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Figure 3.
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Figure 8
NH;-
DTIYTVQSGDTLSGISYKFAKDNSMINDLAKKNNIQDINKIF VGQKLIIK-COOH
Figﬁre 9

NH,- .
SYTSNAS GSEAAAKAWIAGRﬁSGGNYNATNGQYIGKYQLAASYLGGDYSPANQ
ERVADQYVASRYGS WTAAQQFWQANGWY-COOH

Figure 10

NH;-SDGEIQEYNAQNAANANVANNNTQATQQQTA QAQPQQAQSQANQ-
COOH

Figure 11
NH>-MISKKNFAKVSATLGAVALGVSATATAANA-COOH
Figure 12

NH,-
DTIYTVQSGDTLSGISYKFAKDNSMINDLAKKNNIQDINKIE VGQKLIKSDGEIQE
YNAQNAANANVANNNTQATQQQTAQAQPQQAQSQANQS YTSNASGSEAAAK
AmnAGRBSGGNYNATNGQYKﬂ{YQLAAsYLGGDYSPANcuﬂuhMDQYVASRYGS

_ WTAAQQFWQAN GWY-COOH

Figure 13

NH;- ‘
MISKKNFAKVSATLGAVALGVSATATAANADTIYTVQSGDTLSGISYKFAKDNS

- MINDLAKKNNIQDINKIFVGQKLIKSDGEIQEYNAQNAANANVANNNTQATQQQ
 TAQAQPQQAQSQANQSYTSNASGSEAAAKAWIAGRESGGNYNATNGQYIGKYQ
~ LAASYLGGDYSPANQERVADQYVASRYGSWTAAQQFWQANGWY-COOH '
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Figure 14

5- <
ATGATTTCTAAGAAAAACTTTGCTAAAGTATCTGCTACTCTTGGTGCAGTGGC
CTTAGGTGTTAGTGCAACGGCTACTGCTGCTAATGCT-3’

Figure 15
5-
GACACTATCTACACCGTACAAAGTGGTGA CACACTTTCAGGTATTTCTTACAA

ATTTGCTAAAGACAACAGTATGATCAATGATCTTGCTAAGAAGAACAATATT
CAAGATATTAACAAGATTTTTGTTGGTCAAAAGTTAATCATCAAG-3’

Figure 16
5’-
AGCGATGGTGAAATTCAAGAATACAATGCTCAAAATGCAGCTAATGCAAATG .

TAGCAAACAACAATACTCAAGCTACACAACAACAAACTGCTCAAGCACAAC -
CTCAACAAGCACAAAGCCAAGCTAACCAA-3’

Figure 17

57
AGCTACACTTCAAATGCTTCAGGTTCAGAAGCTGCTGCTAAAGCTTGGATTGC
CGGTCGTGAATCAGGTGGTAACTACAACGCCACAAACGGTCAATACATTGGT
AAGTACCAATTAGCTGCATCATACCTTGGTGGTGACTACTCACCAGCTAACC
AAGAACGCGTTGCTGACCAATACGTTGCAAGTCGITACGGTTCTTGGACTGCT
GCCCAACAATTCTGGCAAGCAAACGGTTGGTACTAA-3’ '

Figure 18

5%-

GACACTATCTACACCGTACAAAGTGGTGA CACACTTTCAGGTATTTCTTACAA
- ATTTGCTAAAGACAACAGTATGATCAATGATCTTGCTAAGAAGAACAATATT
CAAGATATTAACAAGATTTTTGTTGGTCAAAAGTTAATCATCAAGAGCGATG

_GTGAAATTCAAGAATACAATGCTCAAAATGCAGCTAATGCAAATGTAGCAAA
CAACAATACTCAAGCTACACAACAACAAACTGCTCAAGCACAACCTCAACAA .
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GCACAAAGCCAAGCTAACCAAAGCTACACTTCAAATGCTTCAGGTTCAGAAG
CTGCTGCTAAAGCTTGGATTGCCGGTCGTGAATCAGGTGGTAACTACAACGC

CACAAACGGTCAATACATTGGTAAGTACCAATTAGCTGCATCATACCTTGGT

GGTGACTACTCACCAGCTAACCAAGAACGCGTTGCTGACCAATACGTTGCAA
GTCGTTACGGTTCTTGGACTGCTGCCCAACAATTCTGGCAAGCAAACGGTTG

GTACTAA-Y |

Figure 19

5’-

- ATGATTTCTAAGAAAAACTTTGCTAAAGTATCTGCTACTCTTGGTGCAGTGGC

CTTAGGTGTTAGTGCAACGGCTACTGCTGCTAATGCTGACACTATCTACACCG
TACAAAGTGGTGACACACTTTCAGGTATTTCTTACAAATTTGCTAAAGACAAC
AGTATGATCAATGATCTTGCTAAGAAGAACAATATTCAAGATATTAACAAGA
TTTTTGTTGGTCAAAAGTTAATCATCAAGAGCGATGGTGAAATTCAAGAATA
CAATGCTCAAAATGCAGCTAATGCAAATGTAGCAAACAACAATACTCAAGCT
ACACAACAACAAACTGCTCAAGCACAACCTCAACAAGCACAAAGCCAAGCT

- AACCAAAGCTACACTTCAAATGCTTCAGGTTCAGAAGCTGCTGCTAAAGCTT
- GGATTGCCGGTCGTGAATCAGGTGGTAACTACAACGCCACAAACGGTCAATA
. CAT’I‘GGTAAGTACCAATTAGCTGCATCATACCTTGGTGGTGACTACTCACCAG

