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1

val pPhe
Gly 1le
Leu Ala

50

Gly Ile
65
Lys Glu

Leu Phe

Ala GiIn

Immunogen,

nc.

Deckert, Jutta
Park, Peter
Tavares, Daniel
Rui, Lingyun

sequencelisting_revised_ascii
SEQUENCE LISTING

CD37-BINDING MOLECULES AND IMMUNOCONIUGATES THEREQF

2921.003PC03

PCT/US2011/028172

2011-03-11

61/412,644
2010-11-11

61/327,314
2010-04-23

61/313,628
2010-03-12

198

PatentIn version 3.5

1
280
PRT
Homo

cp37

1

Ala

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu
115

sapiens

Gln

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Glu

Phe

Leu

Pro

Met

cys

85

Gln

Arg

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Ser

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

lLeu

Leu

val

Lys

40

Ile

Ala

Gly

Leu

Arg

ser

Leu

25

Thr

Trp

Leu

Leu

Leu Ile
10

Gly ser

ser Phe

Ser Lys

Leu Gly
75

Tyr Phe
90

Ile Leu

val val

Page 1

Lys

l.eu

val

val

60

Cys

Gly

Ile

Glu

Tyr

Ile

Ser

45

Leu

val

Met

ser

Lys

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Phe

Phe

Gly

ser

Leu

80

Leu

Arg

Gln



Lys

Tyr

145

Trp

val

Leu

Arg

Ile

225

Asn

Leu

Tyr

130

val

Phe

Pro

Asp

Ser

210

Tyr

Leu

Gly

Gly

Gln

Gln

Cys

Lys

195

Arg

Arg

Ile

Phe

val Tyr Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

275

2
281
PRT

Thr

Phe

val

Ser

180

val

His

Glu

ser

Met

260

Arg

Asn

GIn

Leu

165

Ccys

Ile

Ser

Gly

Ile

245

Thr

Leu

Pro

Leu

150

Ile

Tyr

Leu

Ala

cys

230

val

Leu

Ala

Macaca mulatta

CD37
2

Met Ser Ala GIn Glu
1 5

val Phe Asn Leu Phe

Phe Gly Ile Trp Ile
35

Gly Leu Ala pPhe val
50

ser

Phe

Leu

Pro

sequencelisting_revised_ascii

Glu Glu Thr Ala Ala

135

Arg

Leu

Asn

Pro

Asp

215

Ala

Gly

Ser

Tyr

Cys

Phe

Ile

Leu
55

Cys

Arg

Leu

Gln

200

Ile

GIn

Ile

Ile

Arg

Leu

val

Asp
40

Cys

Gly

sSer

185

Leu

Cys

Gly

Cys

Phe
265

ser

Ile
25

Lys

Gly Trp
155

Asn Gly
170

Ala Thr

Ser Arg

Ala val

Leu Gln

235

Leu Gly
250

Ley Cys

Leu Ile
10
Leu Gly

Thr ser

Trp Ser

Page 2

Glu Glu ser

140

His

Ser

ASN

Leu

Pro

220

Lys

val

Arg

Lys

Ser

Phe

Lys
60

Tyr

Glu

Asp

Gly

Ala

Trp

Gly

AsSn

Tyr
Leu
val
45

val

Pro

Ala

Ser

190

His

Glu

Leu

Leu

Leu
270

Phe

ITe

30

ser

Leu

Trp

Gln

His

175

Thr

Leu

Ser

His

Leu

255

ASp

Leu

15

Phe

Phe

Ala

ASp

Asp

160

Arg

Ile

Ala

His

Asn

240

Glu

His

Phe

Cys

val

Ile



Ser

65

Leu

Leu

Arg

Gln

Asp

Arg

Ile

Ala

His

225

Asn

Glu

His

Gly

Lys

Leu

Ala

130

Tyr

Trp

val

Leu

Arg

210

Ile

Asn

Leu

val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Glu

Phe

Gin

115

Tyr

val

Phe

Pro

195

Ser

Tyr

Leu

Gly

Tyr

275

3
281
PRT

Phe

Leu

Ala

100

Leu

His

GlIn

Gln

Cys

180

Lys

Arg

Arg

Ile

Phe

260

Asn

Thr

Arg

85

Thr

Glu

Thr

Phe

val

165

ser

val

His

Glu

Ser

245

Met

Arg

Mus musculus

CcD37
3

Met

70

cys

Glhn

Arg

ASn

Gln

150

Leu

Cys

Ile

Ser

Gly

Ile

Thr

Leu

sequencelisting_revised_ascii
Gly Leu Ala Leu Leu Gly Cys val
75

Leu

Ile

Ser

Pro

135

Leu

Thr

Tyr

Leu

Thr

215

cys

val

Leu

Arg

Leu

Thr

Leu

120

Glu

Arg

Leu

Asn

Pro

200

Asp

Ala

Gly

Ser

Tyr
280

Gly

Leu

105

Gln

Glu

Cys

Arg

Leu

185

Gin

Ile

Arg

Ile

Ile

265

Arg

Leu
90
Asp
Thr
Cys
Gly
1
ser
Leu
Cys
Ser
Cys

250

Phe

TYr

Ile

Ile

Ala

Gly

Asn

Ala

ser

Ala

Leu

235

Leu

Leu

Phe

Leu

val

Ala

140

Trp

Gly

Thr

Arg

val

220

Gln

Gly

cys

Gly

ITe

Glu

125

Glu

His

Ser

Asn

Leu

205

Pro

Lys

val

Arg

Met

Ser

110

Lys

Glu

ser

Glu

Gly

Ala

Trp

Gly

Asn
270

Gly

Leu

95

Thr

Thr

ser

Pro

Ala

175

Ser

Gln

Asn

Leu

Leu

255

Leu

Ala
80

Leu

Trp

Glin

160

His

Thr

Leu

ser

His

240

Leu

ASp

Met Ser Ala Gln Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe

1

5

10

Page 3

15



val

Gly

Leu

Gly

65

Lys

Leu

val

Ser

Tyr

145

Trp

val

Phe

Lys

Ile

225

Asn

Leu

val

Phe

Thr

ser

50

val

Glu

Phe

Arg

TYyr

130

Ala

Asn

Pro

Asp

Leu

210

Tyr

Ile

Gly

Tyr

AsSn

Trp

35

Phe

l.eu

Leu

Ala

Leu

115

Arg

GIn

LYS

Cys

195

Arg

Arg

Ile

Phe

Asp
275

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

ser

180

Leu

Gln

Glu

ser

Met

260

Arg

Phe

Leu

Pro

Met

Cys

GIn

Arg

Asn

Gln

Gin

165

cys

Phe

Thr

Gly

Ile

245

Thr

Leu

Phe

Ile

Leu

Ala

70

Leu

Ile

Arg

Pro

Leu

150

Met

Tyr

Phe

Ala

cys

230

val

Leu

Ala
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Phe val Leu Gly Gly Leu Ile Phe
25

Asp

Glin

55

Leu

Leu

Thr

val

Asp

135

Arg

Leu

Asn

ser

Gly

ser

Arg

Lys Thr
40

Thr Trp

Ala Leu

Gly Leu

Leu Gly

GIn Glu

120

Glu Thr

Cys Cys

Lys Ala

Ser Thr

185

GIn Leu
200

Ile Cys

Gln Ser

Ile Cys

Ile Phe

265

Tyr Arg
280

Ser Phe
ser Lys
Leu Gly
75
Tyr Phe
90
Ile Leu
Leu val
Ala Ala
Gly Trp
1
Asn Glu
170
Ala Thr
ser Arg
Ala Leu
Leu Gin
235

Leu Gly
250

Leu Cys

Page 4

val

val

60

Cys

Gly

Ile

Leu

Glu

140

GIn

ser

Asn

Leu

Pro

220

Lys

val

Arg

ser
45

Leu
val

Met

ser

ser

Glu

Asp

Trp

Gly

Asn

30

Phe

Ala

Gly

L.eu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

Pro

Lys

Leu

Leu

Leu
270

Cys

val

val

Ala

Leu

95

Gln

Ile

rp

Arrg

Pro

175

Thr

Arg

Ala

His

Leu

255

Asp

Phe

Gly

ser

Leu

80

Leu

Arg

Gln

Asp

Asp

160

Phe

val

Ala

His

ASN

240

His



<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii

4
5

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-3,

VH-CDR1
4

Thr ser Gly val Sser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

9

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-3,

VH-CDRZ
5

Xa? ITe Trp Gly Asp Gly Ser Thr Asn
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

6

7

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-3,

VH-CDR3
6

%1y Gly Tyr Ser Leu Ala His
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

5

PRT

Artificial Sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-12,

VH-CDR1
7

Lys Tyr Gly Met Asn
1 5

<210>
<211>
<212>
<213>

<220>

8

10

PRT

Artificial Seguence

Page 5



<223>

<400>

. sequencelisting revised_ascii
variable heavy chain CDR aminc acid sequence; Antibody CD37-12,
VH~CDR2Z

8

Trp Ile Asn Thr Asn Thr Gly Glu Ser Arg
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

6

PRT

Artificial Ssequence

variable heavy chain CDR amino acid seguence; Antibody CD37-12,
VH-CDR3

9

Gly Thr val val Ala Asp
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

6

PRT

Artificial sequence

variable heavy chain CDR amino acid sequence; Antibody cD37-38,
VH-CDR1

10

Ser Gly Phe Gly Trp His
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

9

PRT

Artificial Sequence

Variab;e heavy chain CDR amino acid sequence; Antibody CD37-38,
VH-CDR

11

Tyr Ile Leu Tyr Ser Gly Gly Thr Asp
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

11

PRT

Artificial sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-38,
VH-CDR3

12

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr
1 5 10

Page 6
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<210> 13

<211> 6

<212> PRT

<213> Artificial sequence

<220> .

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-50,
VH-CDR1

<400> 13

ier Gly Phe Ala Erp His

<210> 14

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> variable heavy chain CCR amino acid sequence; Antibody <¢D37-50,
VH-CDRZ

<400> 14

Tyr Ile Leu Tyr Ser Gly Ser Thr val
1 5

<210> 15

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody ¢€D37-50,
VH-CDR3

<400> 15

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr
1 5 10

<210> 16

<211> 6

<212> PRT

<213> Artificial sequence

<220> )

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-51,
VH-CDR1

<400> 16

Ser Gly Phe Ala Trp His

1 5

<210> 17

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Vvariable heavy chain CDR amino acid sequence; Antibody CD37-51,

Page 7
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VH-CDR2

<400> 17

Tyr Ile His Tyr Ser Gly Ser Thr Asn
1 5

<210> 18

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Variab;e heavy chain CDR amino acid sequence; Antibody CD37-51,
VH-CDR

<400> 18

€1y Tyr Tyr Gly Ehe Gly Ala Trp Phe XST TYyr

<210> 19

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain CDR amino acid sequence; Antibody CD37-56,
VH-CDR1

<400> 19

Ser Gly Phe Ala Trp His
1 5

<210> 20

<211> 9

<212> PRT

<213> Artificial sequence

<220>
<223> variable heavy chain CDR amino acid sequence; Antibody CD37-56,
VH-CDR2

<400> 20
Tyr ITe His Tyr Ser Gly Gly Thr Asn
1 5

<210> 21
<Z211> 11
<212> PRT
<213> Artificial Sequence

<220>

<223> variable heavy chain CDR amino acid sequence; Antibody CD37-56,
VH-CDR3

<400> 21

Gly Tyr Tyr Gly Phe Gly Ala Trp Phe Ala Tyr
1 5 10
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<210>
<211>
<212>
<213>

<220>
<223>
<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii
22
6
PRT
Artificial sequence

variable heavy chain CDR amino acid sequence; Antibody CD37-57,
VH-CDR1

22

ser Gly pPhe Ala Trp His
5

23

9

PRT

Artificial seguence

variable heavy chain CDR amino acid sequence; Antibody CcD37-57,
VH-CDR2

23

Tyr Ile Leu Tyr Ser Gly Ser Thr val
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

11

PRT

Artificial Sequence

Variab;e heavy chain CDR amino acid sequence; Antibody CD37-57,
VH-CDR

24

Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr
1 5 10

<210>
<211>
<212
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

25

6

PRT

artificial Sequence

variable heavy chain (DR amino acid sequence; Consensus, VH-CDRL

MISC_FEATURE

4..(4)
where Xaa is Ala or Gly
25

ier Gly Phe Xaa grp His

<210>
<211>
<212>

26
9
PRT

Page 9
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<213> Artificial Sequence

<220>
<223> variable heavy chain CDR amino acid sequence; Consensus, VH-CDR2

<220>

<221> MISC_FEATURE

<222> (3)..(3)

<223> Where Xaa 1s Leu or His

<220>

<221> MISC_FEATURE

<222> (7)..(7)

<223> Where Xaa is Gly or Ser

<220>

<221> MISC_FEATURE

<222> (9)..(9)

<223> Where Xaa is Asp, val or Asn

<400> 26

Tyr Ile Xaa Tyr Ser Gly Xaa Thr Xaa
1 5

<210> 27

<211> 11

<212> PRT

<213> Artificial Sequence
<220>

<223> variable heavy chain CDR aminc acid sequence; Consensus, VH-CDR3

<220>

<221> MISC_FEATURE

<222> (5)..(5)

<223> Wwhere Xaa is Tyr or phe

<220>

<221> MISC_FEATURE

<222> (10)..(10)

<223> Where Xaa is val or Ala

<400> 27

Gly Tyr Tyr Gly Xaa Gly Ala Trp Phe Xaa Tyr
1 5 10

<210> 28

<211> 11

<212> PRT

<213> Artificial Sequence
<220>

<223> variable Tight chain CDR amino acid sequence; CD37-3, VL-CDR1
<400> 28

Arg Ala Ser Glu Asn Ile Arg Ser Asn Leu Ala
1 5 1

<210> 29
<211> 7
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<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii
PRT
Artificial sequence

variable 1ight chain CDR amino acid sequence; €D37-3, VL-CDR2
29

val Ala Thr Asn Leu Ala Asp
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30

9

PRT

Artificial Sequence

variable light chain ¢DR amino acid sequence; CD37-3, VL-CDR3
30

g1n His Tyr Trp Gly Thr Thr Trp Thr
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31

15

PRT

Artificial sequence

variable 1ight chain CDR amino acid sequence; CD37-12, VL-CDR1
31

Arg Ala Ser GIn Ser val Ser Thr Ser Ser Tyr Ser Tyr Leu Tyr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10 15
32
7

PRT
Aartificial sequence

variable 1ight chain CDR amino acid sequence; CD37-12, VL-CDR2Z
32

Tyr Ala Ser Asn Leu Ala Ser
5

33

9

PRT

Artificial sequence

variable Tight chain CDR amino acid sequence; Cp37-12, VL-CDR3
33

§1n His Ser Trp §1u Ile Pro Tyr Thr

pPage 11



<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

sequencelisting.revised_ascii
34
10
PRT .
Artificial Sequence

variable 1ight chain CDR amino acid sequence; CD37-38, VL-CDR1
34

Ser Ala Ser Ser Ser val Thr Tyr Met His
1 5 10

<210>
<211>
<Z212>
<213>

<220>
<223>

<400>

35

7

PRT

Artificial sSequence

variable Tight chain CDR amino acid sequence; CD37-38, VL-CDR2
35

Asp Thr Ser Lys Leu Ala Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

9

PRT

Artificial Sequence

variable 1ight chain CDR amino acid sequence; CD37-38, VL-CDR3
36

GIln GIn Trp Ile Ser Asn Pro Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

10

PRT

Artificial Sequence

variable 1ight chain CDR amino acid sequence; CD37-50, VL~CDR1
37

ser Ala Thr ser Ser val Thr Tyr Met His
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

38

7

PRT

Artificial Sequence

variable Tight chain CDR amino acid sequence; CD37-50, VL-CDR2
38

Asp Thr Ser Lys Leu Pro Tyr
5
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii

39

9

PRT

Artificial Sequence

variable light chain CDR amino acid seguence; €D37-50, VL-CDR3
39

Gln Gln Trp Ser Asp Ash Pro Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

40

7

PRT

Artificial Sequence

variable light chain CDR amino acid sequence; CD37-50, VL-CDR2Z,
Humanized

<400> 40

Asp Thr Ser Asn Leu Pro Tyr

1 5

<Z210> 41

<211> 10

<212> PRT

<213> Artificial sequence

<220> . )

<223> wvariable 1ight chain CDR amino acid sequence; CD37-51, VL-CDRL
<400> 431

Ser Ala Thr Ser Ser val Thr Tyr Met His

1 5 10

<210> 42

<211> 7

<212> PRT.

<213> Artificial Sseguence

<220>

<223> variable Tight chain CDR amino acid sequence; CD37-51, VL-CDR2
<400> 42

?sp Thr Ser Lys Leu Ala Sser
5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

43

9

PRT

Artificial sequence

variable Tight chain CDR amino acid sequence; €b37-51, VL-CDR3

43
Page 1.3
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GIn GIn Trp Ser Ser Ash Pro Pro Thr
1 5

<210> 44

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<223> variable Tight chain CDR amino acid sequence; CD37-56, VL-CDR1
<400> 44

Ser Ala Ser Ser Ser val Thr Tyr Met His

1 5 10

<210> 45

<21l> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> variable 1ight chain CDR amino acid sequence; CD37-56, VL-CDR2Z

<400>

45

Asp Thr Ser Lys Leu Ala Ser
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

46

9

PRT

Artificial Sequence

variable Tight chain CbR amino acid sequence; CD37-56, VL-CDR3
46

GIn Gln Trp Ile Ser Asp Pro Pro Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

47

7

PRT

Artificial Sequence

variable light chain CDR amino acid sequence; CD37-56, VL-CDR2,
Humanized

47

Asp Thr Ser Asn Leu Ala Ser
1 5

<210>
<211>
<212>
<213>

<220>

48

10

PRT

Artificial Sequence
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<223> variable 1ight chain CDR amino acid sequence; CD37-57, VL-CDR1

<400> 48

Ser Ala Thr Ser Ser val Thr Tyr Met His
1 5 10

<210> 49

<211> 7

<212> PRT

<213> Artificial Ssequence
<220>

<223> variable Tight chain CDR amino acid sequence; CD37-57, VL-CDR2
<400> 49

Asp Thr Ser Lys Leu Ala Ser
1

5
<210> 50
211> 9
<212> PRT

<213> Artificial seguence

<220>
<223> variable 1ight chain CDR aminc acid sequence; CD37-57, VL-CDR3

<400> 50

GIn GIn Trp Ser Asp Asn Pro Pro Thr
5

1

<210> 51

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> variable Tight chain CDR amino acid sequence; Cp37-57, VL-CDR2,
Humanized

<400> 51

?sp Thr Ser asn Leu Ala Ser

5

<210> 52

<211i> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> variable Tlight chain CDbR amino acid sequence; Consensus, VL-CDR1

<220>

<221> MISC_FEATURE

<222> (3)..(3)

<223> Where Xaa is Thr or Ser

<400> 52

ser Ala Xaa Ser Ser val Thr Tyr Met His
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sequencelisting_revised_ascii
10

1 5
<210> 53

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> variable Tight chain CDR amino acid seguence; Consensus, VL-CDR2

<220>

<221> MISC_FEATURE

<222> (4. (4D

<223> Where Xaa is Lys or Asn

<220>

<221> MISC_FEATURE

<222> (B6)..(6)

<223> Where Xaa 1is Ala or Pro

<220>

<221> MISC_FEATURE

<222> (7)..(7)

<223> Wwhere Xaa is Ser or Tyr

<400> 53

Asp Thr Ser Xaa Leu Xaa Xaa
1 5

<210> 54
<211> 9
<212> PRT

<213> Artificial Sequence

<220>
<223> variable Tight chain CDR amino acid sequence; Consensus, VL-CDR3

<220>

<2Z21> MISC_FEATURE

<222> (4)..(4)

<223> Where Xaa 1is Ile or Ser

<220>

<221> MISC_FEATURE

<222> (5)..(5)

<223> Where Xaa is Ser or Asp

<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> Where Xaa is Asn or Asp

<400> 54

Gln GIn Trp Xaa Xaa Xaa Pro Pro Thr
1 5

<210> 55
<211> 115
<212> PRT

<213> Artificial Sequence

Page 16



<220>
<223>

<400>

Gln val
1

Ser Leu
Gly val

Gly val
50

Ser Arg
65

Lys Leu
Lys Gly
val ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln val
1

Ser Leu
Gly val

Gly val
50

Ser Arg
65

Lys Leu

sequencelisting_revised_ascii

variable heavy chain
55
Gln val Lys Glu Ser
5

Ser Ile Thr cys Thr
20

Ser Trp val Arg Gln
35

ITe Trp Gly Asp Gly
55
Leu Ser Ile Lys Lys
70
Asn Ser Leu Gln Thr
85
Gly Tyr Ser Leu Ala
100

