser Ser Gly Val. Gln Trp Ala Glu Asp Ile 
20 	 25 	 30 

Ser Asn Ser Pro Ser Ala Gln Leu Asn Phe Ser Pro Ser Asn Asn Gly 
35 	 40 	 45 

Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn Ser 
50 	 55 	 60 

Trp Leu Gln Pro Glu Lys Gln Thr Lys Glu Gln Met Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe. Leu Leu Thr Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp Met Arg Arg Phe Met 

100 	 105 	 110 
Glu Ser Leu Thr Asp Glu Cys Leu Lys Pro Pro Val Met Val His. Val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn met Pro Leu Lys 

130 	 135 	 140 
Glu Val Ile Lys Leu Leu Lys Gln Gln Gln Ser Ala Thr Arg Pro Thr 
145 	 150 	 155 	 160 
Pro Asp Asn Glu Gln met Pro val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Gln Glu Asn Ser Glu Asn Glu Cys Asn Asn Ser Cys Asn 

180 	 185 	 190 
Ala Thr Glu Ala Asn Val Gly Glu Ser Cys Ser Gly Asn Glu Met Asp 

195 	 200 	 205 
Ser Leu Leu Ile Ile Gln Lys Glu Gln His Pro Glu His Glu Glu Gly 

210 	 215 	 220 
Asn val val Cys Gln Phe Pro His Gly Ala Arg Arg Ala Ser Gln Gly 
225 	 230 	 235 	 240 
Thr Pro ser His His Val Asp Phe Pro ser Ala Pro Thr Thr Ala Asp 

245 	 250 	 255 
val Pro Met Glu Glu Gln Pro Lys Asp Leu Ser Arg Glu Asn Ile Ser 

260 	 265 	 270 
Glu Asp Lys Asn Asn Cys Tyr Asn Thr ser Arg Asn Ala Ala Thr Gln 

275 	 280 	 285 
Val Tyr Ser Gly Asp Asn Ile Pro Arg Asn Lys ser Asp Ser Leu Phe 

290 	 295 	 300 
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Ile Asn Lys Arg Ile Tyr His Pro Glu Pro Glu val Gly Asp Ile Pro 
305 	 310 	 315 	 320 
Tyr Gly Val Pro Gln Asp Ser Thr Arg Ala Ser Gln Gly Thr Ser Thr 

325 	 330 	 335 
Cys Leu Gln Glu Ser Leu Gly Glu Cys Phe Ser Glu Asn Asp Pro Arg 

340 	 345 	 350 
Glu Val Pro Gly Leu Gln Ser Arg Gln Glu Gln Pro Ile Ser Asp Pro 

355 	 360 	 365 
val Leu Leu Gly Lys Asn His Glu Ala Asn Leu Pro Cys Glu Ser His 

370 	 375 	 380 
Gln Lys Arg Phe Cys Arg Asp Ala Lys Leu Tyr Lys Cys Glu Glu Cys 
385 	 390 	 395 	 400 
ser Arg Met Phe Lys His Ala Arg ser Leu Ser Ser His Gln Arg Thr 

405 	 410 	 415 
His Leu Asn Lys Lys Ser Glu Leu Leu Cys Val Thr Cys Gln Lys Met 

420 	 425 	 430 
Phe Lys Arg Val ser Asp Arg Arg Thr His Glu Ile Ile His met Pro 

435 	 440 	 445 
Glu Lys Pro Phe Lys Cys Ser Thr Cys Glu Lys ser Phe ser His Lys 

450 	 455 	 460 
Thr Asn Leu Lys ser His Glu Met Ile His Thr Gly Glu Met Pro Tyr 
465 	 470 	 475 	 480 
Val Cys Ser Leu Cys Ser Arg Arg Phe Arg Gln ser ser Thr Tyr His 

485 	 490 	 495 
Arg His Leu Arg Asn Tyr His Arg ser Asp 

500 	 505 

<210> 14 
<211> 506 
<212> PRT 
<213> Mus musculus 

<400> 14 
Met Ala.  Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 

Glu Phe Thr Pro Ser His Ser Ser Gly Val Gln Trp Val Glu Asp Ile 
20 	 25 	 30 

Ser Asn ser Pro ser Ala Gln Leu Asn Phe Ser Pro Ser Asn Asn Gly 
35 	 40 	 45 

Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn ser 
50 	 55 	 60 

Trp Leu Gln Pro Glu Lys Gln Thr Lys Glu Gln Met Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe Leu Leu Ile Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp met Arg Arg Phe Met 

100 	 105 	 110 
Glu Ser Leu Thr Asp Glu Cys Leu Lys Pro Pro Val Met val His Val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn Met Pro Leu Lys 

130 	 135 	 140 
Glu Val Ile Lys Leu Leu Lys Gln Gln Gln Ser Ala Thr Arg Pro Thr 
145 	 150 	 155 	 160 
Pro Asp Asn .Glu Gln Met Pro Val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Gln Glu Asn Ser Glu Asn Glu Cys Asn Asn Ser Cys Asn 

180 	 185 	 190 
Ala Thr Glu Ala Asn val Gly Glu ser cys ser Gly Asn Glu Met Asp 

195 	 200 	 205 
Ser Leu Leu Ile Ile Gln Lys Glu Gln His Pro Glu His Glu Glu Gly 

210 	 215 	 220 
Asn Val Val Phe Gln Phe Pro Leu Asp Ala Arg Arg Ala Ser Gln Gly 
225 	 230 	 235 	 240 
Asn Ser Ser His His val Asp Phe Arg Ser Ala Pro Thr Pro Ala Asp 

245 	 250 	 255 
Val Pro Met Glu Glu Gln Pro Lys Asp Leu Ser Arg Glu Asn Ile ser 

260 	 265 	 270 
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Glu Asp Lys Asn Asn Cys Tyr Asn Thr Ser Arg Asn Ala Ala Thr Gln 
275 	 280 	 285 

Val Tyr Arg Ser Asp Asn Ile Pro Arg Lys Lys. Thr Asp Ser Leu ser 
290 	 295 	 300 

Ile Asn Lys Arg Ile Tyr His Ser Glu Pro Glu Glu Gly Asp Ile Pro 
305 	 310 	 315 	 320 
Tyr Gly Val Pro Gln Asp Ser Thr Arg Ala Ser Gln Gly Thr Ser Thr 

325 	 330 	 335 
Cys Leu Gln Glu Ser Leu Gly Glu Cys Phe Ser Glu Lys Asp Pro Arg 

340 	 345 	 350 
Glu Leu Pro Gly Leu Glu Ser Arg Gln Glu Glu Pro Ile Ser Asp Pro 

355 	 360 	 365 
Val Phe Leu Gly Lys Asp His Glu Ala Asn Leu Pro Cys Glu ser His 

370 	 375 	 380 
Gln Lys Arg Phe Arg Arg Asp Ala Lys Leu Phe Lys Cys Glu Glu Cys 
385 	 390 	 395 	 400 
Ser Arg met Phe Lys His Ala Arg Ser Leu Ser Ser His Gln Arg Thr 

405 	 410 	 415 
His Leu Asn Lys Lys ser Glu Leu Leu Cys val Thr Cys Gln Lys met 

420 	 425 	 430 
Phe Lys Arg Val Ser Asp Arg Arg Thr His Glu Ile Ile His Met Pro 

435 	 440 	 445 
Glu Lys Pro Phe Lys Cys Ser Thr Cys Glu Lys Ser Phe Ser His Lys 

450 	 455 	 460 
Thr Asn Leu Lys Ser His Glu Met Ile His Thr Gly Glu Met Pro Tyr 
465 	 470 	 475 	 480 
Val Cys Ser Leu Cys Ser Arg Arg Phe Arg Gln Ser ser Thr Tyr His 

485 	 490 	 495 
Arg His Leu Arg Asn Tyr His Arg Ser Asp 

500 	 505 

<210> 15 
<211> 195 
<212> PRT 
<213> Mus musculus 

<400> 15 
Met Ala Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 
Glu Phe Thr Pro Thr Asp Ser Ser Gly val Gln Trp Ala Glu Asp Ile 

20 	 25 	 30 
Ser Asn Ser Pro Ser Ala Gln Leu Asn Phe Ser Pro Ser Asn Asn Gly 

35 	 40 	 45 
Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn Ser 

50 	 55 	 60 
Trp Leu Gln Pro Glu Lys Gln Thr Lys Glu Gln Met. Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe. Leu Leu Thr Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp Met Arg Arg Phe Met 

100 	 105 	 110 
Glu ser Leu Thr Asp Glu Cys Leu Lys Pro Pro val Met Val His val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn Met Pro Leu Lys 

130 	 135 	 140 
Glu Val Ile Lys Leu Leu Lys Gln Gln Gln Ser Ala Thr Arg Pro Ile 
145 	 150 	 155 	 160 
Pro Asp Asn Glu Gln Met Pro Val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Lys Lys Thr Val Lys Met Asn Ala Thr Pro Leu Ala Met 

180 	 185 	 190 
Leu Leu Lys 

195 

<210> 16 
<211> 506 
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<212> PRT 
<213> Mus musculus 

<400> 16 
Met Ala Ser Gln Gln Ala Pro Ala Lys Asp Leu Gln Thr Asn Asn Leu 
1 	 5 	 10 	 15 

