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FIGURE 6
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FIGURE 6 (CONTINUED)
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FIGURE 7 (CONTINUED)
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FIGURE 8
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GPEtn 18:2 GPCLyso18:2
1.25 70
5.3e-12 . 2.4e-06
= 1.00- = 60
e @ 501
-
< 0.50- S 30
9 2 90
2 - —
= 0.25 10-
OOO- e (- ﬁ O- . (- ﬁ
O F = O & =
SM d18:1/18:0 Cer d18:1/24:0
30 2.0
- 9.7e-10 be-6
_l —
m = 15-
9 5n o
o —
= o
3 51 0-
©
= 101 i)
Q = —
g 50.5'
0- 0.0-
- (- e - (- o
5 2 = 5 2 =



13/16

FIGURE 11

18:0

2
d18:1/1 8.0 ’

d18:1/16:0

d18:1/24:0
418:1/24:1
d18:1/22:0
d18:1/200
el «8“%
d,‘g._»\MG.
AQ'L%
Q"
AO'.’\;A_'A‘Q@@ o
20: %P %

Sy ¢ Patient/Control
® M alignant/Benign

36:4



14/16

FIGURE 12
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FIGURE 13
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FIGURE 14
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