Ala

115

56
115

PRT

Artificial Sequence

variable heavy chain

56

Gln val Lys Glu Ser
5

ser Ile Thr Cys Thr
20

Ser Trp val Arg Gln
35

Ile Trp Gly Asp Gly
55

Leu Ser Ile Lys Lys
70

Asn Ser Leu GIn Thr

amino acid sequences; muCD37-3 antibody

Gly Pro Gly Leu val Ala Pro Ser Gin
10 15

val ser Gly Phe Ser Leu Thr Thr Ser
25 30

Pro Pro Gly Lys Gly Leu Glu Trp Leu
40 45

ser Thr Asn Tyr His Ser Ala Leu Lys
60

Asp His Ser Lys Ser GIn val Phe Leu
75 80

Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
90 95

His Trp Gly Gla Gly Thr Leu val Thr
105 110

amino acid sequences; chCD37-3 antibody

Gly Pro Gly Leu val Ala Pro Sser GlIn
10 15

val Ser Gly Phe Ser Leu Thr Thr Ser
25 30

Pro Pro Gly Lys Gly Leu Glu Trp Leu
40 45

Ser Thr Asn Tyr His Ser Ala Leu Lys
60

Asp His Ser Lys Ser GIn val Phe Leu
75 80

Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
Page 17
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85 90

Ltys Gly Gly Tyr Ser Leu Ala His Trp Gly Gln Gly Thr Leu val Thr
100

105 110

val Ser Ala

115
<210> 57
<211> 115
<212> PRT
<213> Artificial sequence
<220>
<223> variable heavy chain amino acid sequences; hucp37-3v1.0 antibody
<400> 57
GIn val GIn val GIn Glu Ser Gly Pro Gly Leu val Ala Pro Ser Glin
1 5 10 15
Thr Leu Ser Ile Thr cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
20 25 30
Gly val ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45
Gly val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Pro Ser Leu Lys
50 55 60
Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser GlIn val Phe Leu
65 70 75 80
Lys Leu Asn Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95
Lys Gly Gly Tyr Ser Leu Ala His Trp Gly Gln Gly Thr Leu val Thr
100 105 110
val Ser Ser
115
<210> 58
<211> 115
<212> PRT
<213> Artificial Sequence
<220>
<223> variable heavy chain amino acid sequences; huCD37-3v1.1l antibody
<400> 58

1

GIn val Gln val g1n Glu Ser Gly Pro Ggy teu val Ala Pro ggr Gln

1

Thr Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr ser

Page 18



Gly

Gly

Ser

Lys

Lys

val

val
val
50

Arg
Leu
Gly

ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ser
35

Ile

teu

Asn

Gly

Ser

115

59
115
PRT

20

Trp

Trp

sSer

ser

Tyr
100

val

Gly

Ile

Leu

85

Ser

Arg

Asp

Lys

70

Thr

Leu

sequencelisting_revised_ascii
25 30

Gln
Gly
55

Lys
Ala

Ala

Artificial Sequence

variable heavy chain

59

Gln I1e GIn Leu

1

Thr

Gly

Gly

Gly

val

val

Met

Trp

50

Gly

Gln

Arg

ser

Lys

ASn

35

Ile

Arg

Ile

Gly

ser
115

ITe

20

Trp

AsSn

Phe

Asn

Thr
100

val GIn Ser
5

Ser

val

Thr

Ala

Asn

85

val

cys

Lys

AsSN

Phe

70

Leu

val

Lys

Gln

Thr

55

Ser

Lys

Ala

Pro Pro Gly Lys Gly Leu Glu
40 45

Ser Thr Asn Tyr gis Ser ser
0

Asp His ser Lys Ser Gln val
75

Ala Asp Thr Ala Thr Tyr Tyr
90

His Trp Gly GIn Gly Thr Leu
105

110

Trp

Leu

Phe

Cys

95

val

amino acid sequences; muCD37-12

Gly

Ala

Ala

40

Gly

Leu

Tyr

ASp

Pro

ser

25

Gin

Glu

Glu

Glu

Glu Leu
10

Gly Tyr

Gly Lys

ser Arg

Thr ser

75

Asp Thr
90

Gly Gln

Page 19

Lys Lys Pro Gly
15

Thr

Gly

Ash

60

Ala

Ala

Gly

Phe

Leu

45

Ala

Ser

Thr

Thr

Thr

30

Lys

Glu

Thr

Tyr

Thr
110

Lys

Trp

Glu

Ala

Phea

95

Leu

leu

Lys

Lel

80

Ala

Thr

antibody

Glu

Tyr

Met

Phe

Tyr

Cys

Thr



<210>
<211>
<212>
<213>

<220>
<223>

<400

60
115
PRT

seqguencelisting_revised_ascii

Artificial Sequence

Variable heavy chain

60

GIn Ile GIn Leu
1

Thr val

Gly Met

Gly Trp
50

Lys

Asn
35

Ile

Lys Gly Arg

Leu Gln

Gly Arg

val ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ile

Gly

Ser
115

61
120
PRT

Ile

20

Trp

Asn

Phe

Asn

Thr
100

val Gln Ser
5

Ser

val

Thr

Ala

Asn

85

val

Cys

Lys

Asn

Phe

70

Leu

val

Lys

GlIn

Thr

55

Ser

Lys

Ala

Artificial Sequence

variable heavy chain

61

Asp val Gln Leu Gln Glu Ser
1 5

Ser Leu Ser Egu Thr Cys Thr

Phe Gly Trp His Trp Ile Arg
35

Met Ala Tyr Ile Leu Tyr Ser
50 55

amino acid sequences; chCp37-12

Gly

Ala

Ala

40

Gly

Leu

Tyr

Asp

Pro

ser

25

Gin

Glu

Glu

Glu

Glu

10

Gly

Gly

ser

Thr

Asp

90

Gly

Leu

Tyr

LysS

Arg

Ser

75

Thr

Glin

Lys

Thr

Gly

Asn

60

Ala

Ala

Gly

Lys

Phe

Leu

45

Ala

Ser

Thr

Thr

Pro

Thr

30

Lys

Glu

Thr

Tyr

Thr
110

Gly

15

Lys

Trp

Glu

Ala

Phe

95

Leu

amino acid sequences; muCD37-38

Gly Pro Asp Leu val Lys Pro
10

val ;hr Gly Tyr Ser Ile
5

Thr
30

Gin Phe Pro Gly Asn Lys Leu

40

45

Gly Gly Thr Asp Tyr Asn Pro
60

pPage 20

ser
15

Ser

Glu

ser

antibody

Glu

Tyr

Met

Phe

Tyr

80

Cys

Thr

antibody

Gln

Gly

Trp

Leu



sequencelisting_revised_ascii

Lys Ser Arg ITe Ser Ile Thr Arg aAsp Thr Ser Lys Asn Gln Phe Phe
65 70 75

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 165 110

Gly Thr teu val Thr val ser Ala
115 120

<210> 62

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; chCD37-38 antibody

<400> 62

GIn val GIn Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Egu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
25 30

Phe Gly Trp His Trp Ile Arg GIn Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met ééa Tyr Ile Leu Tyr Ser Gly Gly Thr Asp g%r Asn Pro Ser Leu
55

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn GIn Phe Phe

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly GIn
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

<210> 63

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> variable heavy chain amino acid sequences; hucD37-38 antibody

<400> 63
Page 21



Gln val

Ser Leu

Phe Gly

Met Ala
50

Lys ser
65

Leu Arg

Ala Arg

Gty Thr

«<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp val
1

Ser Leu

Phe Ala

GIn Leu

ser Leu
20

Trp His
35

Tyr Ile

Arg Ile

Leu Ser

Gly Tyr
100

Leu val
115

64
109
PRT

GIn

Thr

Trp

Leu

ser

ser

85

Tyr

Thr

Glu

Cys

Ile

Tyr

ile

70

val

Gly

val

sequencelisting_revised_ascii

ser Gly Pro Gly Leu val Lys Pro
10

Thr

Arg

ser

55

Thr

Thr

Tyr

ser

Artificial Sequence

variable heavy chain

64

Gln Leu

Ser Leu
20

Trp His
35

Met Gly Tyr Ile

50

Lys ser
65

Leu Gln

Ala Arg

Arg Ile

Leu Asn

Gly Tyr

GlIn
5

Thr
Trp
leu
Ser
ser

85

Tyr

Glu

Cys

Ile

Tyr

e

70

val

Gly

Ser

Thr

Arg

ser

55

Thr

Thr

Tyr

val

GlIn

40

Gly

Arg

Ala

Gly

ser
120

Ser

25

Phe

Gly

Asp

Ala

Ala
105

Gly

Pro

Thr

Thr

Asp

90

Trp

Tyr

Gly

Asp

ser

75

Thr

Phe

Ser

Lys

Tyr

60

Lys

Ala

val

Ile

Gly

45

Asn

Asn

Thr

Tyr

Thr

30

Leu

Pro

Gin

Tyr

Trp
110

Ser
15

Ser
Glu
sar
Phe
Tyr
95

Gly

amino acid sequences; mucCD37-50

Gly

val

GlIn

40

Gly

Arg

Thr

Gly

Pro

Thr

25

Phe

ser

Asp

Glu

Ala

ASp
10

Gly
Pro
Thr
Thr

Asp
S0

Leu

Tyr

Gly

val

Ser

75

Thr

Leu Lys Pro

ser

Asn

Tyr

60

Lys

Ala

Trp Phe Ala

Page 22

Ile

Lys

45

ser

Asn

Thr

TYyr

Thr

30

Leu

Pro

His

Tyr

Ser

15

Ser

Glu

ser

Phe

Tyr
95

Gln

Gly

Tro

Leu

Phe

80

Cys

Gln

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys



100

sequenc%;isting_revised_ascii
105

Artificial Sequence

variable heavy chain

<210> 65
<211> 120
<212> PRT
<213>
<220>
<223>
<400> 65

GIn val Gln Leu
1

Ser Leu

Phe Ala

Met Gly
50

Lys Ser

Leu Gln

Ala Arg

Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

ser

Trp
35

Tyr

Arg

Leu

Gly

Leu

115

66
120
PRT

Leu

20

His

Ile

Ile

Asn

Tyr

100

val

Gin Glu ser
5

Thr

Trp

Leu

Ser

ser

85

Tyr

Thr

Cys

Ile

Tyr

Ile

70

val

Gly

val

Thr

Arg

ser

55

Thr

Thr

Tyr

ser

Artificial Sequence

variable heavy chain

66

Asp val Gln Leu GIn Glu Ser
5

Ser Leu Ser Leu Thr Cys Thr
20

Phe Ala Trp His Trp Ile Arg
35

Met Gly Tyr Ile His Tyr Ser

amino acid sequences; huCbD37-50

Gly

val

GlIn

40

Gly

Arg

Ala

Gly

Ala
120

amino acid sequences; muCD37-51

Gly Pro Asp Leu Leu Lys Pro Ser
10 15

Pro

ser

25

His

Ser

Asp

Ala

Ala
105

Gly
10

Gly
Pro
Thr
Thr
AsSp

90

Trp

Leu

Tyr

Gly

val

Ser

75

Thr

Phe

Leu

Ser

Asn

Tyr

60

Lys

Ala

Ala

Lys

Ile

Asn

Thr

Tyr

val ;hr Gly Tyr Ser Ile
5

Pro

Thr

30

Leu

Pro

His

Tyr

Trp

ser Ser

30

ser
15

Ser
Glu
Ser
Phe
Tyr
95

Gly

Gln Phe Pro Gly Asn Lys Leu Glu

40

Gly Ser Thr Asn Tyr Ser Pro Ser
Page 23

45

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys

GIn

antibody

Gln

Gly

Trp

Leu



sequencelisting_revised_ascii
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Ser Ser Lys Asn GIn Phe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

<210> 67

<211> 120

<212> PRT

<213> Artificial sequence

<220>
<223> variable heavy chain amino acid sequences; huCD37-51 antibody

<400> 67

Gtu val GIn Leu val Glu Ser Gly Pro Glu val Leu Lys Pro Gly Glu
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ite Ser Ser Gly
20 25 30

Phe Ala Trp His Trp Ile Arg Gln Phe Pro Gly Lys Gly Leu Glu Trp
35 40 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn Tyr Ser Pro Ser Leu
50 55 60

GIn Gly Arg Ile ser Ile Thr Arg Asp Ser Ser Ile Asn GIn Phe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Ala Ser Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

<210> 68

<211> 120

<212> PRT

<213> Artificial Sequence

<220>
<223> Vvariable heavy chain amino acid sequences; muCD37-56 antibody
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<400

Asp val
1

Ser Leu

sequencelisting_revised_ascii

68

GIn Leu GIn Glu Ser Gly Pro

Ser Leu Thr Cys Thr
20

Phe Ala ggp His Trp Ile Arg

Met Gly Tyr Ile His Tyr Ser

50

55

L.Lys Ser Arg val Ser Ile Thr

Leu GIn

Ala Arg

Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln val
1

ser Leu

Phe Ala

Met Gly
50

Lys Ser
65

Leu Gln

70

Leu Asn Ser val Thr
85

Gly Tyr Tyr Gly Phe

Leu val pPro val ser
115

69

120

PRT

Artificial Sequence

Variabie heavy chain

69

Gln Leu GIn Glu Ser
5

Ser Leu Thr Cys Thr
20

Trp His Trp Ile Arg
35

Tyr Ile His Tyr Ser
55

Arg val Ser Ile Thr
70

Leu Asn Ser val Thr
85

val

GIn

40

Gly

Arg

Thr

Gly

Ala
120

Thr

25

Phe

Gly

Asp

Glu

Ala
105

Asp
10

Gly
Pro
Thr
Thr
Asp

90

Trp

Leu

Tyr

Gly

ASn

Ser

75

Thr

Phe

val Lys

ser Ile

Asn Lys

Tyr Asn

60

Lys Asn

Ala Thr

Ala Tyr

Pro

Thr

30

Leu

Pro

Gln

TYyr

Trp
110

Ser

15

Ser

Glu

sSer

Phe

TYr

95

Gly

amino acid sequences; hucCD37-56

Gly

val

Gln

40

Gly

Arg

Ala

Pro

ser

25

Phe

Gly

Asp

Ala

Gly
10

Gly

Pro Gly

Thr
Thr

Asp
90

pPage 25

Leu

Tyr

Asn

Ser
75

Thr

val Lys

ser Ile

Lys Gly

45

Tyr Asn
60

Lys Asn

Ala Thr

Pro

Thr

30

Leu

Pro

Gln

Tyr

Ser

15

ser

Glu

Ser

Phe

TYr
95

Gln

Gly

Trp

Leu

Phe

80

Cys

Glin

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys



sequencelisting_revised_ascii

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 110

Gly Thr Leu val Pro val Sser
115

Artificial Sequence

variable heavy chain

Leu

20

His

Tle

Ile

Asn

Tyr

100

val

g]n Glu Ser

Thr

Trp

Leu

Ser

ser

85

Tyr

Thr

Cys

ITe

Tyr

Ile

70

val

Gly

val

Thr

Arg

ser

55

Thr

Thr

Tyr

Ser

Artificial sequence

variable heavy chain

<210> 70

<211> 120

<212> PRT

<213>

<220>

<223>

<400> 70

Asp val Gln Leu

1

Ser Leu Ser

Phe Ala Trp
35

Met Gly Tyr

50

Lys Ser Arg

65

Leu GIn Leu

Ala Arg Gly

Gly Thr Leu
115

<210> 71

<211> 120

<212> PRT

<213>

<220>

<223>

<400> 71

¢ln val ¢In Leu GIn Glu Ser

i

5

Ser Leu Ser Leu Thr Cys Thr
20

105

Ala
120

amino acid sequencaes; mucCD37-57 antibody

Gly Pro Asp Leu Leu Lys Pro Ser Gin
10 15

val Thr Gly Tyr Ser Ile Thr Ser Gly
25 30

GIn Phe Pro Gly Asn Lys Leu Glu Trp
40 45

Gly Sser Thr val Tyr Ser Pro Ser Leu
60

Arg Asp Thr Ser Lys Asn Glin Phe Phe
75 80

Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
90 95

Gly Ala Trp Phe Ala Tyr Trp Gly Gln
105 110

Ala
120

amino acid sequences; huCD37-57 antibody

Gly Pro Gly Leu Leu Lys Pro Ser Gln
10 15

val Ser Gly Tyr Ser Ile Thr Ser Gly
25 30
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phe Ala Trp His Trp Ile Arg Gln Phe Pro Gly Lys Gly Leu Glu Trp
35 40 45

Met Géy Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
5 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn GIn Phe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val ser Ala
115 120

<210> 72

<211> 108

<212> PRT

<213> Artificial sequence

<220>
<223> variable light chain amino acid sequences; muCD37-3 antibody

<400> 72

Asp Ile GIn Met Thr Gln Ser Pro Ala Ser Leu Ser val Ser val Gly
1 5 10 15

Glu Thr val Thr ITe Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr GlIn GIn Lys Gin Gly Lys Ser Pro Gin Leu Leu val
35 40 45

Asn val Ala Thr Asn Leu Ala Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly ser Gly Thr Gln Tyr Ser Leu Lys Ile Ash Ser Leu Gln Ser
65 70 75 80

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln Has Tyr Trp Gly Thr Thr Trp
85 9 95

Thr phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 73

<211i> 108

<212> PRT

<213> Artificial sequence
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<220>
<223>

<400>

1

sequencelisting_revised_ascii
variable Tight chain amino acid sequences; chCD37-3 antibody

73

Asp Ile GIn Met Thr GIn Ser Pro Ala Ser Leu Ser val Ser val Gly
5

10 15

Glu Thr val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn

20 25 30

Leu Ala Trp Tyr GIn Gln Lys GIn Gly Lys Ser Pro Gln Leu Leu val

Asn val
50

35 40 45

Ala Thr Asn Leu g;a Asp Gly val Pro ggr Arg Phe ser Gly

ser Gly Ser Gly Thr Glan Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser

65

Glu Asp

70 75 80

Phe Gly Thr Tyr Tyr Cys Gln His Tyr Trp Gly Thr Thr Trp
85 90 95

Thr pPhe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg

<210>
<211>
<212>
<213>
<220>
<223>
<400>

Gln val
1

Ser Leu
Gly val

Gly val
50

Ser Arg
65

Lys Leu

100 105
74
115
PRT
Artificial Sequence

variable Tight chain amino acid sequences; hucCD37-3v1.0 and
huCh37-3vl.1 antibody

74

GIn val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
5 10 15

Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

ser Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

ITe Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
55 60

Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
70 75 80

Asn Ser Leu GIn Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95
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val ser Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

75
112
PRT

sequencelisting_revised_ascii
Lys Gly Gly T%S Ser Leu Ala His Trp Gly GIn Gly Thr
1 105

Artificial sequence

variable Tight chain

75

Asp Ile val Leu
1

Thr

20

Tyr

Ile

Gly

Glu

Tyr
100

Thr Gln Ser

5

Ile

Leu

Lys

Ser

Glu

85

Thr

ser

Tyr

Tyr

Gly

70

Asp

Phe

Cys

Trp

Ala

55

Ser

Thr

Gly

Artificial Sequence

variable Tight chain

Gln Arg Ala

Ser Tyr Ser
35

Lys Leu Leu

50

Arg Phe Sser

65

Pro val Glu

Glu 1le Pro

<210> 76

<211> 112

<212> PRT

<213>

<220>

<223>

<400> 76

Asp Ile val Leu Thr Gln Ser

1

5

G1ln Arg Ala Thr Ile Ser Cys

20

ser Tyr ger Tyr Leu Tyr Trp
5

Leu val Thr

110

amino acid sequences; muCD37-12

Pro Ala Ser Leu

Arg

Phe

40

Ser

Gly

Ala

Gly

Ala

25

Gln

AsSnN

Thr

Thr

Gly

10

ser Gln

GIn Lys

Leu Ala

Asp Phe
75

Tyr Tyr
90

Thr Lys

Ala val Ser Leu

ser

Pro

ser

60

Thr

Cys

Leu

val

Gly

45

Gly

Leu

Gln

Glu

ser

30

Gln

val

Asn

His

Ile
110

15

Thr

Pro

Pro

Ile

ser

95

Lys

amino acid sequences; chCD37-12

Pro Ala Ser Leu Ala val ser Leu

15

Arg Ala Ser Gln Ser val Ser Thr
25

Phe GIn Gln Lys Pro Gly GlIn Pro
40 45

Page 29

antihody

Gly

ser

Pro

Ala

His

80

Trp

Arg

antibody

Gly

Ser

Pro



50

sequencelisting_revised_ascii
Lys Leu Leu Ile Lys Tyr Ala Ser Asn Leu Ala Ser Gly val Pro
55 60