Glu Phe Thr Pro Thr Asp Ser Ser Gly Val Gln Trp Ala Glu Asp Ile 
20 	 25 	 30 

Ser Asn Ser Pro. Ser Ala Gln Leu Asn Phe ser Pro Ser Asn Asn Gly 
35 	 40 	 45 

Cys Trp Ala Thr Gln Glu Leu Gln Ser Leu Trp Lys Met Phe Asn Ser 
50 	 55 	 60 

Trp Leu Gln Pro Glu Lys Gln Thr Lys Glu Gln Met Ile Ser Gln Leu 
65 	 70 	 75 	 80 
Val Leu Glu Gln Phe Leu Leu Thr Gly His Cys Lys Asp Lys Tyr Ala 

85 	 90 	 95 
Leu Thr Glu Lys Trp Lys Ala Ser Gly Ser Asp Met Arg Arg Phe Met 

100 	 105 	 110 
Glu ser Leu Thr Asp Glu Cys Leu Lys Pro Pro Val Met Val His Val 

115 	 120 	 125 
Ser Met Gln Gly Gln Glu Ala Leu Phe ser Glu Asn Met Pro Leu Lys 

130 	 135 	 140 
Glu val Ile Lys Leu Leu Lys Gln Gln Gln Ser Ala Thr Arg Pro Thr 
145 	 150 	 155 	 160 
Pro Asp Asn Glu Gln Met Pro Val Asp Thr Thr Gln Asp Arg Leu Leu 

165 	 170 	 175 
Ala Thr Gly Gln Glu Asn Ser Glu Asn Glu Cys Asn Asn Ser Cys Asn 

180 	 185 	 190 
Ala Thr Glu Ala Asn Val Gly Glu ser Cys Ser Gly Asn Glu Met Asp 

195 	 200 	 205 
Ser Leu Leu Ile Met Gln Lys Glu Gln His Pro Glu His Glu Glu Gly 

210 	 215 	 220 
Asn Val Val Cys Gln Phe Pro His Gly Ala Arg Arg Ala ser Gln Gly 
225 	 230 	 235 	 240 
Thr Pro Ser His His Val Asp Phe Pro Ser Ala Pro Thr Thr Ala Asp 

245 	 250 	 255 
Val Pro Met Glu Glu Gln Pro Lys Asp Leu Ser Arg Glu Asn Ile Ser 

260 	 265 	 270 
Glu Asp Lys Asn Asn Cys Tyr Asn Thr Ser Arg Asn Ala Ala Thr Gln 

275 	 280 	 285 
Val Tyr Ser Gly Asp Asn Ile Pro Arg Asn Lys Ser Asp Ser Leu Phe 

290 	 295 	 300 
Ile Asn Lys Arg Ile Tyr His Pro Glu Pro Glu Val Gly Asp Ile Pro 
305 	 310 	 315 	 320 
Tyr Gly Val Pro Gln Asp Ser Thr Arg Ala Ser Gln Gly Thr Ser Thr 

325 	 330 	 335 
Cys Leu Gln Glu Ser Leu Gly Glu Cys Phe ser Glu Lys Asp Pro Arg 

340 	 345 	 350 
Glu Val Pro Gly Leu Gln Ser Arg Gln Glu Gln Leu Ile Ser Asp Pro 

355 	 360 	 365 
Val Leu Leu Gly Lys Asn His Glu Ala Asn Leu Pro Cys Glu Ser His 

370 	 375 	 380 
Gln Lys Arg Phe Cys Arg Asp Ala Lys Leu Tyr Lys Cys Glu Glu Cys 
385 	 390 	 395 	 400 
Ser Arg Met Phe Lys His Ala Arg Ser Leu Ser Ser His Gln Arg Thr 

405 	 410 	 415 
His Leu Asn Lys Lys Ser Glu Leu Leu Cys Val Thr Cys Gln Lys Met 

420 	 425 	 430 
Phe. Lys Arg val Ser Asp Arg Arg Thr His Glu Ile Ile His Met Pro 

435 	 440 	 445 
Glu Lys Pro Phe Lys. Cys Ser Thr Cys Glu Lys Ser Phe ser His Lys 

450 	 455 	 460 
Thr Asn Leu Lys Ser His Glu Met Ile His Thr Gly Glu Met Pro Tyr 
465 	 470 	 475 	 480 
val Cys ser Leu Cys ser Arg Arg Phe Arg Gln ser Ser Thr Tyr His 

485 	 490 	 495 
Arg His Leu Arg Asn Tyr His Arg Ser Asp 

500 	 505 
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<210> 17 
<211> 433 
<212> PRT 
<213> Homo sapiens 

<400> 17 
Met Ala Leu Asp Leu Arg Thr Ile Phe Gln Cys Glu Pro Ser Glu Asn 
1 	 5 	 10 	 15 
Asn Leu Gly ser Glu Asn ser Ala Phe Gln Gln Ser Gln Gly Pro Ala 

20 	 25 	 30 
Val Gln Arg Glu Glu Gly Ile Ser Glu Phe Ser Arg Met Val Leu Asn 

35 	 40 	 45 
Ser Phe Gln Asp Ser Asn Asn Ser Tyr Ala Arg Gln Glu Leu Gln Arg 

50 	 55 	 60 
Leu Tyr Arg Ile Phe His Ser Trp Leu Gln Pro Glu Lys His Ser Lys 
65 	 70 	 75 	 80 
Asp Glu Ile Ile ser Leu Leu Val Leu Glu Gln Phe Met Ile Gly Gly 

85 	 90 	 95 
His Cys Asn Asp Lys Ala Ser Val Lys Glu Lys Trp Lys Ser Ser Gly 

100 	 105 	 110 
Lys Asn Leu Glu Arg Phe Ile Glu Asp Leu Thr Asp Asp Ser Ile Asn 

115 	 120 	 125 
Pro Pro Ala Leu Val His Val His Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Glu Asp Met Pro Leu Arg Asp Val Ile Val His Leu Thr Lys Gln 
145 	 150 	 155 	 160 
Val Asn Ala Gln Thr Thr Arg Glu Ala Asn met Gly Thr Pro Ser Gln 

165 	 170 	 175 
Thr Ser Gln Asp Thr Ser Leu Glu Thr Gly Gln Gly Tyr Glu Asp Glu 

180 	 185 	 190 
Gln Asp Gly Trp Asn ser ser ser Lys Thr Thr Arg Val Asn Glu Asn 

195 	 200 	 205 
Ile Thr Asn Gln Gly Asn Gln Ile val Ser Leu Ile Ile Ile Gln Glu 

210 	 215 	 220 
Glu Asn Gly Pro Arg Pro Glu Glu Gly Gly Val Ser Ser Asp Asn Pro 
225 	 230 	 235 	 240 
Tyr Asn ser Lys Arg Ala Glu Leu Val Thr Ala Arg ser Gln Glu Gly 

245 	 250 	 255 
Ser Ile Asn Gly Ile Thr Phe Gln Gly Val Pro Met Val Met Gly Ala 

260 	 265 	 270 
Gly Cys Ile ser Gln Pro Glu Gln Ser Ser Pro Glu Ser Ala Leu Thr 

275 	 280 	 285 
His Gln Ser Asn Glu Gly Asn Ser Thr Cys Glu Val His Gln Lys Gly 

290 	 295 	 300 
Ser His Gly Val Gln Lys Ser Tyr Lys Cys Glu Glu Cys Pro Lys val 
305 	 310 	 315 	 320 
Phe Lys Tyr Leu Cys His Leu Leu Ala His Gln Arg Arg His Arg Asn 

325 	 330 	 335 
Glu Arg Pro Phe Val Cys Pro Glu Cys Gln Lys Gly Phe Phe Gln Ile 

340 	 345 	 350 
Ser Asp Leu Arg Val His Gln Ile Ile His Thr Gly Lys Lys Pro Phe 

355 	 360 	 365 
Thr Cys ser Met Cys Lys Lys Ser Phe Ser His Lys Thr Asn Leu Arg 

370 	 375 	 380 
Ser His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Thr Cys Pro Phe 
385 	 390 	 395 	 400 
cys Lys Thr Ser Tyr Arg Gln Ser Ser Thr Tyr His. Arg His Met Arg 

405 	 410 	 415 
Thr His Glu Lys Ile Thr Leu Pro Ser val Pro Ser Thr Pro Glu Ala 

420 	 425 	 430 
Ser 

<210> 18 
<211> 433 
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<212> PRT 
<213> Canis familiaris 

<400> 18 
Met Ala Ser Asp Ile Arg Ile Ser Phe Gln Gly Glu Pro Ser Met Asn 
1 	 5 	 10 	 15 
Asp Pro Gly Ser Glu Asn Leu Glu His Lys Leu ser Gln Gly Pro Ala 

20 	 25 	 30 
Ile Gln Glu Glu Asp Glu Ile Tyr Glu Phe Pro Ser Thr Gln Leu Thr 

35 	 40 	 45 
Leu Leu Gln Asn Ser Asn ser ser Ala Arg Gln Glu Leu Gln Asn Leu 

50 	 55 	 60 
Tyr Lys Leu Phe His Ser Trp Leu Gln Pro Glu Lys His Ser Lys Asp 
65 	 70 	 75 	 80 
Glu Ile Ile ser His Leu Val Leu Glu Gln Phe Met Ile Asn Gly His 