CTAACCAAGAACGCGTTGCTGACCAATACGTTGCAAGTCGTTACGGTTCTTG
GACTGCTGCCCAACAATTCTGGCAAGCAAACGGTTGGTACTAA—3’

Figure 20

5°-

"ATGATHWSNAARAARAAYTTYGCNAARGTNWSNGCNACNY TNGGNGCNGTN
 GCNYTNGGNGTNWSNGCNACNGCNACNGCNGCNAAYGCN-3

Figure 21

5’-

. GAYACNATHTAYACNGTNCARWSNGGNGAYACNYTNWSNGGNATHWSNTA

YAARTTYGCNAARGAYAAYWSNATGATHAAYGAYYTNGCNAARAARAAYA
AYATHCARGAYATHAAYAARATHTTYGTNGGNCARAARYTNATHATHAAR-3’
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Figufe 22

5’-
WSNGAYGGNGARATHCAR GARTAYAAYGCNCARAAYGCNGCNAAYGCNAA
YGTNGCNAAYAAYAAYACNCARGCNACNCARCARCARACNGCNCARGCNCA

- RCCNCARCARGCNCARWSINCARGCNAAYCAR-3’

Figure 23

5%~
WSNTAYACNWSNAAYGCN WSNGGNWSNGARGCNGCNGCNAARGCNTGGAT
HGCNGGNMGNGARWSNGGNGGNAAYTAYAAYGCNACNAAYGGNCARTAYA
THGGNAARTAYCARYTNGCNGCNWSNTAYYTNGGNGGNGAYTAYWSNCCNG
CNAAYCARGARMGNGTING CNGAYCARTAYGTNGCNWSNMGNTAYGGNWSN
TGGACNGCNGCNCARCART TYTGGCARGCNAAYGGNTGGTAY-3’

Figure 24

5°.
GAYACNATHTAYACNGINCARWSNGGNGAYACNYTNWSNGGNATHWSNTA
YAARTTYGCNAARGAYAAY WSNATGATHAAYGAYYTNGCNAARAARAAYA
AYATHCARGAYATHAAYA ARATHTTYGTNGGNCARAARYTNATHATHAARW
SNGAYGGNGARATHCARGARTAYAAYGCNCARAAYGCNGCNAAYGCNAAYG
TNGCNAAYAAYAAYACNC ARGCNACNCARCARCARACNGCNCARGCNCARC
CNCARCARGCNCARWSNCARGCNAAYCARWSNTAYACNWSNAAYGCNWSN
GGNWSNGARGCNGCNGCN AARGCNTGGATHGCNGGNMGNGARWSNGGNGG
NAAYTAYAAYGCNACNAAYGGNCARTAYATHGGNAARTAYCARYTINGCNGC

- NWSNTAYYTNGGNGGNGA'YTAYWSNCCNGCNAAYCARGARMGNGTNGCNG

AYCARTAYGTNGCNWSNMGNTAYGGNWSNTGGAC_NGCNGCN CARCARTTYT
GGCARGCNAAYGGNTGGTAY-3’ '

Figure 25

5°-

ATGATHWSNAARAARAAY TTYGCNAARGTNWSNGCNACNYTNGGNGCNGTN
GCNYTNGGNGTNWSNGCN ACNGCNACNGCNGCNAAYGCNGAYACNATHTAY
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ACNGTNCARWSNGGNGAYACNYTNWSNGGNATHWSNTAYAARTTYGCNAA
RGAYAAYWSNATGATHAAYGAYYTNGCNAARAARAAYAAYATHCARGAYA
THAAYAAR ATHTTYGTNGGNCARAARYTNATHATHAARWSNGAYGGNGARA
THCARGARTAYAAYGCNCARAAYGCNGCNAAYGCNAAYGTNGCNAAYAAYA
AYACNCARGCNACNCARCARCARACNGCNCARGCNCARCCNCARCARGCNC
ARWSNCARGCNAAYCARWSNTAYACNWSNAAYGCNWSNGGNWSNGARGCN
GCNGCNAARGCNTGGATHGCNGGNMGNGAR WSNGGNGGNAAYTAYAAYGC
NACNAAYGGNCARTAYATHGGNAARTAYCARYTNGCNGCNWSNTAYYTNGG
NGGNGAYTAYWSNCCNGCNAAYCARGARMGNGTNGCNGAYCARTAYGTING
CNWSNMGNTAYGGNWSNTGGACNGCNGCNCARCARTTYTGGCARGCNAAY
GGNTGGTAY-3’ ‘

Figure 26

TAAAGATAGTTATAAACGGAAAATAAAGGGCGGTITTGGAGCAAATA
TGAAATTTTTGCGAAGAAATCAGCTTITTTITATTTATTTTTTTATAAATCATCT
GTAAAAGTTATGCAAACCGAAAACGCAACCCGCACAAGGAATTAGCCGATT
ATGACTATAATATTTTAAAAGCTATATTACAAAAAGCAAACGGAGAGTAGTA
AATAGAAAT '

=35 ~10/-35 -10

Figure 27

AATAAATAAGATTAATCAATTTTATTGCGAGACTGATGGAATATTATT
TCCTTCTGTCTCGCTTTTTTGGGCTAATATGTTATAATGGTAGTACTTCTTATG
G‘GGATGTTTATGGAT'I_‘CGACAGGTATAGGTCGAGTTTCAACTGCGTTT