Arg Phe Ser Gly Ser Gly Ser

65

70

Pro val Glu Glu Glu Asp Thr
85

Glu Ile Pro Tyr Thr Phe Gly
100

<210>
<211>
<212>
<213>

<220>
<223>

<400>

77

107

PRT

Artificial Sequence

variable light chain
77

GIn ITe val Leu Thr GIn Ser
1 5

Glu

His

Asp

Gly

65

AsSp

Phe

Lys

Trp

Thr

50

ser

Ala

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val Thr Met Thr Cys
20

Tyr GIn GlIn Lys Ser
35

Sar Lys Leu Ala Ser
55

Gly Thr Ser Tyr Ser
70

Ala Thr Tyr Tyr Cys
85

Gly Gly Thr Lys Leu
100

78

107

PRT

Artificial sequence

variable Tight chain
78

GIn Ite val Leu Thr Gln Ser

1

5

Gly Thr Asp Phe Thr Leu Asn Ile

75

Ala Thr Tyr Tyr Cys Gln His Sar
90

Gly Gly Thr Lys Leu Glu Ile Lys
105 110

amino acid sequences; muCD37-38

Pro Ala

Ser Ala
25

Gly Thr

40

Gly val

Leu Thr

GIn Gln

Glu Ile
105

Tle Met Ser
10

Ser Ser Ser

Ser Pro Lys

Pro Ala Arg
60

Ile Ser Sser
75

Trp Ile Ser
90

Lys Arg

Ala

val

Arg

45

Phe

Met

Asn

Ser

Thr

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

His
80
Trp

Arg

antibody

Gly

Met

Tyr

Gly

Glu

80

Thr

amino acid sequences; chcb37-38 antibody

Pro Ala Ile Met Ser Ala Ser Pro Gly
15

rPage 30



Glu Lys

val Thr
20

His Trp Tyr Gin

35

Asp Thr Ser Lys

50

Gly ser Gly Thr

65

Asp Ala Ala Thr

Phe Gly Gly Gly

<210>
<211>
<212>
<213>

 <220>
<223>

<400>

Asp Ile
1

Glu Arg
His Trp

Asp Thr
50

Gly ser
65

Asp Ala
Phe Gly

<210>
<211>
<212>
<213>

<220>

100

79
107
PRT

Met

GIn

Leu

Ser

Tyr

85

Thr

Thr

Lys

Ala

Tyr

70

Tyr

Lys

sequencelisting_revised_ascii
Cys Ser Ala Ser Ser Ser val Thr Tyr Met
25 30

ser

ser

55

Ser

Cys

Leu

Artificial sequence

variable light chain

‘79

val Leu

val Thr
20

Tyr Gln
35

ser Lys
Gly Thr
Ala Thr

Gly Gly
1

80
107
PRT

Thr

5

Met

Gln

lLeu

ser

Tyr

85

Thr

Glin

Thr

Lys

Ala

Tyr

70

Tyr

LysS

ser

Cys

Pro

Ser

55

Ser

Cys

Leu

Aartificial Sequence

Gly

40

Gly

Leu

GIn

Glu

Thr Ser

val Pro

Thr Ile

Gln Trp

90

Ile Lys
105

Pro Lys Arg Trp
45
Ala Arg Phe Ser
60
Ser ser Met Glu
75

Ile Ser Asn Pro

Arg

Ile

Gly

Ala

Pro
95

amino acid seguences; huCD37-38

Pro

Ser

Gly

40

Gly

Leu

GlIn

Glu

Ala ser
10

Ala ser
25

Thr ser

val Pro

Thr Ile

Gln Trp

90

Tle Lys
105

Met Ser Ala Ser

ser Ser val Thr
30

Pro Lys Arg Trp
45

Ala Arg Phe Ser
60

ser Ser Met Glu
75

Ile Ser Asn Pro

Arg

Page 31

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

Tyr

Gly

Glu

80

Thr

antibody

Gly

Met

Tyr

ser

Glu

80

Thr



<223>

<400>

variable

80

Gin 1Ile val

1

Glu

His

Asp

Gly

65

Asp

Phe

Lys

Trp

val

TYr
35

Thr Ser

50

ser

Ala

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

Ala

Ser

81
107
PRT

Leu

Thr

20

Gln

Lys

Thr

Thr

Gly
100

. sequencelisting.revised_ascii
Tight chain amino acid sequences; muCb37-50

Thr GIn ser

5

Met Thr Cys

GIn Lys Ser

Leu Pro Tyr

ser Tyr Ser
70

Tyr Tyr Cys

Thr Lys Leu

Artificial Sequence

variable Tight chain

81

Glu Ile val Leu

1

Glu

His

Asp

Gly

65

Asp

Phe

Arg

Trp

Thr

50

ser

Ala

Gly

val

Tyr

35

Ser

Gly

Ala

Gln

Thr

20

Gln

Asn

Thr

Thr

Gly

Thr GIn Ser
5

Met Thr Cys

Gln Lys Pro

Leu Pro Tyr
55

Ser Tyr Ser

Tyr Tyr Cys
85

Thr Lys Leu

Pro

ser

Gly

40

Gly

Leu

Gln

Glu

Ala

Ala

25

Thr

val

Thr

GlIn

Ile
105

Ile Met Ser Ala

10

Thr Ser

ser Pro

Pro Gly

Ile ser
75

Trp Ser
90

Lys Arg

Ser

Lys

Arg

60

ser

Asp

val

Arg

45

Phe

Met

Asn

Ser

Thr

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

amino acid sequences; huCD37-50

Pro

Ser

Gly

40

Gly

Leu

Gln

Glu

Ala

Ala

25

Gln

val

Thr

Gln

Ile
105

Thr Met
10

Thr Ser

ser Pro

Pro Ala

Ile Ser
75

Trp Ser
90

Lys Arg

Page 32

Ser

ser

Lys

Arg

60

ser

Asp

Ala

val

Arg

45

Phe

Met

Asn

ser

Thr

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

antibody

Gly

Met

Tvyr

ser

Glu

80

Thr

antibody

Gly

Met

Tyr

Ser

Glu

80

Thr



<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

82
107
PRT

sequencelisting_revised_ascii

Artificial Sequence

variable Tight chain

82

GIn Ile val Leu Thr GIn
1 5

Glu Lys

His Trp

Asp Thr
50

Gly Ser
65

Asp Ala

Phe Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Tyr

ser

Gly

Ala

Ser

83
107
PRT

Thr Met Thr
20

GlIn GlIn Lys
Lys Leu Ala
Thr Ser Tyr

70

Thr Tyr Tyr

Gly Thr Lys

ser

Cys

Ser

Ser

55

Ser

Cys

Leu

artificial sequence

variable 1ight chain

83

Glu Ile val Leu Thr Gln Ser

1

5

Glu Arg val ggr Met Thr Cys

His Trp Tyr Gln Gln Lys Pro
35

Asp Tgr Ser Lys Leu Ala
5

Ser
55

Gly Ser Gly Thr Ser Tyr Ser
65 70

amino acid sequences; muCD37-51

Pro Ala

ser Ala
25

Gly Thr

40

Gly val

Leu Thr

GIn Gin

Glu Ile
105

amino acid sequences; hucp37-51

Ile

10

Thr

ser

Pro

ITe

Trp

30

Lys

Met

Ser

Pro

Ala

Ser

75

Ser

Arg

Pro Ala Thr Met

Ser ala Thr Ser

Gly GIn Ser Pro
40

Gly val pPro Ala

Leu Thr Ile ser

Page 33

Ser

Ser

Lys

Arg

60

ASn

Ser

Ala

val

Arg

45

Phe

Met

Asn

ser

Thr

30

Trp

Ser

Glu

Pro

Pro

15

TYr

Ile

Gly

Ala

Pro
95

Ser Ala Ser Pro

15

ser val Thr Tyr
30

Lys Arg Trp Ile
45

Arg Phe Ser Gly

60

Ser Met Glu Ala

antibody

Gly

Met

Tyr

Ser

Glu

80

Thr

antibody

Gly

Met

TYrF

Ser

Glu
80



sequencelisting_revised_ascii

Asp Ala Ala Thr gyr Tyr Cys Gln Gln Trp Ser Ser Asn Pro Pro Thr
3 90 95

Phe Gly GIn Gly Thr Lys Leu
100

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln Ile
1

Asp Lys
His Trp

Asp Thr
50

Gly Ser
65

Asp Ala
Phe Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Asp Ile
1

Glu Lys

His Trp

84

107

PRT

Artificial Ssequence

variable Tight chain

84

val Leu Thr Gln ser
5

val Thr Met Thr Cys
20

Tyr Gln Gln Lys Ser
35

Ser Lys Leu Ala Ser
55

Gly Thr Ser Tyr Ser
70

Ala Thr Tyr Tyr Cys
&5

Gly Gly Thr Lys Leu
100

85

107

PRT

Artificial Sequence

variable 1ight chain
85

val Leu Thr GIn Ser
5

val Thr Met Thr Cys
20

Tyr Gln GIn Lys Pro
35

Glu TIle Lys Arg
105

amino acid sequences; mucb37-56

Pro

Ser

Gly
40

Gly’

Leu

Gln

Glu

Ala

Ala

25

Thr

val

Thr

Gln

Ile
105

Phe

10

ser

Ser

Pro

Ile

Trp

90

Lys

Met

ser

Pro

Ala

ser

75

Ile

Arg

Ser

ser

Lys

Arg

60

Thr

ser

Ala

val

Arg

45

Phe

Met

Asp

Ser

Thr

30

Trp

Ser

Glu

Pro

Pro

15

Tyr

Ile

Gly

Ala

Pro
95

amino acid sequences; huCD37-56

Pro Ala Phe Met Ser Ala Ser Pro

15

Ser Ala Ser Ser Ser val Thr Tyr

40

25

Page 34

30

Asp GlIn Ser Pro Lys Arg Trp Ile
45

antibody

Gly

Met

TYr

Gly

Glu

80

Thr

antibody

Gly

Met

Tyr



sequencelisting_revised_ascii

Asp Egr ser Asn Leu Ala ggr Gly val Pro Ser égg Phe ser Gly Gly

Gly Ser
65

Gly Thr Asp Tyr Ser
70

Asp Ala Ala Thr Tyr Tyr Cys
85

Phe Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

GIn Ile
i

Glu Lys
His Trp

Asp Thr
50

Gly Ser
65

Asp Ala
Phe Gly

<210>
<211>
<212>

GIn Gly Thr Lys Leu
100

86

107

PRT

Artificial seguence

variable 1ight chain

86

val Leu Thr Gln Ser
5

val Thr mMet Thr Cys
20

Tyr GIn GIn Lys Ser
35

ser Lys lLeu Ala Ser
55

Gly Thr Ser Tyr Ser
70

Ala Thr Tyr Tyr Cys
85

Ser Gly Thr Lys Leu
100

87
107
PRT

<213> artificial Seguence

<220>
<223>

<400>

Glu Ile
1

variable 1ight chain
87

val Leu Thr Gln Ser
5

Leu Thr 1Te Ser ser Met Glu Ala Glu
75

Gln Gin Trp Ile Ser Asp Pro Pro Thr
20 95

Glu Ile Lys Arg
105

amino acid sequences; muCD37-57 antibody

Proc Ala Ile Met Ser Ala Ser Pro Gly
10 15

ser Ala Thr Ser ser val Thr Tyr Met
25 30

Gly Thr Ser Pro Lys Arg Trp Ile Tyr
40 45

Gly val Pro Ala Arg Phe Ser Gly Ser
60

Leu Thr Ile Ser Ser Met Glu Ala Glu
75 80

Gln GIn Trp Ser Asp Asn Pro Pro Thr
90 95

Glu Ile Lys Arg
105

amino acid sequences; huCD37-57 antibody

Pro Ala Thr Met Ser Ala Ser Pro Gly
10 15

Page 35



sequencelisting_revised_ascii

Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
20 25

His Trp ;gr GIn GIn Lys Pro Gly GIn Ser Pro Arg Arg Trp Ile Tyr
40 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ala gsg Phe ser Gly ser
50 55

Gly ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Ser Asp Asn Pro Sgo Thr
85 90

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg
100 105

<210> 88

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Fuli-length heavy chain amino acid sequences; muCb37-3 antibody

<400> 88

Ty Leu val Ala Pro Ser Gln

Gln val GIn val Lys Glu Ser Gly Pro G
1 5 10 15

Ser Leu Ser Ile Thr cys Thr val ser Gly Phe Ser Leu Thr Thr Ser
20 25 30

Gly val ser Trp val Arg GIin Pro Pro Gly Lys Gly Lgu Glu Trp Leu
35 40 4

Gly val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
50 55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu GIn Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Ser Ala Ala Lys Thr Thr Ala Pro Ser val Tyr Pro Leu Ala Pro
115 120 125

Page 36



val

Lys

145

Leu

Tyr

Gln

Asp

Cys

225

Phe

val

Ile

Thr

Pro

305

val

Pro

Glu

Asp

Thr
385

Cys

130

Gly

Ser

Thr

Ser

Lys

210

Lys

Pro

Thr

Ser

His

290

Ile

Asn

Lys

Glu

Phe

370

Glu

Gly

Tyr

Ser

Leu

Ile

195

Lys

Cys

Pro

Cys

Trp

Arg

Gln

Asn

Gly

Glu

Met

Leu

Asp

Phe

Gly

Ser

180

Thr

Ile

Pro

Lys

val

260

pPhe

Glu

His

Lys

ser

340

Met

Pro

Asn

Thr

Pro

val

165

Ser

Cys

Glu

Ala

Ite

245

val

val

Asp

Glin

Asp

325

val

Thr

Glu

Tyr

Thr

Glu

150

His

Ser

Asn

Pro

Pro

230

Lys

val

Asn

Tyr

ASD

310

Leu

Arg

Lys

Asp

LyS

sequencelisting_revised_ascii
Gly Ser Ser val Thr Leu Gly Cys

135

Pro

Thr

val

val

215

AsSn

ASp

Asp

Asn

Asn

295

Trp

Pro

Ala

Lys

Ile

375

ASnh

val

Phe

Thr

Ala

200

Gly

Leu

val

val

val

280

ser

Met

Ala

Pro

GIn

360

Tyr

Thr

Thr

Pro

val

185

His

Pro

Leu

Leu

ser

265

Glu

Thr

ser

Pro

Gln

345

val

val

Leu

Ala

170

Thr

Pro

Thr

Gly

Met

250

Glu

val

Leu

Gly

ile

330

val

Thr

Glu

Pro

Page 37

Thr

155

val

Ser

Ala

Ile

Gly

Ile

Asp

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

val
385

140

Trp

Leu

Ser

Ser

Lys

220

Pro

Ser

Asp

Thr

val

300

Glu

Arg

val

Thr

Thr

380

Leu

Asn

Gln

Thr

Ser

205

Pro

Ser

Leu

Pro

Ala

285

val

Phe

Thr

Leu

365

Asn

ASp

Ser

Ser

Trp

190

Thr

Cys

val

Ser

Asp

270

GIn

Ser

Lys

Ile

Pro

350

Met

Asn

ser

Leu

Gly

Lys

Pro

Phe

Pro

255

val

Thr

Ala

cys

ser

335

Pro

val

Gly

Asp

val

Ser

160

Leu

Ser

val

Pro

Ile

240

Ile

Gln

Gin

Leu

Lys

Pro

Thr

Lys

Gly



sequencelisting_revised_ascii
Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu Lys Lys Asn Trp val
405 410 415

Glu Arg Asn Ser Tyr Ser Cys Ser val val His Glu Gly Leu His Asn
420 425 430

His His Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys
435 440 445

<210> 89

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; chCD37-3 antibody

<400> 89

Gln val Gln val Lys Glu Ser Gly Pro Gly Leu val Ala Pro Ser Gln
1 5 10 15

Ser Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser teu Thr Thr Ser
20 25 30

Gly val ser Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Ala Leu Lys
50 55 60

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser GIn val Phe Leu
65 70 75 80

Lys Leu Asn Ser geu GIn Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Ala
5 90 95

Lys Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val ser Ala Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125

Ser Ser Lys Ser Thr Ser Giy Gly Thr Ala Ala Leu Gly Cys Leu val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala
145 150 155 160

Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu GIn Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly
180 185 190

pPage 38



Thr

val

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Arg

Gly

Pro

385

ser

Gln

His

Gln

Asp

210

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Asp

Phe

370

Glu

Phe

Gly

Tyr

<210>
<211>

Thr

195

Lys

Cys

Pro

Cys

Trp

275

Glu

Leu

Asn

Gly

Glu

355

Tyr

Asn

Phe

Asn

Thr
435

90
444

Tyr

LyS

Pro

LYys

val

260

Tyr

Glu

His

Lys

GIn

340

Leu

Pro

Asn

Leu

val

420

Gln

Ile

val

Ala

Pro

245

val

val

Gln

Gln

Ala

325

Pro

Thr

Ser

Tyr

Tyr

Phe

Lys

Cys

Glu

Pro

230

Lys

val

ASp

TYr

Asp

310

Leu

Arg

Lys

Asp

ser

Ser

sequencelisting_revised_ascii

Asn

Pro

215

Glu

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

AsSnh

Ile

375

Thr

Lys

Cys

Leu

val Asn His Lys Pro Ser Asn

200

LysS

Leu

Thr

val

val

280

ser

Leu

Ala

Pro

GIn

360

Ala

Thr

Leu

Ser

Ser
440

Ser

Leu

Leu

ser

265

Glu

Thr

Asn

Pro

GIn

345

val

val

Pro

Thr

val

425

Leu

Cys

Gly

Met

250

His

val

Tyr

Gly

Ile

330

val

Ser

Glu

Pro

val

410

Met

Ser

rPage 39

ASp

Gly

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

val

395

Asp

His

Pro

ser

Asp

ASn

val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

Lys

Glu

Gly

205

Thr

Ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

Cys

365

ser

Asp

Ser

Ala

Lys
445

His

val

Thr

Glu

270

Lys

Ser

Lys

Ile

Pro

350

Leu

Asn

Ser

Arg

Leu
430

Thr

Thr

Phe

Pro

255

val

Thr

val

Cys

Ser

335

Pro

val

Gly

Asp

Lys

cys

Leu

240

Glu

Lys

Lys

Leu

Ser

Lys

Gly
400

Gln

Asn



sequencelisting_revised_ascii

<212> PRT

<213> Artificial Sequence

<220>

<223> Full-length heavy chain amino acid sequences; huCp37-3v1.0
antibody

<400> 90

GIn val GIn val GIn Glu Ser Gly Pro Gly Leu val Ala Pro Ser GIn
1 5 10 15

Thr Leu ser %ge Thr Cys Thr val ggr Gly Phe Ser Leu ggr Thr Ser

Gly val Ser Trp val Arg GIn Pro Pro Gly Lys Gly Leu Glu Trp Leu

Gly V81 Ile Trp Gly Asp ggy Ser Thr Asn Tyr EBS Pro Ser Leu Lys
5

Ser Arg Leu Ser Ile Lys Lys Asp His Ser Lys Ser Gln val Phe Leu
65 70 75 80

Lys Leu Asn Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys Ala
85 90 95

LYs Gly Gly Tyr Ser Leu Ala His Trp Gly GIn Gly Thr Leu val Thr
100 105 110

val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val
130 135 140

Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala
145 150 155 160

Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly
165 170 175

Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly
180 185 190

Thr GIn Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr Lys
195 200 205

val Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys
210 215 220

Pro Pro Cys Pro Ala Pro GIu Leu Leu Gly Gly Pro Ser val Phe Leu
225 230 235 240

Page 40



sequencelisting_revised_ascii

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr pPro Glu
245 250 255

val Thr cys val val val Asp val ser His Glu Asp Pro Glu val Lys
260 265 270

Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys
275 280 285

Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu
290 295 300

Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile ser Lys
325 330 335

Ala Lys Gly Gln Pro Arg Glu Pro GlIn val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln
405 410 415

GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly
435 440

<210> 91
<211l> 444
<212> PRT
<213> Artificial Sequence

<220>

<223> Full-Tength heavy chain amino acid sequences; hucp37-3vl1.1
antibody

<400> 91

Gln val GIn val GIn Glu Ser Gly Pro Gly Leu val Ala Pro Ser GlIn
1 5 10
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Thr