85 	 90 	 95 
Cys Ser Asp Arg Ser Met Leu Lys Lys Lys Trp Asn Ala Ser Gly Arg 

100 	 105 	 110 
Asn Leu Glu Lys Phe Met Glu Asp Leu Thr Asp Asp Gly Met Lys Leu 

115 	 120 	 125 
Pro Gly Leu Val His Val His Met Lys Gly Gln Asp Ala Leu Phe Ser 

130 	 135 	 140 
Glu Asn Met Pro Leu Arg Glu val Ile Val His Phe Met Lys Gln Leu 
145 	 150 	 155 	 160 
Ser Ala Gly Thr Pro Thr Glu Glu Asn Met Gly Thr Pro Ser Trp Thr 

165 	 170 	 175 
Ser Gln Asp Thr ser Leu Glu Thr Gly Gln Gly Glu Trp Asp Lys Ala 

180 	 185 	 190 
Asn Gly Tyr Asn Ile Tyr His Asn Asp Gly Thr Thr Ser Gln Gly Asn 

195 	 200 	 205 
Ala Val Pro Ser Leu Phe Ile Val His Glu Glu Asp Cys Pro His Pro 

210 	 215 	 220 
Glu Glu Asp ser Val Ser Leu Lys Asp Leu Leu Ser Pro Gly Arg Pro 
225 	 230 	 235 	 240 
Gly Leu Gly Thr Ser Asn Ser Gln Glu Gly Cys Leu Gln Gly Arg Pro 

245 	 250 	 255 
Tyr Gln Asp Val Leu Met Glu Gly Ala Pro Gly Phe His Ser Arg ser 

260 	 265 	 270 
Thr Ala Val Thr Pro Asp Pro Val Ser Thr His Gin Lys Thr Glu Gly 

275 	 280 	 285 
Asn ser Thr Cys Gly Gly His Gln Glu Arg Phe Arg Asp Ala Gln Asn 

290 	 295 	 300 
Ser Tyr Arg Cys Glu Lys Cys Pro Arg Ile Phe Arg Tyr Phe ser Gln 
305 	 310 	 315 	 320 
Leu Lys Ala His Gln Arg Arg His Asn Asn Glu. Arg Thr Phe Ile Cys 

325 	 330 	 335 
Ala Glu Cys Asn Lys Gly Phe Phe Gln Ala Ser Asp Leu His val His 

340 	 345 	 350 
Gln Lys Ile His Thr Glu Glu Lys Pro Phe Arg Cys Ser Thr Cys Glu 

355 	 360 	 365 
Lys Ser Phe Ser His Lys Thr Asn Leu Leu Ala His Glu Arg Ile His 

370 	 375 	 380 
Thr Gly Glu Lys Pro Tyr Val Cys Ala Leu. Cys Gln Arg Ser Tyr Arg 
385 	 390 	 395 	 400 
Gln Ser Ser Thr Tyr His Arg His Leu Arg Thr His Gln Lys Ile Ala 

405 	 410 	 415 
Val Lys Gly Thr Pro Ser Thr Ser Glu Ala Ser ser Ala Val Ala Ser 

420 	 425 	 430 
Val 

<210> 19 
<211> 416 
<212> PRT 
<213> Bos taurus 

<400> 19 
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Phe 
5 

Ala 

Glu 

Gly 

Phe 

Phe 
85 
Lys 

Lys 

val 

Arg 

Asn 

Asp 

Asn 

His 
70 
Gln 

Ser 

Phe 

His 

Met Asp Leu Gly 
1 

Asp Pro Lys Ser 
20 

Leu Gln Thr Ala 
35 

Leu Leu Gln Asn 
50 

Leu Tyr Lys Ser 
65 
His Glu Ile Ile 

His Cys Ser Glu 
100 

Gly Asp Leu Glu 
115 

Leu Pro Asp Leu 
130 

Ser Glu Asn Met 
145 
Leu Ser Thr Gly 

Asp Thr 

Gly Asn 

Ile Pro 
210 

Glu Gly 
225 
Gly Pro Gly Pro Ser 

245 
Ser Gln Asp Val Leu 

260 
Pro val Ser Thr Leu 

275 
His Gln Glu Arg Ser 

290 
Cys Pro Lys Thr Phe 
305 
Arg His Asp Asn Glu 

325 
Phe Phe Gln Ala Ser 

340 
Glu Lys Pro Phe Val 

355 
Thr Asn Leu Arg Ala 

370 
Glu Cys Ser Leu Cys 
385 
Arg His Leu Arg Phe 

405  

Ala Ser Phe Gln 
10 

Thr Gly Phe Ile 
25 

Ile Ser Gln 
40 

Asn Ser Arg 
55 
Leu Trp Leu 

Leu Ala Leu 

Thr Leu Lys 
105 

Thr Glu Asp 
120 

Val His Leu 
135 
Lys Glu Ile 

Asn Met Gly 

Gly Gln Arg 
185 

Ser Asp Ser 
200 

Val Gln Glu 
215 

Leu Glu Asn Pro 
230 
Arg Pro Gln Asp 

Met Glu Val Glu 
265 

Gln Ser Ser Glu 
280 

Leu Arg Ala Pro 
295 

Arg Tyr Ser Ser 
310 
Arg Thr Tyr Ile 

Asp Leu His Val 
345 

Cys Ser Thr Cys 
360 

His Glu Arg Thr 
375 

Gln Arg Arg Phe 
390 
His Gln Lys Thr  

His Glu Pro ser Asn Glu 
15 

Pro Ser Arg Gly Pro Thr 
30 

Gln Asn Thr Gln Pro Gly 
45 

Arg Gln Glu Leu Gln Arg 
60 

Pro Glu Lys His Ser Lys 
75 	 80 
Gln Phe Met Ile Asn Lys 

95 
Lys Trp Lys Ala Ser Gly 

110 
His Asp Asp Cys Ile Lys 

125 
Gly Gln Glu Ala Leu Phe 

140 
Phe His Leu Thr Asn Gln 
155 	 160 
Pro Ser Trp Thr Met Gln 

175 
Glu Gly Lys Glu Asn Asp 

190 
Thr Ser Pro Ser Asn Gin 

205 
Asn His Leu Arg Leu Glu 

220 
Asn Ser Arg Arg Gly Ala 
235 	 240 
Ser Leu Lys Gly Pro Ser 

255 
Asp Gln Val Thr Pro Gly 

270 
Thr Ser Ala Arg Gly Lys 

285 
Val Tyr Arg Cys Glu Arg 

300 
Phe Arg Val His Gln Lys 
315 
	

320 
Ala Glu Cys Gly Lys Gly 

335 
Gln Arg Ile His Thr Gly 

350 
Met Ala Phe Thr His Lys 

365 
Thr Gly Glu Lys Pro Tyr 

380 
Gin Ser Ser Thr Tyr His 
395 
	

400 
Leu Lys ser Ala Pro His 

415 

Ser Leu 
180 

Ile Ser 
195 
Ser Leu 

Gly Val Ser 

Ser Leu 
150 

Gly Val 
165 
Glu Thr 

Val Lys 

Ile Ile 

Leu 

Ala 

Gln 

Glu 
90 
Glu 

Leu 

Gln 

Ile 

Thr 
170 
Asn 

Ile 

Glu 

Arg 

Gly 
250 
Arg 

Gly 

Glu 

Arg 

Cys 
330 
His 

Glu 

His 

Arg 

Thr 
410 

<210> 20 
<211> 570 
<212> PRT 
<213> Equus caballus 

<400> 20 
Met Ala Leu Asp Leu Arg 
1 	 5 

Asp Pro Gly Ser Glu Asn 
20 

Val Gln Asp Gly Glu Arg 
35 

Leu Phe Gln Asn Gly Lys 
50 

Ile Ser Phe Gln Gly Glu Pro ser Arg Asn 
10 	 15 

His Glu Phe Asn Pro Arg Gln Val Pro Ala 
25 	 30 

Ile Ser Lys Phe Pro Ser Thr Gln His ser 
40 
	

45 
Asn Ser Cys Ala Arg Gln Glu. Leu Gln Arg 
55 
	

60 
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Leu Tyr Lys Leu Phe His. ser Trp Leu Gln Pro Glu Lys His Ser Lys 
65 	 70 	 75 	 80 
Asp Glu Met Ile ser Arg Leu Val Leu Glu Gln Phe Met Ile Asn Gly 

85 	 90 	 95 
Tyr Cys Ser Asp Arg. ser Met Leu Lys Glu Lys Trp Glu Ser Ser Gly 

100 	 105 	 110 
Arg Asn Leu Glu Lys Phe Met Glu Asp Leu Thr Asp Asp Gly Met Lys 

115 	 120 	 125 
Pro Pro Gly Leu Val His Val Cys Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Glu Asn met Pro Leu Arg Glu Val Ile Val His Leu Arg Lys Gln 
145 	 150 	 155 	 160 
Phe Ser Thr Gly Thr Gln Thr Gly Glu Asn Met Gly Thr Pro Phe Gln 

165 	 170 	 175 
Thr Pro Lys Asp His Ser Leu Glu Thr Glu Gln Gly Asp Glu Asp Lys 

180 	 185 	 190 
Glu Asn Gly Gly Asn Ile Ser Leu Lys Thr Cys Gln Val Asn Asp Ser 

195 	 200 	 205 
Met Thr Ser Gln Gly Asn Gln Thr Pro Ser Leu Leu Ile Ile Gln Gly 

210 	 215 	 220 
Glu Asn Arg Pro Gly Pro Gly Glu Gly Gly Val Pro Leu Glu Asn Pro 
225 	 230 	 235 	 240 
Leu Ser Ser Arg Arg Ala Gly Leu Gly ser Cys Arg Ser Gln Glu Glu 