Gly

Gly

Ser

65

Lys

Lys

val

Ser

LYS

145

Leu

Leu

Thr

val

Pro

225

Phe

val

Phe

Leu

val

val

50

Arg

Leu

Gly

Ser

ser

130

ASp

Thr

Tyr

Gln

Asp

Pro

Pro

Thr

Asn

ser

ser

35

Ile

Leu

Asn

Gly

Ser

115

Lys

Tyr

Ser

ser

Thr

195

Lys

Cys

Pro

Cys

Trp

Ile

20

Trp

Trp

Ser

ser

Tyr

100

Ala

ser

Phe

Gly

Leu

180

Tyr

Lys

Pro

Lys

val

260

TYr

Thr

val

Gly

Ile

Leu

85

Ser

Ser

Thr

Pro

val

165

ser

Ile

val

Ala

Pro

245

val

val

Cys

Arg

ASpP

Lys

70

Thr

Leu

Thr

Ser

Glu

150

Ser

Cys

Giu

Pro

230

Lys

val

Asp

sequencelisting_revised_ascii

Thr val Ser Gly Phe Ser Leu Thr
25

Gln

Gly

55

Lys

ala

Ala

LYS

Thr

val

Asn

Pro

215

Glu

Asp

Asp

Gly

Pro

40

Ser

ASD

Ala

His

Gly

Gly

val

Phe

val

val

200

Lys

Leu

Thr

val

val
280

Pro

Thr

His

Asp

Thr

Thr

Pro

Thr

185

Asn

ser

Leu

Leu

Ser

265

Glu

Gly

AsSn

Ser

Thr

90

Gly

Ser

Ala

val

Ala

176

val

His

Cys

Gly

Met

250

His

val
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Lys

Tyr

Lys

75

Ala

GIn

val

Ala

Ser

155

val

Pro

Lys

Asp

Gly

Ile

Glu

His

Gly

His

60

Ser

Thr

Gly

Phe

Leu

140

Trp

Leu

ser

Pro

LysS

220

Pro

Ser

Asp

Asn

Leu

45

ser

Gln

Tyr

Thr

Pro

125

Gly

Asn

Glin

Ser

Ser

205

Thr

Ser

Arg

Pro

Ala
285

30

Glu

Ser

val

Tyr

Leu

110

Leu

Cys

ser

ser

Ser

190

Asn

His

val

Thr

Glu

270

Lys

Thr

Trp

Leu

Phe

Cys

95

val

Ala

Leu

Gly

Ser

175

Leu

Thr

Thr

Phe

Pro

255

val

Thr

Ser

Leu

Lys

Leu

80

Ala

Thr

Pro

val

‘Ala

160

Gly

Gly

Lys

Cys

Leu

240

Glu

Lys

Lys



sequencelisting_revised_ascii
Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu
290 295 300

Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320

val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ite Ser Lys
325 330 335

Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser
340 345 350

Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys
355 360 365

Gly Phe Tyr Pro Ser Asp ITe Ala val Glu Trp Glu Ser Asn Gly Gln
370 375 380

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly
385 390 395 400

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln
405 410 415

GIn Gly Asn val Phe Ser Cys ser val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr 61ln Lys Ser Leu Ser Leu Ser Pro Gly
435 440

<210> 92

<211> 445

<212> PRT

<213> Artificial Seqguence

<220>
<223> Full-Tength heavy chain amino acid sequences; muCD37-12 antibody

<400> 92

Gln Ile GIn Leu val GIn Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu

1 5 10 15

Thr val Lys gge Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
25 30

Gly Met Asn Trp val Lys Gin Ala GIn Gly Lys Gly Leu Lys Trp Met
35 40 45

Gly Trp Ile Asn Thr Asn Thr Gly Glu Ser Arg Asn Ala Glu Glu Phe
50 55 60

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80
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Leu

Gly

val

val

Lys

145

Leu

TYr

Gln

Asp

Cys

225

Phe

val

Ile

Thr

Pro

305

val

Pro

Gln

Arg

ser

cys

130

Gly

Ser

Thr

ser

Lys

210

Lys

Pro

Thr

Ser

His

290

Ile

Asn

Lys

Ile

Gly

Ser

115

Gly

Tyr

ser

Leu

Ile

195

Lys

Cys

Pro

cys

Trp

275

Arg

GIn

Asn

Gly

Asn

Thr

100

Ala

ASP

Phe

Gly

Ser

180

Thr

Ile

Pro

Lys

val

260

Phe

Glu

His

Lys

ser
340

Asn

85

val

Lys

Thr

Pro

val

165

ser

Cys

Glu

Ala

ile

245

val

val

Asp

Gln

Asp

325

val

Leu

val

Thr

Thr

Glu

150

His

ser

Asn

Pro

Pro

230

Lys

val

Asn

Tyr

Asp

310

Leu

Arg

sequencelisting_revised_ascii

Lys Tyr Glu Asp Thr Ala Thr Tyr
90

Ala

Thr

Thr

val

val

Arg

Asn

Asp

ASD

Asn

Asn

205

Trp

Pro

Ala

Asp

Ala

120

ser

val

Phe

Thr

Ala

200

Gly

Leu

val

val

val

280

ser

Met

Ala

Pro

ser

Thr

Pro

val

185

His

Pro

Leu

Leu

Ser

265

Glu

Thr

Ser

Pro

GIn
345

Gly

ser

val

Leu

Ala

170

Thr

Pro

Thr

Gly

Met

250

Glu

val

Leu

Gly

Ile
330

Gln

val

Thr

Thr

155

val

ser

Ala

Ile

Gly

Ile

AsSp

His

Arg

Lys

315

Glu

Gly

TYr

Ley

140G

Trp

Leu

Ser

ser

Ser

Asp

Thr

val

300

Glu

Arg

val Tyr val
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Thr

Pro

125

Gly

Asn

GIn

Thr

Ser

205

Pro

ser

Leu

Pro

Ala

285

val

Phe

Thr

Leu

Thr

110

Leu

cys

ser

ser

Cys

val

Ser

Asp

270

GIn

Ser

Lys

Tle

Pro
350

Phe

95

Leu

Ala

Leu

Gly

Lys

Pro

Phe

Pro

255

val

Thr

Ala

cys

Ser

335

Pro

Cys

Thr

Pro

val

ser

160

Leu

ser

val

Pro

Ile

240

Gin

Gln

Leu

Lys

Lys

Pro



Glu

Asp

Thr

385

Ser

Glu

His

sequencelisting_revised_ascii

Glu Glu Met Thr Lys Lys Gln val Thr Leu Thr Cys Met val Thr
355 360 365

Phe Met Pro Glu asp Ile Tyr val Glu Trp Thr Asn Asn Gly Lys
370 375 380

Glu Leu Asn Tyr Lys Asn Thr Glu Pro val Leu Asp Ser Asp Gly
390 395 400

Tyr Phe Met Tyr Ser Lys Leu Arg val Glu Lys Lys Asn Trp val
405 410 415

Arg Asn Ser Tyr Ser Cys Ser val val His Glu Gly Leu His Asn
420 425 430

His Thr Thr Lys Ser Phe Ser Arg Thr Pro Gly Lys
435 440 445

<210> 93

<211> 445

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-Tength heavy chain amino acid sequences; chCD37-12 antibody

<400> 93

Gln

1

Thr

Gly

Gly

Lys

65

Leu

Gly

val

Ile Gln Leu ¥a1 Gln Ser Gly Pro Gau Leu Lys Lys Pro Gly Glu
1 15

val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Met Asn Trp val Lys Gln Ala GlIn Gly Lys Gly Leu Lys Trp Met
35 40 45

Trp Ile Asn Thr Asn Thr Gly Glu Ser Arg Asn Ala Glu Glu Phe
50 55 60

Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr Ala Tyr
70 75 80

GIln Ile Asn Asn Leu Lys Tyr Glu Asp Thr Ala Thr Tyr Phe Cys
85 90 95

Arg Gly Thr val val Ala Asp Trp Gly GIn Gly Thr Thr Leu Thr
100 105 110

ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro
115 120 125
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Ser

Lys

145

Leu

Leu

Thr

val

Pro

225

Phe

val

Phe

Pro

Thr

305

val

Ala

Arg

Gly

Pro
385

Ser

130

Asp

Thr

Tyr

Gln

ASp

210

Pro

Pro

Thr

Asn

Arg

290

val

Ser

Lys

Asp

Phe

370

Glu

Lys

Tyr

Ser

ser

Thr

195

Lys

Cys

Pro

Cys

Trp

275

Glu

Leu

Asn

Gly

Glu

355

Tyr

AsSh

Ser

Phe

Gly

Leu

180

Tyr

Lys

Pro

Lys

val

260

Tyr

Glu

His

Lys

Gln

340

Leu

Pro

Asn

Thr

Pro

val

165

ser

Ile

val

Ala

Pro

245

val

val

GIn

Gln

Ala

325

Pro

Thr

Ser

Tyr

Ser

Glu

150

His

ser

Cys

Glu

Pro

230

Lys

val

Asp

Tyr

Asp

Leu

Arg

Lys

Asp
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Gly Gly Thr Ala Ala Leu Gly Cys

135

Pro

Thr

val

Asn

Pro

215

Glu

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

val

Phe

val

val

200

Lys

Leu

Thr

val

val

280

Ser

Leu

Ala

Pro

GlIn

360

Ala

Thr

Thr

Pro

Thr

185

Asn

Ser

Leu

Leu

Ser

265

Glu

Thr

Asn

Pro

Gln

345

val

val

Pro

val

Ala

170

val

His

Cys

Gly

Met

250

His

val

Tyr

Gly

ITe

330

val

Ser

Glu

Pro
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ser

155

val

Pro

Lys

ASp

Gly

Ile

Glu

His

Arg

Tyr

Leu

Trp

val
395

140

Trp

Leu

Ser

Pro

Lys

220

Pro

ser

Asp

Asn

val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

AsSn

Gln

ser

ser

205

Thr

ser

Arg

Pro

Ala

285

val

Tyr

Thr

Leu

365

ser

Asp

ser

Ser

Ser

190

Asn

His

val

Thr

Glu

270

Lys

Ser

Lys

Ile

Pro

350

Leu

Asn

Ser

Leu

Gly

ser

175

Leu

Thr

Thr

Phe

Pro

255

val

Thr

val

cys

Ser

335

Pro

val

Gly

Asp

val

Ala

160

Gly

Gly

LYS

Cys

Leu

240

Glu

Lys

Lys

Leu

Ser

Lys

GlIn

Gly



sequencelisting_revised_ascii
Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp GIn
405 410 415

GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys

435 440 445
<210> 94

<21l> 444

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-Tength heavy chain amino acid sequences; muCD37-38 antibody

<400> 94

Asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser Egu Thr Cys Thr val ;hr Gly Tyr Ser Ile ;gr ser Gly
5

Phe Gly Trp His Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met ééa Tyr Ile Leu Tyr Ser Gly Gily Thr Asp Tyr Asn Pro Ser Leu
55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe

Leu Arg Leu Ser ger val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
5 a0 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser ala Ala Lys Thr Thr Pro Pro Ser val
115 120 125

Tyr Pro Leu Ala Pro Gly Ser Ala Ala Gln Thr Asn Ser Met val Thr
130 135 140

Leu Gly Cys Leu val Lys Gly Tyr phe pro Glu pro val Thr val Thr
145 150 155 160

Trp Asn Ser Gly Ser Leu Ser Ser Gly val His Thr Phe Pro Ala val
165 170 175

Leu Glu Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr val Pro Ser
180 185 190
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Ser

Ser

Lys

225

Pro

Thr

Ser

Arg

Ile

305

Asn

Lys

Glu

Phe

Ala

385

Tyr

Gly

His

Met

Ser

210

Pro

Pro

Cys

Trp

Glu

250

Met

ser

Gly

Gln

Phe

370

Glu

Phe

Asn

Thr

<210>
<211>

Arg

Thr

cys

Lys

val

Phe

275

Glu

His

Ala

Arg

Met

355

Pro

Asn

val

Thr

Glu
435

95
449

Pro

Lys

Ile

Pro

val

260

val

Gln

GlIn

Ala

Pro

340

Ala

Glu

Tyr

Tyr

Phe

420

Lys

Ser

val

Cys

ASp

Phe

Asp

Phe

325

Lys

Lys

ASp

Lys

ser

405

Thr

Ser

Glu

Asp

Thr

230

AsSp

Asp

ASp

Asn

Trp

310

Pro

Ala

Asp

Ile

AsSn

390

LYS

Cys

Leu

sequencelisting_revised_ascii

Thr val Thr Cys Asn val

Lys

215

val

val

Ile

val

Ser

295

Leu

Ala

Pro

Lys

Thr

375

Thr

Leu

Ser

ser

200

Lys

Pro

Leu

ser

Glu

280

Thr

Asn

Pro

Gln

val

360

val

GIn

Asn

val

His
440

Ile

Glu

Thr

Phe

Gly

Ile

val

345

Ser

Glu

Pro

val

Leu

425

Ser

val

val

Ile

250

Asp

His

Arg

Lys

Glu

330

Tyr

Leu

Trp

Ile

Gln

410

His

Pro
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Pro

Ser

235

Thr

Asp

Thr

Ser

Glu

315

LYS

Thr

Thr

Glin

Met

395

Lys

Glu

Gly

Arg

220

Ser

Leu

Pro

Ala

val

300

Phe

Thr

Ile

Cys

Trp

380

Asn

ser

Gly

Lys

Ala

205

ASp

val

Thr

Glu

Gin

285

ser

Lys

Ile

Pro

Met

365

Asn

Thr

Asn

Leu

His

Cys

Phe

Pro

val

270

Thr

Glu

Ccys

Ser

Pro

350

Ile

Gly

Asn

Trp

His
430

Pro

Gly

Ile

GIn

Leu

Arg

Lys

Pro

Thr

Gin

Gly

Glu

415

Asn

Ala

Cys

Phe

240

val

Phe

Pro

Pro

val

320

Thr

Lys

ASp

Pro

ser

400

Ala

His



sequencelisting_revised_ascii

<212> PRT
<213> Artificial Sequence
<220>

<223> Full-Tength heavy chain amino acid sequences; chCp37-38 antibody
<400> 95

GIn val GIn Leu Gln Glu Ser Gly Pro Asp Leu val Lys Pro Ser Gln
1 5 10 15

ser Leu Ser Eeu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
0 25 30

Phe Gly Trp His Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Ala Tyr Ile Leu Tyr Ser Gly Gly Thr Asp Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu Arg Leu Ser Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Tyr Gly Ala Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Ser Thr Lys Gly Pro Sser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr ala Ala
130 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 170 175

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro
180 185 190

Ser Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240
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Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
260 265 270

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
290 285 300

val val ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr ITe Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn GIn val Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pre Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser tys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> 96

<211> 449

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; huCD37-38 antibody

<400> 96

GIn val ¢1n Leu GIn Glu Ser Gly Pro Gly Leu val Lys Pro Ser Gln
1 5 10 15
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Ser

Phe

Met

Lys

65

lLeu

Ala

Gly

Phe

Leu

145

Trp

teu

ser

Pro

LyS

225

Pro

ser

Asp

Leu

Gly

Ala

50

sSer

Arg

Arg

Thr

Pro

130

Gly

Asn

Gln

ser

Ser

210

Thr

ser

Arg

Pro

ser

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

ser

195

Asn

His

val

Thr

Glu
275

Leu

20

His

Ile

Ile

ser

Tyr

100

val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

Trp

Leu

Ser

Ser

85

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Cys

Ile

Tyr

Ile

70

val

Gly

val

Ser

Lys

150

Leu

Leu

Thr

val

Pro

230

Phe

val

Phe

seqguencelisting_revised_ascii

Thr val ggr Gly Tyr Ser Ile Thr

Arg

ser

55

Thr

Thr

TYyr

ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

Pro

Pro

Thr

Asn

Gln

40

Gly

Arg

Ala

Gly

Ser

120

Lys

Tyr

ser

Ser

Thr

200

LyS

Cys

Pro

cys

Trp

Phe

Gly

Asp

Ala

Ala

105

Ala

ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

val

265

Tyr

Pro

Thr

Thr

Asp

90

Trp

ser

Thr

Pro

val

170

Ser

Ile

val

Ala

Pro

250

val

Gly

Asp

ser

75

Thr

Phe

Thr

ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

val

Lys

Tyr

60

Lys

Ala

val

Lys

Gly

Pro

Thr

val

Asn

Pro

220

Glu

Asp

Asp

val Asp Gly
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Gly

45

Asn

Asn

Thr

Tyr

Gly

Gly

val

Phe

val

val

205

Lys

Leu

Thr

val

val
285

Leu

Pro

Gln

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

ser

270

Glu

Ser

Glu

Ser

Phe

Tyr

95

Gly

Ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

val

Gly

Trp

Leu

Phe

80

Cys

Gln

val

Ala

ser

160

val

Pro

Lys

Asp

His



sequencelisting_revised_ascii

Asn Ala Lys Thr Lys Pro Arg Glu Glu Glin Tyr Asn Ser Thr Tyr Arg
290 295 300

val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Sser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys bLeu Thr val Asp
405 410 415

Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> G7

<211> 450

<212> PRT

<213> Artificial Seguence

<220>
<223> Full-Tength heavy chain amino acid sequences; muCD37-50 antibody

<400> 97

Asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gln

1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Phe Ala ;rp His Trp Ile Arg ng Phe Pro Gly Asn Lys Leu Glu Trp
5 4 45
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Met

Lys

65

Leu

Ala

Gly

Tyr

Leu

145

Trp

Leu

ser

Ser

Lys

225

Pro

Ser

Asp

Thr

val
305

Gly

50

Ser

Gin

Arg

Thr

Pro

130

Gly

Asn

Gin

Thr

ser

210

Pro

ser

Leu

Pro

Ala

290

val

Tyr

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Ccys

val

Ser

Asp

275

G1n

sSer

Ile

ITe

Asn

Tyr

100

val

Ala

Leu

Gly

ASp

Pro

Lys

Pro

Phe

Pro

260

val

Thr

Ala

Leu

ser

Ser

85

TYr

Thr

Pro

val

Ser

165

Leu

ser

val

Pro

Ile

245

ITe

GIn

Gln

Leu

Tyr

Ile

70

val

Gly

val

val

Tyr

Gln

Asp

Cys

230

Phe

val

Ile

Thr

Pro
310
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Ser Gly Ser Thr val Tyr Ser Pro

55

Thr

Thr

Tyr

ser

Cys

135

Gly

Ser

Thr

Ser

Pro

Thr

ser

His

295

Tle

Arg

Thr

Gly

Ala

120

Gly

Tyr

Ser

Leu

Ile

200

Lys

Cys

Pro

Cys

Trp

280

Arg

GIn

Asp

Glu

Ala

105

Ala

Asp

Phe

Gly

ser

185

Thr

Ile

Pro

Lys

val

265

Phe

Glu

His

Thr

Asp

90

Trp

Lys

Thr

Pro

val

176

ser

cys

Glu

Ala

ile

250

val

val

Asp

GIn
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Ser

75

Thr

Phe

Thr

Thr

Glu

155

His

Ser

Asn

Pro

Pro

235

Lys

val

Asnh

TVYr

315

60

Lys

Ala

Ala

Thr

Gly

140

Pro

Thr

val

val

Arg

Asn

Asp

Asp

ASn

ASn

300

Trp

Asn

Thr

Tyr

Ala

125

Ser

val

Phe

Thr

Ala

205

Gly

Leu

val

val

val

285

Ser

Met

His

Tyr

Trp

Pro

Ser

Thr

Pro

val

190

His

Pro

Leu

Leu

ser

270

Glu

Thr

Ser

Ser

Phe

Tyr

95

Gly

Ser

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Gly

Leu

Phe

80

Cys

Gln

val

Thr

Thr

160

val

Ser

Ala

Ile

ASp

His

Arg



sequencelisting revised_ascii

Glu Phe Lys Cys Lys val Asn Asn Lys Asp Leu Pro Ala Pro Ile Glu

325 330 335

Arg Thr Ile Ser Lys Pro Lys Gly Ser val Arg Ala Pro Gln val Tyr

val Leu

Thr Cys

340 345 350

Pro Pro Pro Glu Glu GIlu Met Thr Lys Lys GIn val Thr Leu
355 360 365

Met val Thr Asp Phe Met Pro Glu Asp Tle Tyr val Glu Trp

370 375 380

Thr Asn
385

Leu Asp
Lys Lys
Glu Gly

Gly Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln val
1

Ser Leu
Phe Ala

Met Gy
50

Lys ser
65

Leu Gln

Asn Gly Lys Thr Glu Leu Asn Tyr Lys Asn Thr Glu Pro val
390 395 400

Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu
405 410 415

Asn Trp val Glu Arg Asn Ser Tyr Ser Cys Ser val val His
420 425 430

Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro
435 440 445

98

449

PRT

Artificial Sequence

Full-length heavy chain amino acid sequences; huCb37-50 antibody
98
Gln Leu GIn Glu Ser Gly Pro g%y Leu Leu Lys Pro Ser Gln

5 15

Ser Leu Thr Cys Thr val ser Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Trp His Trp Ile Arg GIn His Pro Gly Asn Lys Leu Glu Trp
35 40 45

Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
55 60

Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn His Phe Phe
70 75 80

Leu Asn Ser val Thr Ala Ala Asp Thr Ala Thr Tyr Tyr Cys
85 a0 95
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Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

ASp

ASn

val

305

Glu

Lys

Thr

Arg

Thr

Pro

130

Gly

Asn

Gin

ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

val

Thr

Glu

275

Lys

ser

Lys

Ile

Pro
355

Tyr

100

val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Ser

340

Pro

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

Lys

ser

Gly

val

ser

Leu

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala

Arg
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Tyr Gly Ala Trp Phe Ala Tyr
105

Ser

ser

135

Asp

Thr

Tyr

GlIn

Asp

Pro

Pro

Thr

Asn

ser

Lys

Asp

Ala

120

Lys

Tyr

Ser

ser

Thr

200

Lys

Cys

Pro

cys

Trp

Glu

Leu

Asn

Gly

Glu
360

Ala

Ser

Phe

Gly

Leu

185

TYr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

GlIn

345

Leu

ser

Thr

Pro

val

170

Ser

Ile

val

Ala

Pro

250

val

val

Gln

GIn

Ala

330

Pro

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Thr

val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Thr Lys Asn
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Gly

125

Gly

val

Phe

val

val

205

Lys

Leu

Thr

val

val

285

Ser

Leu

Ala

Pro

Gln
365

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

val

Gly

Ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

val

Tvyr

Gly

Ile

335

val

Ser

Gln

val

Ala

Ser

160

val

Pro

Lys

Asp

Glu

His

Arg

Lys

320

Glu

Tyr

l.eu
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Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile ala val Giu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> 99

<211> 450

<212> PRT

<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; mucCD37-51 antibody

<400> 99

Asp val GIn Leu Gln Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser ESU Thr Cys Thr val ;gr Gly Tyr Ser Ile ggr ser Gly

Phe Ala Trp His Trp Ile Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn Tyr Ser Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Ser Ser Lys Asn Gln Phe Phe
65 70 75 80

Leu GIn Leu Asn Ser val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Tyr Gly Phe Gly aAla Trp Phe val Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Lys Thr Thr Ala Pro Ser val
115 120 125
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Tyr

Leu

145

Trp

Leu

Ser

sSer

ser

Asp

Thr

val

305

Glu

Arg

val

Thr

Thr
385

Pro

130

Gly

Asn

GlIn

Thr

Ser

210

Pro

Ser

Leu

Pro

Ala

290

val

Phe

Thr

Leu

Cys

370

Asn

Leu

cys

ser

Ser

Trp

195

Thr

Cys

val

Ser

Asp

GIn

ser

Lys

Ile

Pro

355

Met

Asn

Ala

Leu

Gly

Asp

180

Pro

Lys

FPro

Phe

Pro

260

val

Thr

Ala

Cys

ser

340

Pro

val

Gly

Pro

val

Ser

165

Leu

Ser

val

Pro

Ile

245

Ile

GIn

Gln

Leu

Pro

Thr

Lys

val

Lys

150

Leu

Tyr

Gln

Asp

Cys

230

Phe

val

Ile

Thr

Pro

310

val

Pro

Glu

Asp

Thr
390
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Cys Gly Asp Thr Thr Gly Ser Ser

135

Gly

Ser

Thr

ser

Pro

Thr

Ser

His

295

Ile

Asn

Lys

Glu

Phe

375

Glu

TYr

Ser

Leu

Ile

200

Lys

Cys

Pro

cys

Trp

Arg

GIn

Asn

Gly

Glu

360

Met

Leu

Phe

Gly

ser

185

Thr

Ile

Pro

Lys

val

265

Phe

Glu

His

Lys

Ser

345

Met

Pro

Asn

Pro

val

170

ser

Cys

Glu

Ala

Ile

250

val

val

AsSp

Gln

330

val

Thr

Glu

Tyr
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Glu

155

His

Ser

Asn

Pro

Pro

235

Lys

val

Asn

TVYr

Asp

315

lLeu

Arg

Lys

Asp

Lys

140

Pro

Thr

val

val

Asp

ASp

Asn

Asn

300

Trp

Pro

Ala

Lys

Ile

380

Asn

val

Phe

Thr

Ala

205

Gly

Leu

val

val

val

285

Ser

Met

Ala

Pro

GIn

365

Tyr

Thr

Thr

Pro

val

190

His

Pro

Leuy

Leu

Ser

270

Glu

Thr

Ser

Pro

Gln

350

val

val

Glu

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Gly

Ile

335

val

Thr

Glu

Pro

Thr

Thr

160

val

Ser

Ala

Ile

Asp

His

Arg

Tyr

Leu

Trp

val
400
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Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu
405 410 415

Lys Lys Asn Trp val Glu Arg Asn Ser Tyr Ser Cys Ser val val His
420 425 430

Glu Gly Leu His Asn His His Thr Thr Lys Ser Phe Ser Arg Thr Pro
435 440 445

Gly Lys
450
<210> 100
<211> 449
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-length heavy chain amino acid sequences; hucp37-51 antibody
<400> 100

Glu val &In Leu val Glu Ser Gly Pro Glu val Leu Lys Pro Gly Glu
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ile Ser Ser Gly
20 25 30

Phe Ala Trp His Trp Tle Arg Gén Phe Pro Gly Lys Gly Leu Glu Trp
35 4 45

Met Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn Tyr Ser Pro Ser Leu
50 55 60

GIn Gly Arg Ile ser Ile Thr Arg Asp Ser Ser Ile Asn GIn Phe Phe
65 70 75 80

Leu GIn Leu Asn ggr val Thr Ala ser Asp Thr Ala Thr Tyr Tyr Cys
90 95

Ala Arg Gly Tyr Tyr Gly Phe Gly Ala Trp Phe val Tyr Trp Gly GlIn
100 105 110

Gly Thr Leu val Thr val Ser Ala Ala Ser Thr Lys Gly Pro Ser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala ala
130 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 170 175
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Leu

Ser

Pro

Lys

225

Pro

Ser

ASp

AsSh

val

305

Glu

Lys

Thr

Thr

Glu

385

l.eu

Lys

Glu

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Ser

Ser

195

Asn

His

val

Thr

Glu

275

Lys

Ser

Lys

ile

Pro

355

Leu

Asn

ser

Arg

Leu
435

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Ser

340

Pro

val

Gly

Asp

Trp

His

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

ser

Lys

Gln

Gly

Gln

Asn

Leu

Thr

val

Pro

230

Phe

val

phe

Pro

Thr

310

val

Ala

Arg

Gly

Pro

390

Ser

Gln

His
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Tyr Ser Leu Ser Ser val val Thr
185

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

val

Ser

Lys

Asp

Phe

375

Glu

phe

Gly

Tyr

Thr

200

LYS

Ccys

Pro

Cys

Trp

Glu

Leu

AsSn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Tyr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln

345

l.eu

Pro

Asnh

Leu

val

425

Gln

ile

val

Ala

Pro

250

val

val

Gln

Gln

Ala

330

Pro

Thr

ser

Tyr

TYr

410

Phe

Cys

Glu

Pro

235

Lys

val

Asp

TYr

Asp

315

Leu

Arg

Lys

AsSp

Ser

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Lys Ser Leu
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val

205

Lys

Leu

Thr

val

val

285

ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

ser
445

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Ash

Pro

Gln

350

val

val

Pro

Thr

val

430

l.eu

val

His

Cys

Gly

Met

255

His

val

Tyr

Gly

Ile

335

val

ser

Glu

Pro

val

415

Met

ser

Pro

Lys

Asp

Glu

His

Arg

Lys

320

Tyr

Leu

Trp

val

400

AsD

His

Pro
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Gly

<210> 101
<211> 444
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; mucb37-56 antibody

<400> 101

Asp val GIn Leu GIn Glu Ser Gly Pro Asp Leu val Lys Pro Ser Glin
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Thr Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Phe ala Trp His Trp Ile Arg Gln Phe Pro Gly Asn Lys Leu Glu Trp
35 40 45

Met Gly Tyr Ile His Tyr Ser Gly Gly Thr Asn Tyr Asn Pro Ser Leu
50 55 60

" Lys Ser Arg val Ser Ile Thr Arg Asp Thr Ser Lys Asn Gln Phe Phe
65 70 75 30

Leu GIn Leu Asn Ser val Thr Thr Glu ggp Thr Ala Thr Tyr Tyr Cys
85 95

Ala Arg Gly Tyr Tyr Gly phe Gly Ala Trp Phe Ala Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val pro val Ser Ala Ala Lys Thr Thr Pro Pro Ser val
115 120 125

Tyr Pro Leu Ala Pro Gly Ser Ala Ala GIn Thr Asn Ser Met val Thr
130 135 140

Leu Gly Cys teu val Lys Gly Tyr Phe Pro Glu Pro val Thr val Thr
145 150 155 160

Trp Asn Ser Gly Ser Leu Ser Ser Gly val His Thr Phe Pro Ala val
165 170 175

Leu Glu Ser Asp Leu Tyr Thr Leu Ser Ser Ser val Thr val Pro Ser
180 185 190

Ser Met Arg Pro Ser Glu Thr val Thr Cys Asn val Ala His Pro Ala
195 200 205

Page 60



sequencelisting_revised_ascii
Ser Ser Thr Lys val Asp Lys Lys Ile val Pro Arg Asp Cys Gly Cys
210 215 220

Lys Pro Cys Ile Cys Thr val Pro Glu val Ser Ser val Phe Ile Phe
225 230 235 240

Pro Pro Lys Pro Lys Asp val Leu Thr Ile Thr Leu Thr Pro Lys val
245 250 255

Thr cys val val val Asp Ile Ser Lys Asp Asp Pro Glu val Gin Phe
260 265 270

Ser Trp Phe val asp Asp val Glu val His Thr ala Gln Thr Gln Pro
275 280 285

Arg Glu Glu GlIn Phe Asn Ser Thr Phe Arg Ser val Ser Glu Leu Pro
290 295 300

ITe Met His GIn Asp Trp Leu Asn Gly Lys Glu Phe Lys Cys Arg val
305 310 315 320

Asn Ser Ala Ala phe Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr
325 330 335

Lys Gly Arg Pro Lys Ala Pro GIn val Tyr Thr Ile Pro Pro Pro Lys
340 345 350

Glu GIn Met Ala Lys Asp Lys val Ser Leu Thr Cys Met Ile Thr Asp
355 360 365

Phe Phe Pro Glu Asp Ile Thr val Glu Trp GIn Trp Asn Gly Gln Pro
370 375 380

Ala Glu Asn Tyr Lys Asn Thr Gln Pro Ile Met Ash Thr Asn Gly Ser
385 390 395 400

Tyr Phe val Tyr Ser Lys Leu Asn val GIln Lys Ser Asn Trp Glu Ala
405 410 415

Gly Asn Thr Phe Thr Cys Ser val Leu His Glu Gly Leu His Asn His
420 425 430

His Thr Glu Lys Ser Leu Ser His Ser Pro Gly Lys
435 440

<210> 102
<211> 449
<212> PRT
<213> Artificial sequence

<220>
<223> Full-length heavy chain amino acid sequences; huCD37-56 antibody
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<400>

102

GIn val GIn
1

Ser

Phe

Met

Lys

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

ser

Pro

Lys

225

Pro

ser

Leu

Ala

Gly

50

Ser

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

ser

Ser

210

Thr

Ser

Arg

Ser

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

Leu

Ccys

ser

Ser

ser

195

Asn

His

val

Thr

Leu

Leu

20

His

Ile

val

Asn

Ala

Leu

Gly

ser

180

Leu

Thr

Thr

Phe

Pro
260

Gln

Thr

Trp

His

Ser

Ser

85

Tyr

Pro

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Glu

Cys

Ile

Tyr

Ile

70

val

Gly

val

ser

Leu

Thr

val

Pro

230

Phe

val
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Ser Gly Pro Gly Leu
10

Thr

Arg

ser

55

Thr

Thr

Phe

Ser

Ser

135

Asp

Thr

Tyr

GlIn

ASp

Pro

Pro

Thr

val

Gin

40

Gly

Arg

Ala

Gly

Ala

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Ser

25

Phe

Gly

Asp

Ala

Ala

105

Ala

ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

val
265

Gly

Pro

Thr

Thr

Asp

920

Trp

sSer

Thr

Pro

val

170

Ser

Ile

val

Ala

Pro
250

Tyr

Gly

Asn

Ser

75

Thr

Phe

Thr

Ser

His

Ser

Cys

Glu

Pro

235

Lys

val Lys Pro

Ser

Lys

Tyr

60

Lys

Ala

Ala

Lys

Gly

140

Pro

Thr

val

Asn

Pro

220

Glu

Asp

val val Asp
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Ile

Gly

45

AsSN

Asn

Thr

YT

Gly

Gly

val

Phe

val

val

205

Lys

Leu

Thr

val

Thr

30

Leu

Pro

Gln

Tyr

Trp

Pro

Thr

Thr

Pro

Thr

190

ASn

Ser

Leu

Leu

ser
270

ser

15

ser

Glu

Ser

Phe

Tyr

Gly

Ser

Ala

val

Ala

175

val

His

cys

Gly

Met

255

His

GIn

Gly

Trp

Leu

Phe

§0

Cys

Gln

val

Ala

ser

160

val

Pro

Lys

Asp

Glu
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Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
275 280 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 295 300

val val Ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr ITe Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr teut Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GlIn Gln Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr GlIn Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> 103
<21l1l> 450
<212> PRT
<213> artificial Sequence

<220>
<223> Full-length heavy chain amino acid sequences; muCD37-57 antibody

<400> 103

Asp val Gln Leu Gln Glu Ser Gly Pro Asp Leu Leu Lys Pro Ser Gln
1 5 10 15

Ser Leu Ser ESu Thr Cys Thr val Thr Gly Tyr Ser Ile ;gr Sser Gly
25
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Phe

Met

Ala

Gly

Tyr

Leu

145

Trp

Leu

ser

ser

Lys

225

Pro

Ser

ASp

Thr

Ala

Gly

50

Ser

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Thr

ser

210

Pro

Ser

Leu

Pro

Ala
290

Trp

35

Tyr

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

cys

val

ser

Asp

275

Gin

His

Ile

Ile

Asn

Tyr

val

Ala

Leu

Gly

Asp

Pro

Lys

Pro

Phe

Pro

260

val

Thr

Trp

Leu

ser

Ser

85

Tyr

Thr

Pro

val

ser

165

Leu

Sear

val

Pro

Ile

245

ile

GlIn

GIn

Ile

Tyr

Ile

70

val

Gly

val

val

Tyr

GIn

Asp

230

Phe

val

Ile

Thr

sequencelisting_revised_ascii
Arg Gln Phe Pro Gly Asn
40

ser

55

Thr

Thr

Tyr

Ser

cys

135

Gly

Ser

Thr

Ser

Pro

Thr

sSer

His
295

Gly

ATg

Thr

Gly

Ala

120

Gly

Tyr

ser

Leu

Ile

200

Lys

cys

Pro

Cys

Trp

Arg

ser

ASD

Glu

Ala

105

Ala

AsSp

Phe

Gly

ser

185

Thr

Ile

Pro

Lys

val

265

Phe

Glu

Thr

Thr

Asp

30

Trp

Lys

Thr

Pro

val

170

Ser

Cys

Glu

Ala

Ile

250

val

val

ASp
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val

ser

75

Thr

Phe

Thr

Thr

Glu

155

His

ser

Asn

Pro

Pro

235

Lys

val

ASN

Tyr

Tyr

60

LYS

Ala

Ala

Thr

Gly

140

Pro

Thr

val

val

Arg

Asn

ASp

Asp

Asn

Asn
300

Lys

45

Ser

Ash

Thr

Tyr

Ala

125

Ser

val

Phe

Thr

Ala

205

Gly

Leu

val

vai

val

285

Ser

Leu

Pro

Gln

Tyr

Trp

110

Pro

Ser

Thr

Pro

val

190

His

Pro

Leu

Leu

ser

270

Glu

Thr

Glu

ser

Phe

TYr

95

Gly

Ser

val

Leu

Ala

175

Thr

Pro

Thr

Gly

Met

255

Glu

val

Leu

Trp

Leu

Phe

80

Ccys

GIn

val

Thr

Thr

160

val

Ser

Ala

Asp

His

Arg
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val val Ser Ala Leu Pro Ile Gln His GIn Asp Trp Met Ser Gly Lys
305 310 315 320

Glu Phe Lys Cys Lys val Asn Asn Lys Asp Leu Pro Ala Pro Ile Glu
325 330 335

Arg Thr Ile Ser Lys Pro Lys Gly Ser val Arg Ala Pro Gin val Tyr
340 345 350

val Leu Pro Pro Pro Glu Glu Glu Met Thr Lys Lys GIn val Thr Leu
355 360 365

Thr Cys Met val Thr Asp Phe Met Pro Glu Asp Ile Tyr val Glu Trp
370 375 380

Thr Asn Asn Gly Lys Thi Glu Leu Asn Tyr Lys Asn Thr Glu Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Tyr Phe Met Tyr Ser Lys Leu Arg val Glu
405 410 415

Lys Lys Asn Trp Val Glu Arg Asn Ser Tyr Ser Cys Ser val val His
420 425 430

Glu Gly Leu His Asn His His Thr Thr Lys Ser phe Ser Arg Thr Pro
435 440 445

Gly Lys
450
<210> 104
<211> 449
<212> PRT
<213> Artificial sequence
<220>

<223> Full-length heavy chain amino acid sequences; huCD37-57 antibody
<400> 104

Gln val GIn Leu Gin Glu Ser Gly Pro Gly Leu Leu Lys Pro Ser GlIn
1 5 10 15

Ser Leu Ser Leu Thr Cys Thr val Ser Gly Tyr Ser Ile Thr Ser Gly
20 25 30

Phe Ala Trp His Trp Ile Arg Gln Phe Pro Gly Lys Gly Leu Glu Trp
35 40 45

Met Gly Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu
50 55 60

Lys Ser Arg Ile Ser Ile Thr Arg Asp Thr Ser Lys Asn GlIn Phe Phe
65 7 75
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Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

ser

Pro

ser

Asp

Asn

val

305

Glu

Lys

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

ser

ser

210

Thr

Ser

Arg

Pro

Ala

290

val

Tyr

Thr

Leu

Gly

Leu

115

Leu

Cys

ser

Ser

Ser

195

Asn

His

val

Thr

Glu

275

Lys

Ser

Lys

Ile

Asn

Tyr

100

val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

val

Thr

val

Cys

Ser
340

Ser

85

Tyr

Thr

Pro

val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

val

Gly

val

ser

Leu

Thr

val

Pro

230

Phe

val

Phe

Pro

Thr

310

val

Ala
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Thr Ala Ala ggp Thr Ala Thr Tyr

Tyr

ser

ser

135

Asp

Thr

Tyr

Gln

Asp

Pro

Pro

Thr

Asn

Arg

val

ser

Lys

Gly

Ala

120

Lys

Tyr

ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Ala

105

Ala

ser

Phe

Gly

Leu

185

TYr

Lys

Pro

Lys

val

265

Tyr

Glu

His

Lys

Gln
345

Trp

ser

Thr

Pro

val

170

ser

Ile

val

Ala

Pro

250

val

val

Gln

Gln

Ala
330

Phe

Thr

Ser

Glu

155

His

ser

Cys

Glu

Pro

235

Lys

val

Asp

Tyr

Ala

Lys

Gly

Pro

Thr

val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Pro Arg Glu
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Tyr

Gly

Gly

val

Phe

val

val

205

Lys

Leu

Thr

val

val

285

Ser

Leu

Ala

Pro

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gin
350

Tyr

95

Gly

ser

Ala

val

Ala

175

val

His

Cys

Gly

Met

255

His

val

Tyr

Gly

Ile

335

val

Cys

Gln

val

Ala

ser

160

val

Pro

Lys

Asp

Gly

Ile

Glu

His

Arg

Lys

Glu

Tyr
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Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser asp Ile Ala val Glu Trp
370 375 380

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
405 410 415

Lys Ser Arg Trp GIn Gin Gly Asn val Phe Ser Cys Ser val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly

<210> 105
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength 1ight chain amino acid seguences; muCD37-3 antibody

<400= 105

Asp Ile GlIn Met Thr GIn Ser Pro Ala Ser Leu Ser val Ser val Gly
1 5 10 15

Glu Thr val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr GIn Gln Lys GIn Gly Lys Ser Pro GIn Leu Leu val
35 40 45

Asn val Ala Thr Asn Leu gga Asp Gly val Pro Ser Arg Phe Ser Gly
50 60

ser Gly ser Gly Thr Gln Tyr Ser Leu Lys Ile Asn Ser Leu Gln Ser
65 70 75 80

Glu Asp Phe Gly g?r Tyr Tyr Cys GIn His Tyr Trp Gly Thr Thr Trp
90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala
100 105 110
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Pro Thr val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly
115 120 125