245 	 250 	 255 
Ser Leu Lys Gly Pro Pro Tyr Gln. Asp Val Leu Ile Glu val Arg Pro 

260 	 265 	 270 
Gly Phe Leu Ser Arg Pro Asn Gln Val Thr Pro Glu Arg Val Pro Thr 

275 	 280 	 285 
His Gln ser Ile Glu Gly Asn. Ser Ala Cys Gly Gly His Gln Glu Arg 

290 	 295 	 300 
Ser Gln Gly Ala Pro Lys ser Tyr Lys Cys Glu Lys Cys Pro Arg Ile 
305 	 310 	 315 	 320 
Phe Arg Tyr Leu Ser Arg Leu Lys Ala His Gln Arg Arg His Asn Asn 

325 	 330 	 335 
Glu Arg Thr Phe Ile Cys Gly Gln Cys Asp Lys Gly Phe Phe Gln Ala 

340 	 345 	 350 
Ser Asp Leu Arg Met His Gln Lys Ile His Thr Gly Glu Lys Pro Phe 

355 	 360 	 365 
Lys Cys ser Thr Cys Glu Met Ser Phe Ser His Lys Thr Asn Leu Arg 

370 	 375 	 380 
Ala His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Val Cys ser Leu 
385 	 390 	 395 	 400 
Cys Gln Arg Ser Tyr Arg Gln Ser Ser Thr Tyr His Arg His Leu Arg 

405 	 410 	 415 
Thr His Gln Lys Ile Ala Phe Lys ser Val Pro Ser Arg Gly Leu Trp 

420 	 425 	 430 
Gln His Thr Ser Ser Trp Ile Pro Thr Gln Gln Ile Pro Thr Thr Val 

435 	 440 	 445 
Arg Gly Gly Glu Asp ser Met Thr Gly Lys His Phe Trp Ala Leu Ala 

450 	 455 	 460 
His Gly Arg Ala Gln His Ala Ile Val Ala Leu Pro Val Glu Met Leu 
465 	 470 	 475 	 480 
Tyr Thr Glu Trp Arg Trp Leu Pro Ser Thr Leu Ala Gln Cys Arg Gln 

485 	 490 	 495 
Glu Gly Ala Leu Pro Ala Gln Lys val Pro Leu Ser Ala Glu His Ser 

500 	 505 	 510 
Ser Gln Lys Asp Pro Gln Ser Gly Gly Ser Ala Pro Ala Trp val Pro 

515 	 520 	 525 
Tyr Thr Leu Ser Val Ala Gln Ala Arg Arg His Pro Ala His Ser Glu 

530 	 535 	 540 
Gly Thr Pro Thr His Arg Ala Trp Gln Pro Thr Gly Thr Ile Lys Trp 
545 	 550 	 555 	 560 
Arg Leu Ser Leu Tyr Ile Ala Cys Ser Ser 

565 	 570 

<210> 21 
<211> 528 
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<212> DNA 
<213> Gorilla gorilla 

<220> 
<221> misc_feature 
<222> 18, 19, 80, 211, 
<223> n = A,T,C or G 

212, 519, 520, 521, 522 

<400> 21 
aatggaatca 
gagcagtcct 
gaggtacatc 
aaggtcttta 
ccatttgttt 
cagataattc 
cacaaaacca 
cccttttgta 
gagaaaatta  

ctttccanng 
cccctgagtn 
agaaaggatc 
agtatcactg 
gtcccgagtg 
acacaggaaa 
acctgcggtc 
agacaagcta 
ccctgccaag  

tgtccctatg 
tgcccttacc 
ccatggagtc 
tcacttatta 
tcaaaaaggc 
gaagcctttc 
tcatgagaga 
ccgccagtca 
tgttccctcc  

gtgatgggag 
caccagagca 
cgaaaatcat 
nntcaccaga 
ttcttccaga 
acatgcagca 
atccacacag 
tccacatacc 
acaccagann  

cagggtgtat ctctcaacca 60 
atgagggaaa ctccacatgt 120 
acaaatgtga agaatgcccc 180 
gaagacacag gaatgagagg 240 
tatcagacct acgggtgcat 300 
tgtgtaaaaa gtccttcagc 360 
gagaaaagcc ttatacatgt 420 
accgccatat gaggactcat 480 
nntcctaa 
	

528 

<210> 22 
<211> 1302 
<212> DNA 
<213> Pan paniscus 

<400> 22 
atggctttag 
gaaaattcag 
gagttctcaa 
gaattgcaaa 
gatgaaatta 
aaagccggtg 
gacctgactg 
gaagctctct 
gtgaatgccc 
acttccttag 
aaaactactc 
atcatccagg 
tacaactcaa 
atcactttcc 
tcctcccctg 
catcagaaag 
tttaagtatc 
gtttgtcccg 
attcacacag 
accaacctgc 
tgtaagacaa 
attaccgtgc  

atctaagaac 
cgtttcaaca 
gaatggtgct 
gactttatag 
tttctctatt 
tgaaagagaa 
atgacagcat 
tttctgagga 
aaaccacaag 
aaacaggaca 
aagtaaatga 
aagagaacag 
aaagagcaga 
aaggtgtccc 
agtctgccct 
gatcccatgg 
tctgtcactt 
agtgtcaaaa 
gaaagaagcc 
ggtctcatga 
gctaccgcca 
caagtgttcc  

catatttcag 
aagccaagga 
caattcattt 
gatctttcac 
agtcctggag 
atggaaatca 
aaatccacct 
tatgccctta 
agaagcaaac 
aggatatgaa 
aaatattact 
tcctaggcct 
gctagtcact 
tatggtgatg 
tacccaccag 
agtccgaaaa 
attagctcac 
aggcttcttc 
tttcacatgc 
gagaatccac 
gtcatccaca 
ctccacacca  

tgtgaaccat 
cctgctgttc 
caagacagca 
tcatggctgc 
cagtttatga 
agtggcaaaa 
gccttagtcc 
agagatgtca 
atggggacac 
gatgaacaag 
aatcaaggcg 
gaagagggag 
gctagatctc 
ggagcagggt 
agcaatgagg 
tcatacaaat 
cagagaagac 
cagatatcag 
agcatatgta 
acaggagaaa 
taccaccgcc 
gaagcttcct  

ccgagaataa 
agagagaaga 
ataattcata 
aaccagaaaa 
ttggtggcca 
acttggagag 
acgtccacat 
ttgttcatct 
cctcccagac 
atggctggaa 
atcaaatagt 
gtgtttcttc 
aggaagggtc 
gtatctctca 
gaaactccac 
gtgaagaatg 
acaggaatga 
acctacgggt 
aaaagtcctt 
agccttatac 
atatgaggac 
as 

tcttggatca 60 
agggatttct 120 
tgcaaggcag 180 
gcacagcaag 240 
ctgcaatgac 300 
attcatagaa 360 
gcagggacag 420 
cacaaaacaa 480 
ttcccaagat 540 
cagttctttg 600 
ttccctaatc 660 
tgacaaccca 720 
cataaatgga 780 
accagagcag 840 
atgtgaggta 900 
ccccaaggtc 960 
gaggccattt 1020 
gcatcagata 1080 
cagccacaaa 1140 
atgtcccttt 1200 
tcatgagaaa 1260 

1302 

<210> 23 
<211> 1302 
<212> DNA 
<213> Bornean orangutan 

<400> 23 
atggctttag 
gaaaattcag 
gagttctcaa 
gaattgcaga 
gatgaaatta 
aaagccagtg 
gacctgactg 
gaagctctct 
gtgtctgccc 
acttccttag 
aaaactactc 
atcatccagg 
aacaactcaa 
atcacttttc  

atctaagaac 
agtttcgaca 
gaatggtgct 
gactttatag 
tttctctatt 
tgaaagagaa 
atgacagcat 
tttctgagga 
aaaccccaag 
aaacaggaga 
aagtaaatga 
aagagaacgg 
aaagagcaga 
aaggtgtccc  

catatttcag 
aagccaagga 
caattcattt 
gatctttcac 
agtcctggag 
atggaaatca 
aaatccacct 
tatgccctta 
agaagcaaat 
aggatgtgaa 
aaatattact 
tcctaggtct 
gctagtcact 
tatggagatg  

tgtgaaccat 
cctgctgttc 
caagacagca 
tcatggctgc 
cagtttatga 
agtggcaaaa 
gccttagtcc 
aaagatgtca 
atggggacac 
gatgaacaag 
aatcaaggca 
gaagagggag 
gctagatctc 
ggagcagggt 

ccgagaataa tcttggatca 60 
agagagaaga agggatttct 120 
ataattcata tgcaaggcag 180 
aaccagaaaa gcacagcaag 240 
ttggtggcca ctgcaatgac 300 
acttggagag attcatggaa 360 
atgtccacat gcagggacag 420 
ttgttcatct cacaaaacaa 480 
cctcccagac ttcccaagat 540 
atggctgcaa cagttctttg 600 
atcaaatagt ttccctaatc 660 
gtgtttcttc tgacaatcca 720 
aggaagggtc cataaacgga 780 
gtatctctca gccagagcag 840 
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gaatttagca 
gaactgcagc 
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cgcagcattc 
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accccgctgg 
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attattcagg 
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tatcagaaca 
agcgaatttg 
gaaaaatatc 
tatctgtgcc  

aatttcgccg 
gcagccagct 
gcctgcatgg 
ttagccgcct 
tgaaagaaaa 
atgattgcat 
ttagcgaaaa 
aaaacaccac 
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aggtggatga 
aagatcattg 
gccgcggcgt 
ttccggtggg 
tgccggcgca 
gcggcgcgca 
attttctggc  

cacccagggc 
gaacagcctg 
catttttcat 
ggtgctggaa 
atgggaaagc 
ggaaccgccg 
catgccgctg 
cggcgaaaac 
gggcaacgaa 
tagcattacc 
cctgcgcctg 
gaccagccat 
cgaacagccg 
tcagagcaac 
gaaaagctat 
gcatcagcgc  

agcgcggtgc 
ccggataacg 
agctggctgc 
cagtttatga 
agcggccgca 
gtgctggtgc 
aaagaagtga 
aaaggcatga 
gataaagaaa 
tgccagggca 
gaagatggcg 
agcgaaaaag 
gaatttctgc 
aaaggcgata 
aaatgcaaag  

agaacggcga 
gcaacagcaa 
agccggaaaa 
ttaacggcaa 
acctggaaaa 
gcgtgcatat 
ttgtgcatct 
gcctgcaggc 
acgcgtgcaa 
cccagacccc 
gcgcgagctg 
gcccgctgga 
cgaccagcga 
gcacctgcgg 
aatgcccgaa  

aatttttagc 120 
cgcgcgcaaa 180 
acatagcaaa 240 
ctgccgcgat 300 
actgatggaa 360 
gcagggccag 420 
gaaaaaacag 480 
gccgcaggat 540 
caacttttgg 600 
gagcctgctg 660 
cgaaaacccg 720 
aggcccgagc 780 
tcagagcagc 840 
cggccatcat 900 
aatttttcgc 960 

990 

<210> 31 
<211> 175 
<212> PRT 
<213> Gorilla gorilla 

<220> 
<221> VARIANT 
<222> 6, 7, 27, 71, 173, 174 
<223> xaa = Any Amino Acid 

Pro Met val 
10 

Pro Glu Xaa 
25 
Glu Val His 

<400> 31 
Asn Gly Ile 
1 

Ile Ser Gln 

Ser Asn Glu 
35 

Gly Val Arg 
50 

Tyr His Cys 
65 
Pro Phe Val 

Leu Arg Val 

Ser Met Cys 
115 

Glu Arg Ile 
130 

Thr Ser Tyr 
145 
Glu Lys Ile  

Thr Phe Xaa 
5 

Pro Glu Gln 
20 
Gly Asn Ser 

Lys Ser Tyr 

His Leu Leu 
70 

Cys Pro Glu 
85 

His Gln Ile 
100 
Lys Lys Ser 

His Thr Gly 

Arg Gln Ser 
150 

Thr Leu Pro 
165 

Xaa Val 

Ser Ser 

Thr Cys 
40 

Lys Cys Glu 
55 
Xaa His Gln 

Cys Gln Lys 

Ile His Thr 
105 

Phe ser His 
120 

Glu Lys Pro 
135 
Ser Thr Tyr 

Ser Val Pro  

Met Gly Ala Gly Cys 
15 

Ala Leu Thr His Gln 
30 

Gln Lys Gly Ser His 
45 

Pro Lys Val Phe Lys 
60 
His Arg Asn Glu Arg 

80 
Phe Gln Ile ser Asp 

95 
Lys Pro Phe Thr Cys 

110 
Asn Leu Arg Ser His 

125 
Cys Pro Phe Cys Lys 
140 
His Met Arg Thr His 

160 
Pro Xaa xaa ser 

175 

Glu Cys 

Arg Arg 
75 

Gly Phe 
90 
Gly Lys 

Lys Thr 

Tyr Thr 

His Arg 
155 

Ser Thr 
170 

<210> 32 
<211> 433 
<212> PRT 
<213> Pan paniscus 

Arg 

Asn 

Gly 

Asn 

His 
70 

<400> 32 
Met Ala Leu 
1 
Asn Leu Gly 

Val Gln Arg 
35 

Ser Phe Gln 
50 

Leu Tyr Arg 
65 

Asp Leu 
5 

Ser Glu 
20 
Glu Glu 

Asp Ser 

Ile Phe  

Thr Ile Phe 

Ser Ala Phe 
25 

Ile Ser Glu 
40 

Asn Ser Tyr 
55 
Ser Trp Leu  

Gln Cys 
10 
Gln Gln 

Phe Ser 

Ala Arg 

Gln Pro 

Glu Pro Ser Glu Asn 
15 

Ser Gln Gly Pro Ala 
30 

Arg. Met Val Leu Asn 
45 

Gln Glu Leu Gln Arg 
60 
Glu Lys His Ser Lys 

80 75 
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Asp Glu Ile Ile Ser Leu Leu Val Leu Glu Gln Phe Met Ile Gly Gly 
85 	 90 	 95 

His Cys Asn Asp Lys Ala Gly Val Lys Glu Lys Trp Lys Ser Ser Gly 
100 	 105 	 110 

Lys Asn Leu Glu Arg Phe Ile Glu Asp Leu Thr Asp Asp Ser Ile. Asn 
115 	 120 	 125 

Pro Pro Ala Leu Val His Val His Met Gln Gly Gln Glu Ala Leu Phe 
130 	 135 	 140 

Ser Glu Asp Met Pro Leu Arg Asp Val Ile Val His Leu Thr Lys Gln 
145 	 150 	 155 	 160 
Val Asn Ala Gln Thr Thr Arg Glu Ala Asn Met Gly Thr Pro Ser Gln 

165 	 170 	 175 
Thr ser Gln Asp Thr ser Leu Glu Thr Gly Gln Gly Tyr Glu Asp Glu 

180 	 185 	 190 
Gln Asp Gly Trp Asn Ser Ser Leu Lys Thr Thr Gln Val Asn Glu Asn 

195 	 200 	 205 
Ile Thr Asn Gln Gly Asp Gln Ile val Ser Leu Ile Ile Ile Gln Glu 

210 	 215 	 220 
Glu Asn Ser Pro Arg Pro Glu Glu Gly Gly Val Ser ser Asp Asn Pro 
225 	 230 	 235 	 240 
Tyr Asn ser Lys Arg Ala Glu Leu val Thr Ala Arg Ser Gln Glu Gly 

245 	 250 	 255 
Ser Ile Asn Gly Ile Thr Phe Gln Gly Val Pro Met val Met Gly Ala 

260 	 265 	 270 
Gly Cys Ile Ser Gln Pro Glu Gln Ser Ser Pro Glu Ser Ala Leu Thr 

275 	 280 	 285 
His Gln Ser Asn Glu Gly Asn Ser Thr Cys Glu Val His Gln Lys Gly 

290 	 295 	 300 
Ser His Gly Val Arg Lys Ser Tyr Lys Cys Glu Glu Cys Pro Lys Val 
305 	 310 	 315 	 320 
Phe Lys Tyr Leu Cys His Leu Leu Ala His Gln Arg Arg His Arg Asn 

325 	 330 	 335 
Glu Arg Pro Phe Val Cys Pro Glu Cys Gln Lys Gly Phe Phe Gln Ile 

340 	 345 	 350 
Ser Asp Leu Arg Val His Gln Ile Ile His Thr Gly Lys Lys Pro Phe 

355 	 360 	 365 
Thr Cys Ser Ile Cys Lys Lys Ser Phe. Ser His Lys Thr Asn Leu Arg 

370 	 375 	 380 
Ser His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Thr Cys Pro Phe 
385 	 390 	 395 	 400 
Cys Lys Thr Ser Tyr Arg Gln Ser Ser Thr Tyr His Arg His met Arg 

405 
Thr His Glu Lys Ile Thr Val 

	

410 	 415 

	

Pro Ser Val 	Pro Ser Thr Pro Glu Ala 
420 425 430 

Ser 

<210> 33 
<211> 433 
<212> PRT 
<213> Pongo pygmaeus 

<400> 33 
Met Ala Leu Asp Leu Arg Thr Ile Phe Gln Cys Glu Pro ser Glu Asn 

	

1 	 5 	 10 	 15 
Asn Leu Gly Ser Glu Asn Ser Glu Phe Arg Gln Ser Gln Gly Pro Ala 

20 	 25 	 30 
val Gln Arg Glu Glu Gly Ile Ser Glu Phe Ser Arg Met Val Leu Asn 

35 	 40 	 45 
Ser Phe Gln Asp Ser Asn Asn ser Tyr Ala Arg Gln Glu Leu Gln Arg 

50 	 55 	 60 
Leu Tyr Arg Ile Phe His Ser Trp Leu Gln Pro Glu Lys His Ser Lys 

	

65 	 70 	 75 	 80 
Asp Glu Ile Ile Ser Leu Leu Val Leu Glu Gln Phe Met Ile Gly Gly 

	

85 	 90 	 95 
His Cys Asn Asp Lys Ala Ser Val Lys Glu Lys Trp Lys Ser ser Gly 

100 	 105 	 110 
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Met Ala Leu 
1 