Gly Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile
130 135 140

Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly val Leu
145 150 155 160

Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser
165 170 175

Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr
180 185 190

Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser
195 200 205

Phe Asn Arg Asn Glu Cys
210

<210> 106
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-length Tight chain amino acid sequences; chCD37-3 antibody

<400> 106

Asp Ile Gin Met Thr Gln Ser Pro Ala Ser Leu Ser val Ser val Gly
1 5 10 15

Glu Thr val Thr Ile Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr Gln GIn Lys GIn Gly Lys Ser Pro Gln Leu Leu val
35 40 45

Asn val Ala Thr Asn Leu Ala Asp Gly val Pro gsr Arg pPhe ser Gly
50 55

Ser Gly Ser Gly Thr GIn Tyr Ser Leu Lys Tle Asn Ser Leu GIn Ser
65 70 75 80

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln 385 Tyr Trp Gly Thr Thr Trp
85 95

Thr phe Gly Gly Gly Thr Lys Leu Glu ITe Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
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Thr

Lys

145

Glu

Ser

Ala

Phe

Ala

130

val

ser

Thr

Cys

Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Gln

val

Leu

Glu

195

Arg

107
214
PRT
Artificial Sequence

val

Trp

Thr

Thr

180

val

Gly

val

Lys

Glu

165

Leu

Thr

Glu

Asp Ile GIn Met Thr
1 5

Glu

Leu

AsSn

ser

65

Glu

Thr

Pro

Arg

Ala

val

50

Gly

Asp

Phe

sar

val

Trp

35

Ala

Ser

Phe

Gly

val
115

Thr

20

Tyr

Thr

Gly

Gly

GlIn

100

Phe

Ile

G1In

Asn

Thr

Thr

85

Gly

Ile

cys

val

150

Gin

ser

His

cys

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

seguencelisting._revised_ascii

Leu Leu Asn Ash Phe Tyr Pro Arg

135

140

Asp Asn Ala Leu GIn Ser Gly Asn

155

Asp Ser Lys Asp Ser Thr Tyr Ser
170

Lys Ala Asp Tyr Glu Lys His Lys
185

190

Gln Gly Leu Ser Ser Pro val Thr

ser

Cys

Lys

Ala

55

Tyr

Tyr

Lys

Pro

200

Pro

Arg

Pro

40

AsSp

Ser

Cys

Leu

Pro
120

ser

Ala

25

Gly

Gly

Leu

Gln

Glu

105

ser

ser Leu
10

ser Glu

Lys Ser

val Pro

Lys Ile
75

His Tyr
30

Ile Lys

Asp Glu
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ser

Asn

Pro

Ser

60

Asn

Trp

Arg

GlIn

205

val Ser
Ile Arg
30
Lys Leu
45
Arg Phe
Ser Leu
Gly Thr
Thr val
110

Leu Lys
125

Glu Ala

ser Gin
160

Leu Ser
175

val Tyr

Lys Ser

Full-Tength 1ight chain amino acid sequences; huCD37-3v1l
hucp37-3v1.1 antibody

167

val Gly
15

Ser Asn
Leu val
ser Gly
Gln Pro

80

Thr Trp
95

Ala Ala

Sser Gly

.0 and
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Thr Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Giu Ala
130 135 140

Lys val GlIn Trp Lys val Asp asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr teu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 108
<211> 218
<212> PRT
<213> Artificial sequence

<220>
<223> Full-Tength Tight chain amino acid sequences; muCD37-12 antibody

<400> 108

ﬁsp Ile val Leu Ehr GIn Ser Pro Ala Ser Leu Ala val Ser &gu Gly

GIn Arg Ala Thr Ile Ser Cys Arg Ala Ser Gln Ser val Ser Thr Ser
20 25 30

Ser Tyr Ser Tyr Leu Tyr Trp Phe Gln GIn Lys Pro Gly Gln Pro Pro
35 40 45

Lys Leu Leu Ile Lys Tyr Ala Ser Asn Leu Ala Ser Gly val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 80

pro val Glu Glu Glu Asp Thr Ala Thr Tyr Tyr Cys GIn His Ser Trp
85 90 95

Glu I1e Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

Ala Asp Ala Ala Pro Thr val ser Ile Phe Pro Pro Ser Ser Glu Gln
115 120 125

Leu Thr Ser Gly Gly Ala Ser val val Cys Phe Leu Asn Asn Phe Tyr
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130 135 140

Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln
145 150 155 160

Asn Gly val Leu Asn Ser Trp Thr Asp GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Met Ser Ser Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg
180 185 190

His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro
195 200 205

ITe val Lys Ser Phe Asn Arg Asn Glu Cys
210 215

<210> 109
<211> 218
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength Tight chain amino acid sequences: chcp37-12 antibody

<400> 109

Asp Ile val Leu Thr GIn Ser Pro Ala Ser Leu Ala val Ser Leu Gly
1 5 10 15

Gln Arg Ala Thr Ile Ser Cys Arg Ala Ser Gln Ser val Ser Thr Ser
20 25 30

Ser Tyr ?gr Tyr Leu Tyr Trp de GIn GIn Lys Pro ggy Gln Pro Pro

Lys Leu Leu Ile Lys Tyr Ala ser Asn Leu Ala Ser Gly val Pro Ala
50 55 60

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His
65 70 75 80

Pro val Glu GTu Glu Asp Thr Ala Thr Tyr Tyr Cys GIn His Ser Trp
85 90 a5

Glu I1e Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

Thr val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln
115 120 125

Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asnh Phe Tyr
130 135 140
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Pro Arg Glu Ala Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser
145 150 155 160

Gly Asn Ser Gln Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr
165 170 175

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185 190

His Lys val Tyr Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro
195 200 205

val Thr Lys Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 110
<211> 213
<212> PRT
<213> Artificial sequence

<220>
<223> Full-Tength Tight chain amino acid seguences; muCb37-38 antibody

<400> 110
Gln Ile val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 ‘ 15

Glu Lys val Thr Met Thr Cys Ser Ala Ser Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

ASp Tgr Ser Lys Leu Ala ser Gly val Pro Ala Arg pPhe Ser Gly Gly
5 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr ggr Tyr Cys GIn Gln Tgp Ile Ser Asn Pro Pro Thr
9 a5

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser ITe Phe Pro Pro Ser Ser Glu Gin Leu Thr Ser Gly Gly
115 120 125

Ala Ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Asn Gly val Leu Asn
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145 150 155 160

Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
195 200 205

Asn Arg Asn Glu Cys
210

<210> 111
<211> 213
<212> PRT
<213> Artificial sequence

<220>
<223> Full-Tength Tight chain amino acid sequences; chCD37-38 antibody

<400> 111

GIn Ile val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val ;Br Met Thr Cys Ser gla Ser Ser Ser val Thr Tyr Met
5 30

His Trp Tyr GIn &1In Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

AsD Tgr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Gly
5 55 60

Gly sSer Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Ile Ser Ash Pro Pro Thr
&5 90 95

Phe Gly Gly Gly Thr Lys Leu Glu ITe Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser GIn Glu
145 150 155 160
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ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr ala
180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro Val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 112
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength Tight chain amino acid sequences; hucD37-38 antibody

<400> 112

Asp Ile val teu Thr Gln Ser Pro Ala Ser Met Ser Ala $Ser Pro Gly
1 5 10 15

Glu arg val ;Er Met Thr Cys Ser Ala Ser Ser Ser val ggr Tyr Met
25 '

His Trp Tyr GIn GIn Lys Pro Gly Thr Ser Pro Lys Arg Trp Ile Tyr

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn Gln Trp Ile Ser Asn Pro Pro Thr

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala ala pro
100 105 110

Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala Ser val val Cys Leu teu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val Gln Trp Lys val Asp Asn Ala Leu GlIn Ser Gly Asn Ser Gln Glu
145 i50 155 160

Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
Page 74



sequencelisting_revised_ascii
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205
Ash Arg Gly Glu Cys
210

<210> 113
<211> 213
<212> PRT
<213> Artificial sequence

<220>
<223> Full-length Tight chain amino acid sequences; mucCD37-50 antibody

<400> 113

Gln ITe val Leu Thr GIn Ser Pro Ala ITe Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Thr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr

Asp Thr Ser Lys Leu Pro Tyr Gly val Pro Gly Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Asp Asn Pro Pro Thr
85 90 95

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser Ile Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175
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Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro ¥le val Lys Ser Phe
195 200 205

Asn Arg Asn Glu Cys

210
<210> 114
<211> 213
<212> PRT
<213> Artificial Sequence
<220>

<223> Full-Tength Tight chain amino acid sequences; hucCp37-50 antibody
<400> 114

Glu Ile val Leu Thr GIn Ser Pro Ala Thr Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Pro Gly GlIn Ser Pro Lys Arg Trp Ile Tyr
35 40 45

ASp TBF ser Asn Leu Pro Tyr Gly val Pro Ala Arg Phe Ser Gly Ser
5 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr ITe Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr ggr Tyr Cys GIn Gln Trp Ser Asp Asn Pro Pro Thr
90 95

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln Glu
145 150 155 160

Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr ala
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180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 115
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-length Tight chain amino acid sequences; muCD37-51 antibody

<400> 115

GIn Ile val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Thr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Asn Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Pro Thr
85 a0 95

Phe Gly ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val ser Ile Phe Pro Pro Ser Ser Glu GIn Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg GIn Ash Gly val Leu Asn
145 150 155 160

ser Trp Thr Asp GlIn Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190
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sequencelisting_revised_ascii

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
1 200 205

Asn Arg Asn Glu Cys

210
<210> 116
<211> 213
<212> PRT
<213> Artificial sequence
<220>

<223> Full-Tength Tight chain amino acid sequences; huCD37-51 antibody
<400> 116

Glu Ile val Leu Thr Gln Ser Pro Ala Thr Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser Ser val ggr Tyr Met
20 25

His Trp Tyr GIn GIn Lys Pro Gly GIn Ser Pro Lys Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Ser
50 55 60 ‘

Gly ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 30

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ser Ser Asn Pro Pro Thr
85 90 95

Phe Gly GIn Gly Thr Lys Leu Glu Tle Lys Arg Thr val Ala Ala Pro
100 165 110

ser val rphe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser GIn Glu
145 150 155 160

Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser pPhe
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195 200 205

Asn Arg Gly Glu Cys
210

<210> 117
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-length Tight chain amino acid sequences; muCp37-56 antibody

<400> 117

Gln Tle val Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Ser Pro Gly
1 5 10 15

Asp Lys val Thr Met Thr Cys Ser Ala Ser Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GlIn Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
35 40 45

AsSp Tgr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Gly
5 55 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Thr Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ile Ser Asp Prao Pro Thr
85 90 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp Gln Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser pro Ile val Lys Ser phe
195 200 205
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Asn Arg Asn Glu Cys

210
<210> 118
<211> 213
<212> PRT
<213> Artificial sequence
<220>

<223> Full-Tength Tight chain amino acid sequences; huCb37-56 antibody
<400> 118

Asp Ile val Leu Thr Gln Ser Pro Ala Phe Met Ser Ala Ser Pro Gly

1 5 10 15

Glu Lys val ghr Met Thr Cys Ser Ala Ser Ser Ser val Thr Tyr Met
0 25 30

His Trp ;yr GIn GIn Lys Pro Agp GlIn Ser Pro Lys Arg Trp Ile Tyr
5 4 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ser Arg Phe Ser Gly Gly
50 55 60

Gly Ser Gly Thr Asp Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr Tyr Cys GIn GIn Trp Ile Ser Asp Pro Pro Thr
85 90 95

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val Phe Ite Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln Glu
145 150 155 160

ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
Page 80



510 sequencelisting_revised_ascii
1

<210> 119
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-length light chain amino acid sequences; muCD37-57 antibody

<400> 119

Gln Ile val Leu Thr GIn Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys val Egr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
25 30

His Trp ;yr Gln GIn Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr
5 40 45

Asp Thr Ser Lys Leu Ala Ser Gly val Pro Ala Arg Phe Ser Gly Ser
50 55 60

Gly Ser Gly Thr ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr gyr Tyr Cys GIn Gln Trp Ser Asp Asn Pro Sro Thr
5 90 5

Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Arg Ala Asp Ala Ala Pro
100 105 110

Thr val Ser Ile Phe Pro Pro Ser Ser Glu Gln Leu Thr ser Gly Gly
115 120 125

Ala ser val val Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn
130 135 140

val Lys Trp Lys Ile Asp Gly Ser Glu Arg Gln Asn Gly val Leu Asn
145 150 155 160

Ser Trp Thr Asp Gin Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser
165 170 175

Thr Leu Thr Leu Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr
180 185 190

Cys Glu Ala Thr His Lys Thr Ser Thr Ser Pro Ile val Lys Ser Phe
195 200 205

AsSh Arg Asn Glu Cys
210
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<210> 120
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Full-Tength 1ight chain amino acid sequences; huCD37-57 antibody

<400> 120
Glu 1le val Leu Thr Gln Ser Pro Ala Thr Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Arg val Thr Met Thr Cys Ser Ala Thr Ser Ser val Thr Tyr Met
20 25 30

His Trp Tyr GIn GIn Lys Pro Gly GIn Ser Pro Arg Arg Trp Ile Tyr
35 40 45

Asp Thr Ser Asn Leu Ala Ser Gly val Pro Ala ggg Phe ser Gly Ser
50 55

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile ser Ser Met clu Ala Glu
65 70 75 80

asp Ala Ala Thr Tyr Tyr Cys GlIn GlIn Trp Ser Asp Asn Pro Pro Thr
85 90 g5

Phe Gly GIn Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly Thr
115 120 125

Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu aAla Lys
130 135 140

val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu
145 150 155 160

Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser
165 170 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr aAla
130 185 190

Cys Glu val Thr His 6In Gly Leu Ser Ser Pro val Thr Lys Ser Phe
195 200 205

Asn Arg Gly Glu Cys
210

<210> 121
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<211>
<212>
<213>

<220>
<223>

345
DNA

<400> 121
caggtgecagg

acatgcactg
ccaggaaagg
tcagctctca
daactgaaca
tcgttggctc
<210>
<211>

<212>
<213>

122
431
DNA

<220>
<223>

<400> 122
aagcttgeca

gtcctatcac
ctgtccatta
cgccagecte
aactatcatt
gttttcttaa
ggaggctact
acgaagggcc
<210>
<211>
<212>
<213>

<220>
<223>

123
431
DNA

variable heavy

tgaaggagtc
tctcagggtt
gtctggagtg
aatccagact
gtctgeaaac

actggggeca

ccatggetgt
aggtgcaggr
catgcactgt
taggaaaggg
cagctctcaa
aactgaacag
cgttggctcea

C

antibody

<400> 123
aagcttgcca

gtgcactcac
ctgagcatca
cgccaaccac
aattaccatc

gttttcctga

ccatgggttg
aagtccaagt
cctgtaccgt
ccggtaaggg
cttccctcaa

aactgaatag

sequencelisting _revised_ascii
Artificial sequence

chain polynucleotide sequences; muCD37-3 antibody

aggacctggce
ctcattaacc
gctgggagta
gagcatcaag
tgatgacaca

agggactcty

Artificial Sequence

cctggeacty
gaaggagtca
ctcagggttc
tctggagtgg
atccagactg
tctgcaaact

ctggggcecaa

Artificial Sequence

gagctgcatt
ccaagaatct
ttctggtttt
tctegaatygg
gtcccgectt

tctgacagca

ctggtggcege
acctctggtyg
atatggggtyg
aaggatcact
gccacgtact

gtcacagtct

ctectetgece
ggacctggec
tcattaacca
ctgggagtaa
agcatcaaga

gatgacacag

gggactctgg

attctgtttc
ggtccaggtc
agccttacca
ctgggtgtaa
agcatcaaaa

gccgatacag

Page 83

cctcacagag
taagctgggt
acgggagcac
ccaagagcca
actgtgccaa

ctgca

tggtgacata
Tggtggcgcee
cctctggtgt
tatggggtga
aggatcactc
ccacgtacta

tcacagtctc

tggtggccac
tggtggcccc
cctctggtgt
tctggggtga
aggatcacag

ccacctacta

cctgtcecatt
tcgecagect
aaactatcat
agttttctta

aggaggctac

variable heavy chain polynucleotide sequences; chcp37-3 antibody

¢ccaagetgt

ctcacagagc

aagctgggtt
cgggagcaca
caagagccaa
ctgtgccaaa

tgcagectet

variable heavy chain polynucleotide sequences; huCD37-3v1.0

cgccaccggt
ttcccaaact
gagttgggta
tggttccaca
caaaagtcaa

ttgcgccaag

60
120
180
240
300
345

60
120
180
240
300
360
420
431

60
120
180
240
300
360



sequencelisting_revised_ascii

ggtggttata gtcttgcaca ctggggtcaa ggtaccctcg ttaccgtctc ctcagctagt

gagctrgtatc
acaagagtcc
tagcgggttc
actggagtgg
atctcggttg

cctgacagcc

ctggggacag

attctgtttc
gggcctggat
tctetgacaa
ctgggggtga
tccattaaaa

gcagacactg

gggaccctgy

tggtggcgac
tggtcgcacc
ccagtggagt
ttrggggcga
aagaccatag
ctacgtatta

tgaccgtgte

variable heavy chain polynucleotide sequences; hucCb37-3vl.1

agctactggg
aagccagacc
gagttgggtg
cggcagcaca
taaatctcaa
ctgcgccaaa

atccgcatca

420
431

60
120
180
240
300
360
420
431

chain polynuclieotide sequences; muCD37-12 antibody

tggacctgag
taccttcaca
gatgggctgg
gtttgecttc
atatgaggac

aggcaccact

accaagggce c
<210> 124
<211> 431
<212> DNA
<213> Artificial Sequence
<220>
<223>

antibody
<400> 124
aagcttgcca ccatgggetg
gtccactccc aagtgcaggt
ctctetatca cttgtaccgt
aggcagccac caggaaaggg
aactatcatt ccagtcttaa
gttttcctga aactcaatag
ggaggataca gtctggcetca
acaaagggecc ¢
<210> 125
<211> 345
<212> DNA
<213> Artificial Sequence
<220>
<223> Vvariable heavy
<400> 125
cagatccagt tggtgcagtc
tcctgcaagg cttctgggta
caaggaaagg gtttaaagtg
gctgaagaat tcaagggacg
ttgcagatca acaacctcaa
gtagtagcgg actggggceca
<210> 126
<211> 431
<212> DNA
<213> Artificial Sequence
<220>
<223>
<400> 126

ctgaagaagce
aagtatggaa
ataaacacca
tctttggaaa
acggctacat

ctcacagtct

ctggagagac
tgaactgggt
acactggaga
cctctgecag
atttctgtygg

cctca

agtcaagatc
gaagcagygct
gtcaagaaat

cactgcctat

daggggcacg

aagcttgcca ccatggggtg gtcatgcata atcctctttc tggtcgctac tgctaccggt

gtgcactcac agattcagct ggttcaaagt ggcccagage tgaaaaagcc aggggaaaca

Page 84

60
120
180
240
300
345

variahle heavy chain polynucleotide seguences; chcCb37-12 antibody

60
120



gtgaaaataa
aagcaggccce
tctaggaaty
acagcttacc
cgcggeactg
actaagggcc
<210>
<211>
<212>
<213>

<220>
<223>

<400> 127
gatgtgcage

127
360
DNA

acctgcactyg
tttccaggaa
aacccatctce
ctgcggttga
tatggttacg
<210>
<211>
<212>
<213>

<220>
<223>

<400> 128
aagcttgcca

128
446
DNA

gtccattccec
ctctcectga
atcagacaat
accgattaca
caattttttc

aggggctact
gtgagcgctyg

<210>
<211>
<212>
<213>

<220>
<223>

129
446
DNA

gttgcaaggc
agggcaaggg
ctgaggagtt
tgcaaatcaa
tcgttgeaga

C

variable heavy

ttcaggagtc
tcactggcta
acaagctgga
tcaaaagteg
gttctgtgac

gggcctggtt

variable heavy

ccatgggctg
aagtgcaact
cctgcactyr
ttcccgggaa
atcctteect
tcecgectcag
atggatatgg

cctctaccaa

sequencelisting._revised _ascii

atccggttac
gctcaaatgg
taagggcegg
caatctgaag

ctggggacaa

Artificial Sequence

actttcacaa
atgggttgga
tttgccttca
tatgaggata

ggtaccacct

agtacggcat
tcaataccaa
gcctggagac
cagcaaccta

tgactgtatc

gaactgggtc
cactggcgag
aagtgccagce
tttetgeggce

cagtgccage

180
240
300
360
420
431

chain polynucleotide sequences; mucCbD37-38 antibody

aggacctgac
ctccatcace
atggatggcec
aatctctatc
tactgaggac
tgtttactgg

Artificial sequence

ctggtgaaac
agtggttttg
tacatactct
actcgagaca
acagccacat

ggccaaggga

cttctcagtce
gctggeactg
acagtggrgg
cttccaagaa
attactgtgc

ctctggtcac

actttcactc
gatccggcag
cactgactac
ccagttcttc
aagaggctac

tgtctctgca

60
120
130
240
300
360

chain polynucleotide sequences; chCD37-38 antibody

gagttgtatc
ccaggaatct
tacaggatac
caagttggaa
caagagccga
ctctgtgact
tgcatggttc
gggcec