Asn Leu Gly 

val Gin Arg 
35 

Ser Phe Gln 
50 

Leu Tyr Arg 
65 
Asp Glu Ile 

His Cys Asn 

Lys Asn Leu 
115 

Pro Pro Ala 
130 

Asp Leu Arg Thr 
5 

Ser Glu Asn Ser 
20 
Glu Glu Gly Ile 

Asp Ser Asn Asn 
55 

Ile Phe His Ser 
70 

Ile Ser Leu Leu 
85 

Asp Lys Ala Ser 
100 
Glu Arg Phe Met 

Leu Val His Val 
135 

Lys 

Pro 

Ser 
145 
Val Ser 

Thr ser 

Gln Asp 

Ile Thr 
210 

Glu Asn 
225 
Asn Asn 

Ser Ile 

Gly Cys 

His Gln 
290 

Ser His 
305 
Phe Lys 

Glu Arg 

Ser Asp 

Thr Cys 
370 

Ser His 
385 
Cys Lys 

Thr His 

Glu Arg Phe Met Glu Asp Leu Thr 
120 

Leu Val His Val His Met Gln Gly 
135 
Lys Asp Val Ile Val 

155 
Arg Glu Ala Asn Met Gly 

170 
Leu Glu Thr Gly Glu Gly 

185 
Ser Leu Lys Thr Thr 

200 
Gln Ile Val ser Leu 
215 

Pro Arg Ser Glu Glu Gly Gly val 
230 	 235 

Ser Lys Arg Ala Glu Leu Val Thr Ala 
245 	 250 

Asn Gly Ile Thr Phe Gin Gly Val Pro 
260 	 265 

Ile ser Gln Pro Glu Gln Ser ser Pro 
275 	 280 
Ser Asn Glu Gly Asn Ser Thr Cys Glu 

295 
Gly Val Arg Lys ser Tyr Lys Cys Glu 

310 	 315 
Tyr Leu Cys His Leu Leu Ala His Gln 

325 	 330 
Pro Phe val Cys. Pro Glu Cys Gln Lys 

340 	 345 
Leu Arg Val His Gln Ile Ile His Thr 
355 	 360 
Ser Met Cys Glu Lys Ser Phe Ser His 

375 
Glu Arg Ile His Thr Gly Glu Lys Pro 

390 	 395 
Thr Ser Tyr Arg Gln Ser Ser Thr Tyr 

405 	 410 
Glu Lys Ile Thr Pro Pro ser Val Pro 

Asn Leu 
115 

Pro Ala 
130 
Glu Asp Met Pro Leu 

150 
Ala Gln Thr Pro 

165 
Gln Asp Thr Ser 

180 
Cys Asn Ser 

Gln Gly Asn 

Gly 
195 
Asn 

Gly 

Asp Asp Ser Ile Asn 
125 

Gln Glu Ala Leu Phe 
140 
His Leu Thr Lys Gln 

160 
Thr Pro Ser Gln 

175 
Cys Glu Asp Glu 

190 
Gln Val Asn Glu Asn 

205 
Ile Ile Ile Gin Glu 
220 
Ser Ser Asp Asn Pro 

240 
Arg Ser Gln Glu Gly 

255 
Met Glu Met Gly Ala 

270 
Glu Ser Ala Leu Thr 

285 
Val His Gln Lys Gly 
300 
Glu Cys Pro Lys Val 

320 
Arg Arg His Arg Asn 

335 
Gly Phe Phe Gln Ile 

350 
Gly Lys Lys Pro Phe 

365 
Lys Thr Asn Leu Arg 
380 
Tyr Thr Cys Pro Phe 

400 
His Arg His Met Arg 

415 
Ser Thr Pro Glu Ala 

420 425 430 
Ser 

<210> 34 
<211> 433 
<212> PRT 
<213> Pongo abelii 

<400> 34 
Ile Phe Gln Cys Glu Pro Ser Glu Asn 

10 	 15 
Glu Phe Arg Gln Ser Gln Gly Pro Ala 

25 	 30 
Ser Glu Phe Ser Arg Met Val Leu Asn 
40 	 45 
Ser Tyr Ala Arg Gln Glu Leu Gln Arg 

60 
Trp Leu Gln Pro Glu Lys His ser Lys 

75 	 80 
Val Leu Glu Gln Phe Met Ile Gly Gly 

90 	 95 
Val Lys Glu Lys Trp Lys Ser Ser Gly 

105 	 110 
Glu Asp Leu Thr Asp Asp Ser Ile Asn 
120 	 125 
His Met Gln Gly Gln Glu Ala Leu Phe 

140 
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Ser Glu Asp Met Pro Leu Lys Asp Val Ile Val His Leu Thr Lys Gln 
145 	 150 	 155 	 160 
Val Ser Ala Gln Thr Pro Arg Glu Ala Asn Met Gly Thr Pro ser Gln 

165 	 170 	 175 
Thr ser Gln Asp Thr Ser Leu Glu Thr Gly Glu Gly Cys Glu Asp Glu 

180 	 185 	 190 
Gln Asp Gly Cys Asn ser ser Leu Lys Thr Thr Gln Val Asn Glu Asn 

195 	 200 	 205 
Ile Thr ASn Gin Gly Asn Gln Ile Val Ser Leu Ile Ile Ile Gln Glu 

210 	 215 	 220 
Glu Asn Gly Pro Arg ser Glu Glu Gly Gly val Ser Ser Asp Asn Pro 
225 	 230 	 235 	 240 
Asn Asn ser Lys Arg Ala Glu Leu Val Thr Ala Arg Ser Gln Glu Gly 

245 	 250 	 255 
Ser Ile Asn Gly Ile Thr Phe Gln Gly val Pro Met Glu Met Gly Ala 

260 	 265 	 270 
Gly Cys Ile Ser Gln Pro Glu Gln Ser Ser Pro Glu ser Ala Leu Thr 

275 	 280 	 285 
His Gln Ser Asn Glu Gly Asn ser Thr Cys Glu Val His Gln Lys Gly 

290 	 295 	 300 
Ser His Gly val Arg Lys.  Ser Tyr Lys. Cys Glu Glu Cys Pro Lys Val 
305 	 310 	 315 	 320 
Phe Lys Tyr Leu Cys His Leu Leu Ala His Gln Arg Arg His Arg Asn 

325 	 330 	 335 
Glu Arg Pro Phe Val Cys Pro Glu Cys Gln Lys Gly Phe Phe Gln Ile 

340 	 345 	 350 
Ser Asp Leu Arg Val His Gln Ile Ile His Thr Gly Lys Lys Pro Phe 

355 	 360 	 365 
Thr Cys. Ser Met Cys Glu Lys Ser Phe Ser His Lys Thr Asn Leu Arg 

370 	 375 	 380 
Ser His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Thr Cys Pro Phe 
385 	 390 	 395 	 400 
Cys Lys Thr Ser Tyr Arg Gln Ser Ser Thr Tyr His Arg His Met Arg 

405 	 410 	 415 
Thr His Glu Lys Ile Thr Pro Pro ser val Pro ser Thr Pro Glu Ala 

420 	 425 	 430 
Ser 

<210> 35 
<211> 334 
<212> PRT 
<213> Ailuropoda melanoleuca 

<400> 35 
Leu Lys Ile Asp Ser Phe Leu Cys Glu Leu Ser Met Asp Asp Pro Gly 
1 	 5 	 10 	 15 
Ser Lys Asn Lys ASp Phe Lys Pro Ser Gln Gly Pro Ala Leu Gln Lys 

20 	 25 	 30 
Ala Glu Glu Ile Ser Glu Phe Gln Asp ser Gln His ser Leu Phe Gln 

35 	 40 	 45 
Asp Gly Asn Asn Ser His Ala Lys Gln Glu Leu Gln Arg Leu Tyr Lys 

50 	 55 	 60 
Ser Phe Tyr Ser Trp Leu Gln Pro Glu Lys His Ser Lys Asp Glu Ile 
65 	 70 	 75 	 80 
Ile Phe Gln val Val Leu Glu Gln Phe Met Ile Asn Arg His Cys Ser 

85 	 90 	 95 
Gly Arg Ser Thr Leu Lys Lys Lys Trp Glu Ser Ser Gly Arg Asn Leu 

100 	 105 	 110 
Glu Lys Phe Met Glu ser Leu ser Glu ser ser Leu Lys Pro Pro Asp 

115 	 120 	 125 
Leu Val His Val His Met Gln Gly Gln Glu Ala Leu Phe Ser Glu Asn 

130 	 135 	 140 
Met Pro Leu Lys Glu val Ile Val His Leu Thr Lys Gln Leu Ser Val 
145 	 150 	 155 	 160 
Gly ser Pro Thr Gly Thr Asp Met. Glu Thr Pro ser Trp Thr Pro Gln 

165 	 170 	 175 
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Asp Thr Ser Leu Glu Thr Gly Gln Gly Glu Trp Gly Lys Lys Glu Asn 
180 	 185 	 190 

Gly Asp Asn Ile Tyr His Ile Asn Asp Ser Ile Thr Ser Gln Gly Asn 
195 	 200 	 205 

Glu Ile Pro Ser Leu Leu Ile Ile Arg Glu Glu Asp Tyr pro Arg Pro 
210 	 215 	 220 

Glu Glu Asp Ser val Ser Leu Lys Asn Pro Leu ser Ser Arg Lys Ala 
225 	 230 	 235 	 240 
Gly Leu Gly Met ser Gly ser Gln Glu Gly Ser Leu Lys Gly Pro ser 

245 	 250 	 255 
Tyr Gln Asp Val Leu Met Glu Gly Gly Pro Gly Phe Leu Ser Gln Ser 

260 	 265 	 270 
Ile Gln val ser Pro Glu Pro Val Pro Thr His Gln Arg Thr Glu Gly 

275 	 280 	 285 
Asn ser Thr Arg Gly Gly His Gln Glu Arg Cys Arg Glu Ala Gln Asn 

290 	 295 	 300 
Ser Tyr Arg Cys Glu Lys Cys Pro Lys Ile Phe Arg Tyr Phe Ser Gln 
305 	 310 	 315 	 320 
Leu Lys Ala His Gln Arg Arg His Asn Asn Glu Arg Thr Phe 

325 	 330 

<210> 36 
<211> 439 
<212> PRT 
<213> Sus scrofa 

<400> 36 
Met Asp Leu Asp Leu Arg Leu Ser Phe Gln Gly Glu Pro Ser Arg Asn 
1 	 5 	 10 	 15 

Asp pro Gly Ser Glu Asn Leu Ala. Leu Lys Ala Ser Gln Gly Tyr Val 
20 	 25 	 30 

Ile Arg Asp Gly Glu Gly Ile ser Glu Phe Pro Asn Thr Arg Leu Ser 
35 	 40 	 45 

Leu Phe Gln Asn Ser Ser Asn Ser Phe Ala Arg Arg Glu Leu Gln Arg 
50 	 55 	 60 

Leu Tyr Asn Leu Phe His Ser Trp Leu Gln Pro Glu Lys Arg Ser Lys 
65 	 70 	 75 	 80 
Asp Glu Met Ile ser Cys Leu Val Leu Glu Gln Phe val Ile Asn Gly 

85 	 90 	 95 
His cys Ser Asp Arg Ser Thr Leu Gln Glu Lys Trp Asn Ala ser Gly 

100 	 105 	 110 
Arg Asn Leu Glu Lys Phe Met Glu Asp Leu Thr Asp Asp Gly Met Lys 

115 	 120 	 125 
Gln Pro Gly Phe val His Val His Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Glu Asn Met Pro Leu Arg Glu Val Leu val His Phe Arg Lys His 
145 	 150 	 155 	 160 
Leu Ala Thr Ala Thr Pro Arg Gly Glu Asn Thr Lys Ala Pro Leu Trp 

165 	 170 	 175 
Thr Pro Arg Asp Ala Ser Leu Glu Thr Gly Gln Glu Ser Glu Gly Lys 

180 	 185 	 190 
Glu cys Gly Gly Asn Thr ser Arg Lys. Thr Cys Pro Val Thr Glu ser 

195 	 200 	 205 
Leu Thr Trp Gln Gly Ser Gln Thr Pro Phe Leu Leu Ile Ile Pro Glu 

210 	 215 	 220 
Glu Thr Cys Pro Gly Leu Glu Glu Ala Gly Val ser Pro Glu Asn Pro 
225 	 230 	 235 	 240 
Leu Gly Ser Arg Thr Ala Glu Pro Gly Leu Ala val Ser Gln Glu Gly 

245 	 250 	 255 
ser Pro Glu Gly Pro Phe Gly Gly Asp val His Leu Glu Ala Glu Pro 

260 	 265 	 270 
Gly Phe Leu ser Arg Pro Asp Gln Val Thr Leu Glu Pro Val Ser Ala 

275 	 280 	 285 
HiS Pro Ser Leu Glu Gly Asn Pro Ala Arg Gly Lys Ser Pro Glu Gly 

290 	 295 	 300 
Leu Pro Gly Ala Gln Lys Val Phe Pro Cys Glu Lys Cys Ser Gln Val 
305 	 310 	 315 	 320 
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Phe Arg Tyr Leu Ser Arg Leu Lys val His Gln Arg Arg His Asn Asp 
325 	 330 	 335 

Glu Arg Pro Phe Val Cys Ala Lys Cys Lys Lys Gly Phe Phe Gln Thr 
340 	 345 	 350 

Ser Asp Leu Arg Val His Gln Arg Ile His Thr Lys Glu Lys Pro Phe 
355 	 360 	 365 

Arg Cys Ser Thr Cys Lys Arg Pro Phe Ser His Lys Thr Asn Leu Arg 
370 	 375 	 380 

Ala His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Leu Cys Ser Leu 
385 	 390 	 395 	 400 
Cys Gln Arg Arg Tyr Arg Gln ser Ser Thr Tyr Asn Arg His Leu Lys 

405 	 410 	 415 
Ser His Gln Lys Leu Ala Leu Lys Gly Asp Leu Ser Gly Val Pro Val 

420 	 425 	 430 
Val Ala Gln Arg Lys Arg Ile 

435 

<210> 37 
<211> 433 
<212> PRT 
<213> Nomascus leucogenys 

<400> 37 
Met Ala Leu Glu Leu Arg Thr Ile Phe Gln Cys Glu Pro ser Glu Asn 
1 	 5 	 10 	 15 

Asn Leu Gly ser Glu Asn Ser Glu Phe Arg Gln ser Gln Gly Pro Ala 
20 	 25 	 30 

val Gln Arg Glu Glu Gly Ile Ser Glu Phe Ser Arg Met Val Leu Asn 
35 	 40 	 45 

Ser Phe Gln Asp Ser Asn Lys Ser Tyr Ala Arg Gln Glu Leu Gln Arg 
50 	 55 	 60 

Leu Tyr Arg Ile Phe His Ser Trp Leu Gln Pro Glu Lys His Ser Lys 
65 	 70 	 75 	 80 
Asp Glu Ile Ile Ser Leu Leu Val Leu Glu Gln Phe Met Ile Gly Gly 

85 	 90 	 95 
His Cys Asn Asp Lys Thr Ser Val Lys Glu Lys Trp Lys Ser Ser Gly 

100 	 105 	 110 
Lys Asn Leu Glu Arg Phe Met Glu Asp Leu Thr Asp Asp ser Ile Asn 

115 	 120 	 125 
Pro Pro Ala Leu val His Val His Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Glu Asp Met Pro Leu Lys Asp Val Ile Val His Leu Thr Lys Gln 
145 	 150 	 155 	 160 
Val ser Ala Gln Ile Pro Arg Glu Ala Asn Met Gly Thr Pro Phe Gln 

165 	 170 	 175 
Thr Ser Gln Asp Thr ser Leu Glu Thr Gly Gln Gly Arg Glu Asp Glu 

180 	 185 	 190 
Gln Asp Gly Cys Asn ser ser Leu Lys Thr Thr Gln Val Asn Glu Asn 

195 	 200 	 205 
Ile Thr Asn Gln Gly Asn Gln Ile Val ser Leu Ile Ile Ile Gln Glu 

210 	 215 	 220 
Glu Asn Gly Pro Arg Pro Glu Glu Gly Gly Val Ser Ser Asp Asn Pro 
225 	 230 	 235 	 240 
Cys Asn Ser Lys Arg Ala Glu Leu val Thr Ala Arg ser Gln Glu Gly 

245 	 250 	 255 
Ser Ile Asn Gly Ile Thr Phe Gln Gly Val Pro Met Glu Met Gly Ala 

260 	 265 	 270 
Gly Cys Ile Ser Gln Pro Glu Gln Ser Ser Pro Glu Ser Ala Pro Thr 

275 	 280 	 285 
His Gln Ser Asn Glu Gly Asn ser Thr Cys Glu Val His Gln Lys Gly 

290 	 295 	 300 
Ser His Gly Val Arg Lys Ser Tyr Lys Cys Glu Glu Cys Pro Lys Val 
305 	 310 	 315 	 320 
Phe Lys Tyr Leu Cys His. Leu Leu Ala His Gln Arg Arg His Arg Asn 

325 	 330 	 335 
Glu Arg Pro Phe Val Cys Pro Glu Cys Gln Lys Gly Phe Phe Gln Thr 

340 	 345 	 350 
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Ser Asp Leu Arg Val His Gln Val Ile His Thr Gly Lys Lys Pro Phe 
355 	 360 	 365 

Thr Cys ser Met Cys Glu Lys Ser Phe ser His Lys Thr Asn Leu Arg 
370 	 375 	 380 

Ser His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Thr Cys Pro Tyr 
385 	 390 	 395 	 400 
Cys Lys Thr ser Tyr Arg Gln ser Ser Thr Tyr His Arg His Met Arg 

405 	 410 	 415 
Thr His Glu Lys Ile Thr Ser Pro Ser Val Pro ser Thr Pro Glu Ala 

420 	 425 	 430 
Ser 

<210> 38 
<211> 432 
<212> PRT 
<213> macaca mulatta 

<400> 38 
Met Ala Leu Asp Leu Arg Thr Ile Phe Gln His Glu Pro Ser Glu Asn 
1 	 5 	 10 	 15 

Asn Leu Gly Ser Glu Asn Ser Glu Phe Arg Arg Ser Gln Gly Pro Ala 
20 	 25 	 30 

Val Gln Thr Glu Glu Gly Ile Ser Glu Phe Ser Arg Met Met Leu Asn 
35 	 40 	 45 

Ser Phe Gln Asp Ser Asn Asn Ser Tyr Ala Arg Gln Glu Leu Gln Arg 
50 	 55 	 60 

Leu Tyr Arg Ile Phe His Ser Trp Leu Gln Pro Glu Lys His ser Lys 
65 	 70 	 75 	 80 
Asp Glu Ile Ile. Ser Leu. Leu Val Leu Glu Gln Phe Met Ile Gly Gly 

85 	 90 	 95 
His Cys Asn Asp Lys Ala Thr Val Lys Glu Lys Trp Lys Ser Ser Gly 

100 	 105 	 110 
Lys Asn Leu Glu Arg Phe Met Glu Asp Leu Thr Asp Asp Ile Ile Asn 

115 	 120 	 125 
Pro Pro Ala Leu Val His Val His Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Asp Asn Met Pro Leu Lys Asp Val Ile Val His Leu Thr Lys Gln 
145 	 150 	 155 	 160 
val Ser Ala Lys Thr Pro Arg Glu Ala Asn Met Gly Thr Pro Phe Gln 