Artificial Sequence

attctgtttt
ggcectgacc
tcaatcacat
tggatggett
atctctatca
accgaagata

gtctattggg

tggtggecac
tggttaagcc
caggctttgg
acattcrgra
ccagggatac
ccgctactta

gecagggaac

cgccactgga
atctcagagc
ctggeactag
tagcgggggt
aagcaagaac
ctattgtgcc

cctggtgact

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; hucD37-38 antibody
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<400> 129
aagcttgcca

gtCCECtCHC
ctcagtctca
attaggcagt
accgattaca
cagtttttce
cggggttact

gtgagcagcg

<210>
<Z211>
<212>
<213>

<220>
<223>

<400> 130
gatgtgcagce

130
360
DNA

acctgcactg
tttccaggaa
agcccatctc
ctgcagttga
tatggttacg
<210>
<211>
<212>
<213>

<220>
<223>

<400> 131
gatgtgcagc

131
360
DNA

acctgcactg
tttccaggaa
agcccatctce
ctgcagttga
tatggtttcg
<210>
<211>

<212>
<213>

132
360
DNA

ccatgggttyg
aggtccagct
cctgtactgt
ttcccggtaa
acccaagtct
ttcggctgtc
atggctatag

cctcaacaaa

ttcaggagtc
tcactggcta
acaaactgga
tcaaaagtcg
attctgtgac

gcgectggtt

ttcaggagtc
tcactggcta
acaaactgga
tcaaaagtcy
atrtctgtgac

gcgectggrt

sequencelisting_revised_ascii

gagctgeatc
gcaagagtcc
ctctggctac
ggggctggag
gaagagcagg
tagtgttaca
ggcttggttt
gggcec

Artificial Sequence

aggacctgac
cteccatcacc
atggatgggc
aatctctatc
tactgaggac

tgcttactgg

Artificial sequence

aggacctgac
crtccatctcc
atggatgggce
aatctctatc
tactgaggac

tgtttactgg

Artificial sequence

attcttttcc
ggtcctgggce
tctattacca
tggatggecat
atcagcatta
gctgcagaca

gtgtattggg

ctgttgaaac
agtggttttg
tacatactct
actcgagaca

acagccacat

ggccaaggga

ctgttgaaac
agtggttttg
tacatacact
actcgagact

acagccacat

ggccaaggga
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tggtcgetac
ttgtgaaacc
gtgggttcgg
atatcctgta
cccgggacac
ccgctactta

gacaaggcac

cttctcagee
cctggeactg
acagtggtag
catccaagaa
attactgtge

ctctggtecac

cttctcagtc
cctggeacty
acagtggtag
catccaagaa
attactgtge

ctctggteac

tgcaactgga
cagccagtcc
ctggcattgg
cagcggagga
aagcaaaaac
ctattgtgct

tcttgtgace

actttcactc
gatccggcag
cactgtctac
ccacttctte
aagagggtac

tgtctctgea

actttcactc
gatccggcag
cactaactac
ccagttcttc
dagaggatac

tgtctctgea

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; mucp37-50 antibody

60
120
180
240
300
360

variable heavy chain polynucleotide sequences; mucD37-51 antibody

60
120
180
240
300
360



<220>

<223> variable heavy

<400> 132
gatgtgcagc

acctgcactyg
tttccaggaa
aacccatctc
ctgcagttga
tatggtttcg
<210>
<211>
<212>
<213>

<220>
<223>

<400> 133
aagcttgeca

133
426
DNA

gtccactccc
ctgagtctta
attcgeccagt
accaactaca
caattctttt
cggggctact
gtgtctgety
<210>
<211
<212>
<213>

<220>
<223>

<400> 134
gatgtgcagc

134
360
DNA

acctgeactg
tttccaggaa
agcecatcte
ctgcagttga
tatggttacg
<210> 135

<211> 446
<212> DNA

ttcaggagtc
tcactggcta
acaaactgga
tcaaaagtcg

attctgtgac

gggcctggtt

ccatggggty
aggtgcagct
cttgtaccgt
ttcccggeaa
accctteccct
tgcagcttaa
atgggtttgg

cctccacaaa

ttcaggagtc
tcactggcta
acaaactgga
tcaaaagtcg
attctgtgac

gcgcctggtt

sequencelisting_revised_ascii

chain polynucleotide sequences; muCD37-56 antibody

aggacctgac
ctcecatcacce
atggatgggc
agtctctatc
tactgaggac

tgcttactgg

Aartificial Sequence

gagctgcatt
gcaagaaagc
atctggatac
ggggcttgag
gaagagtcga
ttcagtgacce
tgcctggttce

gggccc

Artificial Sequence

aggacctgac
ctccatcacc
atggatgggc
aatctctatc
tactgaggac

tgcttactgg

ctgatgaaac
agtggttttg
tacatacact
actcgagaca

acagccacat

ggccaaggga

atcctgttec
gggccaggat
agtatcacat
tggatggggt
gtctcaatta
gctgecgaca

gcctactggg

ctgttgaaac
agtggttttg
tacatactcet
actcgagaca

acagccacat

ggccaaggga
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cttctcagtc
cctggcactg
acagtggtgg
catccaagaa
attactgtgc

ctctggtecc

tegtegecac
tggtaaaacc
ctggcttege
atattcatta
ccagggacac

ccgctactta

gccaggggac

cttcteagte
cctggcactg
acagtggtag
catccaagaa
attactgtgc

ctctggtcac

actttcactc
gatccggceag
cactaactac
ccagttcttc
aagaggctac

tgtctctgea

cgcaaccgge
ttcccagtct
ctggcattgg
ttctggaggt
ttccaagaac
ctactgcgcec

cctggtgece

actrtcactc
gatccggeag
cactgtctac
ccagttcttce
aagagggtac

tgtctetgea

60
120
180
240
300
360

variable heavy chain polynucleotide sequences; huch37-56 antibody

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; muCD37-57 antibody

60
120
180
240
300
360



<213>

<220>
<223>

<400> 135
aagcttgeca

gttcacagtc
¢ctcagtctga
atcaggcagt
acagtgtatt
cagttcttcc
cgcggatact
gtttccgecg
<210>
<211>
<212>
<213>

<220>
<223>

<400> 136
gacatccaga

136
324
DNA

atcacatgtc
ggaaaatctc
aggttcagtg
gaagattttg
ggcaccaagc
<210>
<211>
<212>
<213>

<220>
<223>

<400> 137
gaattcgcca

137
399
DNA

gatgccagat
gaaactgtca
cagcagaaac
ggtgtgccat
agcctgeagt

acgttcggtg

variable heavy

ccatgggetyg
aagtccaact
catgtactgt
tccccggaaa
caccctectt
tccagctgaa
acggatatgg

cctccacaaa

tgactcagtc
gagcaagtga
ctcagctect
gcagtggatc
ggacttatta

tggaaatcaa

variable Tight

ccatgagtgt
gtgacatcca
ccatcacatg
agggaaaatc
caaggttcag
ctgaagattt

gaggcaccaa

S sequencelisting.revised ascii
Artificial Sequence

chain polynuclectide sequences; hucb37-57 antibody

gagctrgeatc
gcaggagagce
gagcggctac
aggtctggag
gaaatctagg
ctcegteace

cgcatggttc

gggeec

artificial seguence

tccageetee
gaatattcgc
ggtcaatgtt
aggcacacag
ctgtcaacat

acgt

Artificial Sequence

attctgttte
ggccecggac
agcattacct
tggatggggt
atatcaatca
gcegeagaca

gcctattggg

ctttctgtat
agtaatttag
gcaacaaact
tattccctca

tattggggta

tggtggccac
tcctgaaace
caggcttege
acattctgta
cacgtgatac

cagcaaccta

gccaggggac

ctgtgggaga
catggtatca
tagcagatgg
agatcaacag

ctacgtggac

agcaactggc
atctcagtca
ttggecattgg
cagcggcagt
aagcaaaaat
ttattgtgct

actegtgacc

variable 1ight chain polynucleotide sequences; mucCD37-3 antibody

aactgtcacc
gcagaaacag
tgtgccatca
cctgeagtet

gttcggtgga

60
120
180
240
300
360
420
446

60
120
180
240
300
324

chain polynucleotide sequences; chCp37-3 antibody

gcccactcag
gatgactcag
tcgagcaagt
tcctcagetce
tggcagtgga
tgggacttat

gctggaaatc

gtcctggggt

tctececagect
gagaatattc
ctggtcaatg
tcaggcacac
tactgtcaac

aaacgtacg

page 88

tgctgctyget
ccctttctgt
gcagtaattt
ttgcaacaaa
agtattccct

attattgggg

gtggcttaca
atctgtggoa
agcatggtat
cttagcagat
caagatcaac

tactacgtog

60
120
180
240
300
360
399



<210>
<211>
<212>
<213>

<220>
<223>

138
396
DNA

sequencelisting_revised_ascii

Artificial Sequence

hucp37-3v1l.1 antibody

<400> 138
gaattcgeea

gttcactctg
cgcgtaacaa
caaaagccag
gtgccttcac
ctccaaccag
ttcggtcaag
<210>
<211>
<212>
<213>

<220>
<223>

<400> 139
gacattgtgc

139
336
DNA

atctcatgca
cagcagaaac
ggggtccctg
cctgtggagg
acgttcgoag
<210>
<211>
<212>
<213>

<220>
<223>

<400> 140
gaattcgcca

140
408
DNA

gttcatagtg
cgtgccacca
tactggtttc
ctcgeeageg

aacatccacc

ccatgggtty
atatacaaat
tcacctgtag
gtaagtcacc
gattctctog
aagatttcgy

gtactaagct

taacacagtc
gggccagecea
caggacagec
ccaggttecag

aggaggatac
gggggaccaa

ccatgggttg
atattgtact
tcteectgecy
aacagaagcc
gcgttecege

ccgttgagga

gtcctgceatc
gactcaaagce
agctagtgaa
taagctcctc
ttcaggttcc
tacatattac

ggaaatcaag

Artificial sequence

tcctygettec
aagtgtcagt
acccaaactc
tggcagtggg
tgcaacatat

actggaaata

Artificial sequence

gtcctgtata
cactcagtca
ggccteacag
aggacageec
tagattctct

agaggatacc

atcttgtttc
ccttccagtt
aacatccgea
gtgaatgttg
ggtaccgatt
tgtcaacact

cgtacg

ttagctgtat
acatctagct
ctcatcaagt
tctgggacag
tactgtcaac

aaacgg

atcctgttct
ccagceagtc
tccgtgagea
ccraagetge
ggttccggta

gccacttact

Page 89

tcgtggecac
tgagcgtaag
gtaatctcgc
ctaccaacct
attcacttaa

actggggtac

ctctggggea
atagttattt
atgcatccaa
acttcaccct

acagttggga

tggtggccac
tggcagtgte
ctagctctta
tgatcaagta
gcggaactga

attgtcaaca

variahle Tight chain polynucleotide sequences; hucD37-3v1.0 and

agccaccggt
tgtgggtgaa
atggtaccaa
cgctgatggt
gatcaactca

gacctggaca

gagggccacc
gtactggttc
cctageatct
caacatccat

gattccgtac

cgctactggc
cctgggecag
ttectatctc
cgcctccaac
tttcactttg

ctcttgggag

60
120
180
240
300
360
396

variable Tight chain polynucleotide sequences; mucCp37-12 antibody

60
120
180
240
300
336

variable light chain polynucleotide sequences; chCD37-12 antibody

60
120
180
240
300
360



sequencelisting_revised_ascii

attccttaca cctttggagyg aggaacaaag ctcgaaatta agcgtacg

<210>
<211>
<212>
<213>

<220>
<223>

<400> 141
caaattgttc

141
321
DNA

atgacctgca
acctecccceca
ttcagtggcy
gatgctgcca
accaagctgg
<210>
<211
<212>
<213>

<220>
<223>

<400> 142
gaattcgcca

142
393
DNA

gttcattctc
aaagtgacaa
aagtcaggta
cctgccaggt
gaagctgaag
ggtggcggaa
<210>
<211>
<212>
<213>

<220>
<223>

<400> 143
gaattcgcca

143
393
DNA

gttcactctg
cgggtgacca
aaacccggta

cctgccagat

tcacccagtc
gtgccagcetce
aaagatggat
gtgggtctgy
cttattactg

aaattaaacg

ccatgggctg
agattgtgct
tgacatgtag
ccagtcccaa
tcagcggagg
atgctgetac

caaagctgga

ccatgggatg
acattgtgct
tgacatgctc
cctctccaaa

tttcecgggtce

Artificial Sequence

tccagcaate
aagtgtaact
ttatgacaca
gacctcttac
ccagcagtgg

g

Artificial Sequence

gtcctgtatc
gacccaatca
cgctagetct
gcgttggatc
tgggteeggce
ttattattgt

gatcaagegt

artificial Segquence

gtcctgeatt
cacacagtct
tgccagttec

aagatggatc

tgggtctgge

atgtctgcat
tacatgcact
tccaaactgg
tctctcacaa

attagtaacc

atcctgttte
ccagctatta
tctgtgactt
tacgacacat
accagttatt
caacaatgga

acg

attctgttct
ccagcctcaa
tcecgtgacat
tacgacactt

acttcataca

Page 90

ctccagggga gaaggtcace

ggtaccagca
cttctggagt
tcagcagcat

cacccacgtt

tcgtggecac
tgtccgetag
acatgcattyg
ccaaactggc
cactgaccat

tTtctaaccc

tggtegecac tgetactgge

gaagtcaggc
ccctgetege
ggaggctgaa
€ggagggggg

agctacaggt
ccceggegag
gtatcaacag
ctccggagtce
atcctctaty

ccccaccttt

tgtctgctitc ccccggtgag

atatgcattg gtatcagcaa

caaagcttgce

gtctgaccat

atcaggcgtt

tagttccatg

408

variable Tight chain polynucleotide sequences; muCD37-38 antibody

60
120
180
240
300
321

variable 1ight chain polynucleotide sequences; chCb37-38 antibody

60
120
180
240
300
360
393

variable light chain polynucleotide sequences; hucD37-38 antibody

60
120
180
240
300



sequencelisting_revised_ascii

gaagctgaag atgcagccac ctattactgt cagcagtgga titcaaatcc tcctacctte 360
ggcggcggaa ccaaactgga gataaagcgt acg 393
<210> 144

<211> 321

<212> DNA

<213> Artificial sequence

<220> . .

<223> variable Tight chain polynucleotide sequences; mucD37-50 antibody
<400> 144

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga gaaggtcace 60
atgacctgca gtgccacctc aagtgtgact tacatgcact ggtaccagca gaagtcaggc 120
acctccccca aaagatggat ttatgacaca tccaaactge cttatggagt ccctggtogt 180
ttcagtggta gtgggtctgg gacctcttac tctctcacaa tcagcagcat ggaggctgaa 240
gatgctgeca cttattactg ccagcagtgg agtgataacc cacccacgtt cggctcgggg 300
acaaagttgg aaataaagcyg g 321
<210> 145

<211> 393

<212> DNA

<213> Artificial Sequence

<220>

<223> variable Tight chain polynucieotide sequences; hucb37-50 antibody
<400> 145

gaattcgcca ccatgggttg gtcatgeatt attctgttcc tggttgctac cgcaacagga 60
gtacatagtg agatagtcct cacccaaagt cctgctacta tgtctgccag c<ccaggagag 120
cgtgtgacca tgacttgcic tgcaacctca agtgtgacat acatgcattg gtatcagcaa 180
aagcctggec aatcccctaa aaggtggatc tacgatactt ctaatctgcc atacggtgtg 240
cccgcaaggt tctccgggag tggcagtgge accagttata gtctgaccat cagttcaatg 300
gaagcagagg atgcagcaac ctattattgt cagcagtggt ccgataatcc ccctactttt 360
ggtcagggta caaagctgga gattaagcgt acg 393
<210> 146

<211> 321

<212> DNA

<213> Artificial Ssequence

<220> )

<223> variable 1ight chain polynucleotide sequences; mucp37-51 antibody
<400> 146

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccaggyga gaaggtcacc 60
atgacctgca gtgccacctc aagtgtgact tacatgcact ggtaccagca gaagtcagge 120
acctcccceca aaagatggat ttatgacaca tccaaactgg cttctggagt ccctgetege 180
ttcagtggca gtgggtctgg gacctcttac tctctcacaa tcagcaacat ggaggctgaa 240

Page 91



sequencelisting_revised_ascii

gatgctgcca cttattactg ccagcagtgg agtagtaacc cacccacgtt cggcrcggyg

acaaagttgg aaataaagcg g

<210> 147
<211> 393
<212> DNA
<213>

<220>

<223>

<400> 147
gaattcgeca
gtccattecy
cgagtgacta
aaacctggac
¢ctgetaggt
gaggccgaag
gggcagggaa
<210> 148
<211> 321
<212> DNA
<213>

<220>

<223>

<400> 148
caaattgttc
atgacctgca
acctccccca
ttcagtggeg
gatgctgcca
accaagctgg
<210> 149
<211> 393
<212> DNA
<213>

<220>

<223>

<400> 149

ccatgggatg
agatagtcct
tgacttgttc
agtctccaaa
tcagcggatc
atgccgcetac

ctaagctgga

tcacccagtc
gtgccagttc
aaagatggat
gtgggtctgg
cttattactg

daataaaacg

Artificial Seguence

gagctgtatt
cacccagagc
cgccacttet
gcgttggatt
tgggtctgge
ttactactgt

gatcaaacgt

Artificial Seguence

attctgttec
cccgcaacca
tcagttacct
tacgacacct
acaagttatt
cagcagtgga

acg

tggttgctac
tgagtgecctce
atatgcattg
ccaacctgge
cactcaccat

gcagcaaccc

tccagcattc atgtctgcat ctccagggga

aagtgttact tacatgcact ggtatcagca

ttatgacaca tccaaactgg cttctggagt

gacctcttac tctctcacaa tcagcaccat

ccagcagtgyg attagtgace cacccacgtt

g9

artificial Sequence

tgctactgge
ccctggggag
gtatcagcag
ttcaggagtt
tagttccatg

ccctacattc

taaggtcacc
gaagtcaggc
ccetgetege
ggaggctgaa
cggagggdagg

gaattcgcca ccatgggetg gtcctgtatc atcctgtttc tggtggcaac cgotactggg

gttcactctg atattgtcct gacacagagt ccagccttca tgagtgettc tcccggagaa

aaggtcacaa tgacttgttc agcttcctcc tccgtcacat acatgecattg gtaccageag

aagcctgacc agagtcctaa gaggtggatc tatgatacaa gcaatctgge ttccggtgtc

Page 92

300
321

variable Tight chain polynucieotide sequences; hucb37-51 antibody

60
120
180
240
300
360
393

variable 1ight chain polynucleotide sequences; muCD37-56 antibody

60
120
180
240
300
321

variable Tight chain polynucleotide sequences; hucCb37-56 antibody

60
120
180
240



sequencelisting_revised_ascii

ccctcocoget tttcaggcgg cggaagcgga actgactata gocttaccat ctcctcaatg

gaagccgagg acgctgctac atattactge cagcaatgga tcagcgaccc tcctacttte

ggacagggaa caaaattgga aattaagcgt acg

tccagcaatce
aagtgtgact
ttatgacaca
gacctcttac
ccagcagtgg
g

gtcctgtatt
gactcagagc
cgccacaagt
tcgttggatt
tggatctggg
atactactgc

gatcaaacgt

<210> 150
<211> 321
<212> DNA
<213> Artificial Sequence
<220>
<223>
<400> 150
caaattgttc tcacccagtc
atgacctgca gtgccacctc
acctccccca aaagatgogat
ttcagtggca gtgggtctgg
gatgctgcca cttattactg
acaaagttgg aaataaagcg
<210> 151
<211> 393
<212> DNA
<213> Artificial Sequence
<220>
<223>
<400> 151
gaattcgcca ccatggggtg
gttcactccg agatcgtgtt
agagtgacaa tgacttgttc
aaaccaggac agagtccccg
cctgeeccget tttcetggtag
gaagccgagg acgccgctac
gggcagggaa ccaaattgga
<210> 152
<211> 1410
<212> DNA
<213> Artificial Sequence
<220>
<223> |

antibody
<400> 152

atgtctgeat
tacatgcact
tccaaactgg
tctctcacaa

agtgataacc

atcctgtteco
ccagcecacea
tctgtaacct
tatgatacct
acttcctata
cagcagtgga

acg

ctccagggga gaaggtcacc
ggtaccagca gaagtcaggc
cttctggagt ccctgetege
tcagcagcat ggaggctgaa

cacccacgtt cggctcgggg

tggtcgcaac
tgtccgettc
acatgcattyg
ctaacctggce
gccttaccat

gtgataaccc

cgccacaggce
ccccggggag
gtaccagcaa
ttcaggcgtt
aagctctatg

cccecaccttce

Full-length heavy chain polynucleotide sequences; chCb37-3

aagcttgcca ccatggetgt cctggecactg ctoctctgec tggtgacata cccaagotgt

gtcctatcac aggtgcaggt gaaggagtca ggacctggcc tggtggeogec ctcacagagce
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300
360
393

variable Tlight chain polynucleotide sequences; muCD37-57 antibody

60
120
180
240
300
321

variable Tight chain polynucleotide sequences; huCD37-57 antibody

60
120
180
240
300
360
393

60
120
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<211>
<212>
<213>

714
DNA

<220>
<223>

sequencelisting_revised_ascii

Artificial Sequence

and hucCbp37-3v1.1 antibody

<400> 163
gaattcgecca

gttcactctg
cgcgtaacaa
caaaagcceag
gtgccttcac
ctccaaccadg
ttcggtcaag
ttcccgecat
aacttctatc
aactcccagg
accctgacgce
catcagggcc
<210>
<211>
<212>
<213>