165 	 170 	 175 
Thr Ser Gln ASp Thr ser Ser Glu Thr Gly Gln Gly Arg Glu Asp Glu 

180 	 185 	 190 
Gln Asp Gly Cys Asn Ser Ser Leu Lys Thr Thr Gln Val Asn Glu Ser 

195 	 200 	 205 
Asn Thr Asn Gln Asp Asn Pro Ile Val Ser Leu Ile Ile Gln Glu Glu 

210 	 215 	 220 
Asn Gly Pro Arg Pro Lys Glu Gly Gly Val Ser Ser Asp Asn Pro Tyr 
225 	 230 	 235 	 240 
Asn Ser Arg Arg Thr Glu Leu Asp Thr Ala Arg ser Gln Glu Gly ser 

245 	 250 	 255 
Thr Asn Gly Ile Ile Phe Gln Gly val Pro Met Glu Met Gly Ala Gly 

260 	 265 	 270 
Phe Ile ser Gln Pro Glu Gln ser Ser Pro Glu Ser Ala Pro Thr His 

275 	 280 	 285 
Gln Ser Asn Lys Gly Asn Ser Thr Cys Glu Val His Gln Lys Gly ser 

290 	 295 	 300 
His Gly Val Arg Lys ser Tyr Lys Cys Glu Glu. Cys Pro Lys Val Phe 
305 	 310 	 315 	 320 
Lys Tyr Leu Cys His Leu Leu Ala His Gln Arg. Arg His Arg Asn Glu 

325 	 330 	 335 
Arg Pro Phe Val Cys Pro Lys Cys Gln Lys Gly Phe Phe Gln Ile ser 

340 	 345 	 350 
Asp Leu Arg Val His Gln Ile Ile His Thr Gly Glu Lys Pro Phe Thr 

355 	 360 	 365 
Cys Ser Met Cys Glu Lys Ser Phe Ser His Lys Thr Asn Leu Arg Ser 

370 	 375 	 380 
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His Glu Arg Ile His Thr Gly Glu Lys Pro Tyr Thr Cys Pro Tyr Cys 
385 	 390 	 395 	 400 
Lys Arg ser Tyr Arg Gln Ser ser Thr Tyr His Arg His Met Arg Thr 

405 	 410 	 415 
His Lys Lys Ile Thr Leu Pro Thr Val Pro Ser Thr Pro Glu Ala Ser 

420 	 425 	 430 

<210> 39 
<211> 336 
<212> PRT 
<213> Cavia porcellus 

<400> 39 
Met Ala Leu Asp Leu Arg Lys ser Phe Cys Gln Glu Leu Ser ser Asn 
1 	 5 	 10 	 15 

Asn Leu Glu Ser Glu Asp Leu Glu Phe Ser Ser Thr Gln Gly Phe Ala 
20 	 25 	 30 

Val Pro Lys Arg Glu Ile Ser Ala Phe Ser Ser Ile Gln Leu Asn Ser 
35 	 40 	 45 

Leu Gln Tyr Ser Asp Asn Ser Glu Ala Arg Lys Glu Leu Gln Arg Leu 
50 	 55 	 60 

Tyr Glu Phe Phe His Ser Trp Leu Gln Pro Glu Asn His ser Lys Asp 
65 	 70 	 75 	 80 
Gln Ile Ile Ala Gln Leu Ala Met Glu Gln Phe Met Leu Ser Gly Arg 

85 	 90 	 95 
Cys Arg Asp Lys Ser Ile Leu Lys Lys Lys Trp Glu Ser Ser Gly Lys 

100 	 105 	 110 
Asn Leu Glu Lys Leu Leu Glu Asp Leu Thr Asp Asp Cys Met Lys Pro 

115 	 120 	 125 
Pro val Leu Val His val Cys Met Gln Gly Gln Glu Ala Leu Phe Ser 

130 	 135 	 140 
Glu Asp Met Pro Leu Lys Glu Val Ile Ala His Leu Thr Lys Gln Ser 
145 	 150 	 155 	 160 
Ser Ala Lys Thr Phe Thr Ala Gly Met Gly Thr Ala His Gln Val Ser 

165 	 170 	 175 
Gin Asn Ala Pro Leu Gly Thr Arg Gin Gly Asn Glu His Glu Glu Asp 

180 	 185 	 190 
Gly Cys Thr Ser Ser Trp Glu val Thr Gln Val Asn Asp Tyr Ile Thr 

195 	 200 	 205 
Asn Pro Gly Lys Glu Ile Val Ser Leu Leu Ile Ile Pro Glu Ala Asn 

210 	 215 	 220 
Asp Pro Thr Pro Val Glu Glu Ser Ala Ser Trp Glu Asn Thr His ser 
225 	 230 	 235 	 240 
Ser Arg Lys Ala Arg Pro Val Ile Cys Gly Leu Gln Glu Glu Ser Gln 

245 	 250 	 255 
LYs Gly Pro Ser Tyr Gln Asp Val Pro Met Asp Val Gly Pro Gly Ser 

260 	 265 	 270 
Ser Ser Leu Pro His Gln Ser Ser Ser Glu Pro Val Ser Asn His His 

275 	 280 	 285 
Cys Ser Glu Gly Asn Ser Ala Cys Glu Glu Ser Gln Glu Arg Phe His 

290 	 295 	 300 
Glu Ser Pro Lys Ser Tyr Lys Cys Glu Glu Cys Pro Lys Thr Phe Lys 
305 	 310 	 315 	 320 
Tyr Leu Ser His Phe Leu Ala His Gln Arg Cys His Arg ser Phe. Arg 

325 	 330 	 335 

<210> 40 
<211> 330 
<212> PRT 
<213> spermophilus tridecemlineatus 

<400> 40 
met Pro Ser Asn Leu Thr Asn Ser Cys Gln Cys Lys Thr Ser Gln Asn 
1 	 5 	 10 	 15 

Asp Phe Glu Leu Gly Asn Thr Glu Phe Arg Arg Thr Gln Gly Ser Ala 
20 	 25 	 30 
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Val Gln Asn Gly Glu Ile Phe Ser Glu Phe ser Ser Ser Gln Leu Asn 
35 	 40 	 45 

Ser Leu Pro Asp Asn Gly Asn ser Asn Ala. Arg Lys Glu Leu Gln Arg 
50 	 55 	 60 

Leu His Gly Ile Phe His Ser Trp Leu Gln Pro Glu Lys His Ser Lys 
65 	 70 	 75 	 80 
Asp Glu Ile Ile Ser Arg Leu Val Leu Glu Gln Phe Met Ile Asn Gly 

85 	 90 	 95 
Asn Cys Arg.  Asp Arg Ser Ile Leu Lys Glu Lys Trp Glu Ser Ser Gly 

100 	 105 	 110 
Arg Asn Leu Glu Lys Leu Met Glu Asp Leu Thr Asp Asp Cys Met Glu 

115 	 120 	 125 
Pro Pro Val Leu Val Arg Val His Met Gln Gly Gln Glu Ala Leu Phe 

130 	 135 	 140 
Ser Glu Asn Met Pro Leu Lys Glu Val Ile Val His Leu Lys Lys Gln 
145 	 150 	 155 	 160 
Leu Ser Ala Glu Asn Thr Thr Gly Glu Asn Lys Gly Met Ser Leu Gln 

165 	 170 	 175 
Ala Pro Gln Asp Thr Pro Leu Glu Thr Arg Gln Gly Asn Glu Asp Lys 

180 	 185 	 190 
Glu Asn Ala Cys Asn Asn Phe Trp Lys Asn Thr Gln Val Asp Asp Ser 

195 	 200 	 205 
Ile Thr cys Gln Gly Thr Gln Thr Pro ser Leu Leu Ile Ile Gln Glu 

210 	 215 	 220 
Asp His Cys Leu Arg Leu Glu Asp Gly Gly Ala Ser Cys Glu Asn Pro 
225 	 230 	 235 	 240 
His Asn Ser Arg Arg Gly Val Thr ser His ser Glu Lys Gly Pro Leu 

245 	 250 	 255 
Glu Gly Pro Ser Tyr Gln Asn Ile Pro Val Gly Glu Gln Pro Glu Phe 

260 	 265 	 270 
Leu Pro Thr Ser Asp Gln ser ser ser Glu Phe Val Pro Ala His Gln 

275 	 280 	 285 
Ser Asn Lys Gly Asp Ser Thr Cys Gly Gly His His Glu Lys Tyr Arg 

290 	 295 	 300 
Gly Ala Gln. Lys Ser Tyr Lys Cys Lys Glu Cys Pro Lys Ile Phe Arg 
305 	 310 	 315 	 320 
Tyr Leu Cys His Phe Leu Ala His Gln Arg 

325 	 330 

<210> 41 
<211> 39 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic Construct 

<400> 41 
cggtttgttt gggtttgggt ttgggtttgg gtttgggtt 	 39 

<210> 42 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic Construct 

<400> 42 
ggcttgcctt acccttaccc ttacccttac ccttaccct 	 39 

<210> 43 
<211> 23 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic Construct 
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<400> 43 
cagcaagtgg gaaggtgtaa tcc 	 23 

<210> 44 
<211> 25 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Synthetic Construct 

<400> 44 
cccattctat catcaacggg tacaa 	 25 
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