<220>
<223>

164
726
DNA

ccatgggttyg
atatacaaat
tcacctgtag
gtaagtcacc
gattctctgg
aagatttcgg
gtactaagct
ctgatgagca
ccagagaggc
agagtgtcac
tgagcaaagce

tgagctcgece

antibody

<400> 164
gaattcgcca

gttcatagtg
cgtgccacca
tactggtttc
ctcgecageg
aacatccacc
attccttaca
tctgtcttca
tgcctgctga
ctccaatcgg
agcctcagea

tgcgaagtca

ccatgggttg
atattgtact
tctectgecy
aacagaagcc
gcgtteccge
ccgttgagga
cctttggagg
tctteccgec
ataacttcta
gtaactccca
gcacccegac

cccatcaggg

gtcctgeatce
gactcaaagc
agctagtgaa
taagctectce
ttcaggttcc
tacatattac
ggaaatcaag
gttgaaatct
caaagracag
agagcaggac
agactacgag

cgtcacaaag

Artificial Sequence

gtcctgtata
cactcagtca
ggcctcacag
aggacagccc
tagattctct
agaggatacc
aggaacaaag
atctgatgag
tcccagagag
ggagagtgtc
gctgagcaaa

cctgagctcg

atcttgtitc
ccttecagtt
aacatccgca
gtgaatgttg
ggtaccgatt
tgtcaacact
cgtacggtgg
ggaactgcct
tggaaggtgg
agcaaggaca
aaacacaaag

agcttcaaca

atcctgttct
ccageccagtc
tccgtgagea
cctaagctge
ggttccggta
gccacttact
ctcgaaatta
cagttgaaat
gccaaagtac
acagagcagg
gcagactacg

cccgtcacaa

tcgtggecac
tgagcgtaag
gtaatctcgce
ctaccaacct
attcacttaa
actggggtac
ctgcaccatc
ctgttgtgtg
ataacgccct
gcacctacag
tctacgectyg

ggggagagtyg

tggtggccac
tggcagtgtc
ctagctctta
tgatcaagta
gcggaactga
attgtcaaca
agcgtacggt
ctggaactgc
agtggaaggt
acagcaagga
agaaacacaa

agagcttcaa

Page 103

Full-Tength 1ight chain polynucleotide sequences; huCb37-3v1.0

agccaccggt
tgtgggtgaa
atggtaccaa
cgctgatggt
gatcaactca
gacctggaca
tgtcttcatc
cctgetgaat
ccaatcgggt
cctcagcage
cgaagtcacc

ttag

Full-Tength Tight chain polynucleotide sequences; chCD37-12

cgctactgge
cctgggecag
ttcctatctc
cgcctecaac
tttcactttg
ctcttgggag
ggctgcacca
ctctgttgtg
ggataacgcece
cagcacctac

agtctacgee

caggggagag

60
120
130
240
300
360
420
480
540
600
660
714

60
120
180
240
300
360
420
480
540
600
660
720
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sequencelisting_revised_ascii
ttctatccca gagaggccaa agtacagtgg aaggtggata acgccctcca atcgggtaac

tcccaggaga gtgtcacaga gcaggacadc aaggacagca cctacagcect cagcagcacc
ctgacgctga gcaaagcaga ctacgagaaa cacaaagtct acgectgcga agtcacccat

cagggectga getcgecegt cacaaagage ttcaacaggy gagagtgtta g

<210> 171
<211> 32
<212> DNA

<213> Artificial Sequence

<220> )
<223> Degenerate primer ECOMHL

<220>

<221> misc_feature
<2272> (13)..{(13)
<223> s isgor c

<220>

<221> misc_feature
<222> (15)..(1%)
<223> risaorg

<220>

<221> misc_feature
<222> (18)..(18)

<223> nis g, a, t orc

<220>

<221> misc_feature
<222> (19)..(19)
<223> m is a or ¢

<220>

<221> wmisc_feature
<222> (25)..(25)
<223> s idis gor c

<220>

<221> misc_feature
<222> (28)..(28)
<223> sisgorc

<400> 171
cttccggaat tcsargtnma gctgsagsag tc

<210> 172
<211> 35
<212> DNA

<213> Artificial Seguence

<220>
<223> Degenerate primer EcoMH2

<220>

<221> misc_feature
«222> (13)..(13)
<223> s isgorc

<220>
<221> misc_feature

Page 107

540
600
660
711

32



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

(15).. (15)
ris a or g

misc_feature
(18)..(18)
n is g, a, t

misc_feature
(19)..019
mis a or ¢

misc_feature
(25)..(25)

s is g or ¢

misc_feature
(28)..(28)
s i1s g or ¢

misc_feature
(33)..(33)
w 1s a or t

172

sequencelisting_revised_ascii

cttccggaat tesargtnma gcotgsagsag towagg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

173
36
DNA

Artificial Sequence

Degenerate primer BamIgGl

173

ggaggatcca tagacagatg ggggtgtcgt tttggce

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

174
31
DNA

Artificial Sequence

Degenerate primer SacIMK

misc_feature
(10).. (10
y is c or t

misc_feature
(1zy..a”»n
mis a or c

misc_feature
(19..(19
sis georc

Page 108
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sequencelisting.revised_ascii
<220>
<221> misc_feature
<222> (22)..022)
<223> m 1is a or c

<220>

<221> misc_feature
<222> (25)..(25)
<223> risaorg

<220>

<221> misc_feature
<222> (26)..(26)
<223> wis a or t

<220>

<221> misc_feature
<222> (283..(28)
<223> m is a or cC

<400> 174
ggagctcgay attgtgmtsa emcarwetme a

<210> 175

<211> 46

<212> DNA

<213> Artificial Sequence

<220>
<223> Degenerate primer HindkL

<400> 175 '
tatagagcte aagcttggat ggtgggaaga tggatacagt tggtge

<210> 176

<211> 16

<212> PRT

<213> Artvificial sequence
<220>

<223> Kabat pefined ¢D37-3 HC CDR2 for Murine

<220>

<221> MISC_FEATURE

<222> (10)..(16)

<223> Portion of the Kabat heavy chain CDRZ not considered a CDR for
resurfacing

<40C0> 176

val Ile Trp Gly Asp Gly Ser Thr asn Tyr His Ser Ala Leu Lys Ser
1 5 10 15
<210- 177

<211> 16

<212> PRT

<213> Artificial Seguence

<220>

<223> Kabat Defined ¢D37-3 HC ¢DRZ? for Human

<220>
<221> MISC_FEATURE
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sequencelisting_revised_ascii
<222> (10)..(16)
<223> Portion of the Kabat heavy chain CDRZ not considered a CDR for

resurfacing
<400> 177
val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Pro Ser Leu Lys Ser
1 5 10 15
<210> 178
<211> 16
<212> PRT
<213> Artificial seqguence
<220>

<223> Kabat bDefined €D37-50 HWC CDR2 for Murine

<220>

<221> MISC_FEATURE

<222> (10)..(16)

<223> PpPortion of the Kabat heavy chain CDRZ not considered a CDR for
resurfacing

<400> 178

Tyr ITe Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu Lys Ser
1 5 10 15
<210> 179

<211> 16

<212> PRT

<213> Artificial sequence

<220>

<223> Kabat pefined CD37-50 HC CDR2 for Human

<220>

<221> MISC_FEATURE

<222> (10)..(16)

<223> Portion of the Kabat heavy chain CDR2 not considered a CDR for
resurfacing

<400> 179

Tyr Ile Leu Tyr Ser Gly Ser Thr val Tyr Ser Pro Ser Leu Lys Ser
1 5 10 15
<210> 180

<211> 281

<212> PRT

<213> Artificial Seguence

<220>

<223> hCD37-M1

<400> 180

Met Ser Ala Gln Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
1 5 10 15

val Phe Asn Leu Phe Phe Phe val Leu Gly Ser Leu Ile Phe Cys Phe
20 25 30
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Gly

Leu

Gly

65

Lys

Leu

val

Ser

Tyr

145

Trp

val

Leu

Arg

Ile

225

ASN

Leu

Ile

Ala

50

Ile

Glu

Phe

Arg

Tyr

130

val

Phe

Pro

Asp

ser

210

Tvyr

Leu

Gly

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

GIn

GlIn

Cys

Arg

Ile

Phe

val Tyr Asn

<210>
<211>

275

181
281

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser

180

val

His

Glu

Ser

Met

260

Arg

Leu

Pro

Met

Cys

85

GlIn

Arg

Asn

Gln

Leu

165

cys

Ile

Ser

Gly

Ile

245

Thr

Leu

ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Ile

Tyr

Leu

Ala

Ccys

230

val

Leu

Ala

sequencelisting_revised_ascii

Asp Lys Thr ser Phe val Ser Phe
40

Gln

55

Ile

Leu

Thr

val

Asp

135

Arg

Leu

Asn

Pro

Gly

sSer

Arg

Ile

Ala

Gly

Leu

Gln

120

Glu

Cys

Arg

Leu

Gin

200

Ile

Gn

Ile

Ile

Tyr
230

Trp

l.eu

Leu

Gly

Glu

Thr

Cys

Gly

Ser

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Ser

Leu

Tyr

90

Ile

Leu

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

lLeu

Lys

Gly

75

Phe

Leu

val

Ala

Thr

Arg

val

GlIn

235

Gly

cys

val

60

Cys

Gly

Ile

Leu

Glu

140

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 111

Leu

val

Met

Ser

Arg

Glu

Tyr

Glu

Asp

Gly

Ala

Trp

Gly

Asn

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

His

Glu

Leu

Leu

Leu
270

val

Ile

Ala

Leu

95

Gln

Ile

Trp

GIn

His

175

Thr

Leu

Ser

His

Leu

255

Asp

Gly

sSer

Leu

80

Leu

Arg

GIn

Asp

Asp

160

Arg

Ile

Ala

His

Asn

240

Glu

His



<212>
<213>

<220>
<223>

<400>

PRT

sequencelisting_revised_ascii

Artificial Sequence

hcp37-m2

181

Met Ser Ala GlIn
1

val phe

Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

Ala Gln

Lys Tyr
130

Tyr Ala
145

Trp Asn

val Pro

Leu Asp

Arg Ser

210

Ile Tyr
225

Asn

irp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

GIn

Lys

cys

Lys

195

Arg

Arg

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

pPhe

Ala

ser

180

val

His

Glu

Glu

Phe

Leu

Pro

Met

cys

85

Gln

Arg

Asn

GlIn

Gln

165

cys

Ile

ser

Gly

ser

Phe

Ile

Leu

Gly

70

Leu

Ile

ser

Pro

Leu

150

Met

Tyr

Leu

Ala

Cys
230

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

ASp

Ala

l.eu

val

Ala

Gly

Leu

Cys

Lys

Leu

GlIn

200

Ile

Ser

Leu

25

Thr

Tp

Leu

Leu

Asp

Thr

Cys

Ala

Ser

185

Leu

Cys

Gly

Leu Ile
10
Gly ser
Ser Phe
ser Lys
Leu Gly
75
Tyr Phe
Ile Leu
val val
Ala aAla
Gly Trp
1
Asn Glu
170
Ala Thr
ser Arg

Ala val

Leu GIn
235

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

Glin

Ser

Asn

Leu

Pro

220

Lys

Page 112

Tyr

Ile

Ser

45

Leu

val

Met

ser

Lys

125

Glu

Ser

Glu

ASp

Gly

Ala

Trp

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

His

Glu

Leu

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Arg

Pro

175

Thr

Leu

Ser

His

Phe

Phe

Gly

ser

Leu

80

Leu

Arg

Gin

Asp

ASp

160

Arg

Ala

His

Asn
240



sequencelisting_revised_ascii
Asn Leu Ile Ser Ile val Gly Ile Cys Leu Gly val Gly Leu Leu Glu
245

250

255

Leu Gly Phe Met Thr Leu Ser Ile Phe Leu Cys Arg Asn Leu Asp His
260 265 270

val Tyr Asn Arg Leu Ala Arg Tyr Arg
280

Artificial seguence

275
<210> 182
<211> 281
<212> PRT
<213>
<220>
<223> hcb37-M3
<400> 182

Met Ser Ala Gln
1

val Phe

Gly TIle

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

Ala Gln

Lys Tyr

130

Tyr val
145

Trp Phe

val Pro

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

Gln

Gin

Cys

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

sSer
180

Glu

Phe

Leu

Pro

Met

Ccys

Gin

Arg

AsSn

Glin

Leu

165

Cys

Ser

Phe

Tle

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Ile

Tyr

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Leu

val

Lys

40

Ile

Ala

Gly

Leu

Arg

Glu

Cys

Arg

Ser

Ser

Leu

25

Thr

Trp

Leu

Leu

Gly

Asp

Thr

Cys

Gly

Thr
185

Leu Ile
10

Gly Ser

Ser Phe

ser Lys

Leu Gly
75

Tyr Phe
90

Ile Leu

val val

Ala Ala

Gly Trp
155

Asn Gly
170

Ala Thr

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

ser

Ash

Page 113

Tyr

Ile

ser

45

Leu

val

Met

Ser

Lys

125

Glu

Tyr

Glu

ASp

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

ser

Pro

Ala

ser
190

Leu

15

cys

val

Ile

Ala

Leu

95

Gin

Ile

Trp

Gln

His

175

Thr

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Gln

Asp

Asp

Arg

val



Phe Asp

Arg Ser

sequencelisting_revised_ascii

195

Arg His Ser Ala Asp

210 215

ITe Tyr

Asn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Ser
1

val Phe
Gly Ile
Leu Ala

50

Gly Ile
65
Lys Glu

Leu Phe

Ala Gln

Arg Glu Gly Cys Ala
230

Ile ser Ile val Gly
245

Phe Met Thr Leu Ser
260

Asn Arg Leu Ala Arg
275

183

281

PRT

Artificial Ssequence
hCD37-M45

183

Ala GIn Glu Ser Cys
5

Asn Leu Phe Phe Phe
20

Trp Ile Leu Ile Asp
35

Phe val Pro Leu GIn
55

Phe Thr Met Gly Ile
70

Leu Arg Cys Leu Leu
85

Ala Thr GIn Ile Thr
100

Leu Glu Arg Ser Leu
115

200

Ile

GIn

ile

Ile

Tyr

Leu

val

Lys

Ile

Ala

Gly

Leu

Arg

Cys

Gly

Cys

Phe

265

Arg

Ser

Leu

25

Thr

Trp

Leu

Leu

Gly

Asp

Ala

Leu

Leu

250

Leu

Leu

10

Gly

ser

Ser

Leu

Tyr

90

Ile

val

val

GIn

Gly

Cys

Ile

ser

Phe

Lys

Gly

75

Phe

Leu

val

Pro
220
Lys

val

Arg

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

rPage 114

Ala

Trp

Gly

Asn

Tyr

Ile

Ser

45

Leu

val

Met

Ser

Lys Leu Phe Phe Ser Gln Leu Ser Arg Leu Gly His
205

Glu

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Leu

Ser

His

Leu

255

Asp

Leu

15

Cys

val

Ile

Ala

Leu

95

GIn

Ile

Ala

His

Asn

240

Glu

His

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Gln



Lys Tyr

Tyr val

145

sequenceiisting_revised_ascii
e Gly Thr Asn Pro Glu Glu Thr Ala Ala GTu Glu Ser
135

GIn Phe GIn Leu Arg
150

Trp Phe GIn val Leu Ile Leu

165

val Pro Cys Ser Cys Tyr Asn

180

Leu Asp Lys val Ile Leu Pro

Lys Leu
210

Ile Tyr

225

Asn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

195

Arg GIn Thr Ala Asp
215

Arg Glu Gly Cys Ala
230

I1e ser Tle val Gly
245

Phe Met Thr Leu Ser
260

Asn Arg Leu Ala Arg
275

184
128
PRT
Artificial Sequence

mucCb37-r176
184

Ile Ser Thr GIn Arg val Arg

1

5

Leu Arg Thr %Be Gln Ser Tyr

Glu Glu Ser Trp Asp Tyr Ala
35

Gln ggr Pro Arg Asp Trp Asn

55

Ser Glu Glu Pro Arg val Pro

70

Cys

Arg

Leu

Gln

200

Tle

Gln

Ile

Ile

TYyr
230

Leu

Arg

Gln

40

LysS

Cys

cys

Gly

ser

185

Leu

Cys

Ser

Cys

Phe

265

Arg

Glu

Thr

25

Phe

Ala

Ser

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Arg

10

AsSn

Gln

GIn

Ccys

Trp
155
Gly
Thr

Arg

Leu

Gly

Cys

Arg
Pro
Leu

Met

Tyr
75

140

His

Ser

Asn

Leu

Pro

220

Lys

val

Arg

val

ASp

Arg

Leu

60

ASnh

Page 115

Tyr

Glu

AsD

Gly

Ala

Trp

Gly

Asn

Gln

Glu

Lys

ser

Pro

Ala

Ser

190

Pro

Lys

Leu

Leu

Leu
270

Glu

Thr

30

Cys

Ala

Thr

Trp

Gln

His

175

Thr

Arg

Ala

His

Leu

255

Asp

Leu
15

Ala
Gly

AsSn

Ala

Arg

Ile

His

Asn

240

Glu

His

val

Ala

Trp

Thr
80



sequencelisting_revised_ascii

aAsn Asp Ser Thr val Phe Asp Lys Leu Phe Phe Ser GIn Leu ger Arg
85 90 5

Leu Gly Pro Arg Ala Lys Leu Arg GIn Thr Ala Asp Ile Cys Ala Leu
100 105 110

Pro Ala Lys Ala His Ile Tyr Arg Glu Gly Cys Ala GIn Ser Leu Gln

120 125
<210> 185
<211> 280
<212> PRT
<213> Artificial Sseguence
<220>
<223> hCD37mECD-HL
<400> 185

Met Ser Ala GlIn Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
1

val Phe Asn Leu Phe Phe Phe val Leu Gly Ser Leu Ile Phe Cys Phe
20 25 30

Gly Tle Trp Ile Leu Ile Asp Lys Thr Ser Phe val Ser Phe val Gly
35 40 45

Leu Ala Phe val Pro Leu GIn Ile Trp Ser Lys val Leu Ala Ile Ser
50 55 60

Gly 1le pPhe Thr Met Gly Ile Ala Leu Leu Gly Cys val Gly ala Leu
65 70 75 80

Lys Glu Leu Arg Cys Leu Leu Gly Leu Tyr Phe Gly Met Leu Leu Leu
85 90 95

Leu phe Ala Thr GIn Ile Thr Leu Gly Ile Leu Ile Ser Thr GIn Arg
100 105 110

Ala GIn Leu Glu Arg Ser Leu Arg Asp val val Glu Lys Thr Ile GiIn
115 120 125

Lys Tyr Gly Thr Asn Pro Glu Glu Thr Ala Ala Glu Glu Ser Trp Asp
130 135 140

Tyr Ala Gln Phe GIn Leu Arg Cys Cys Gly Trp GIn Ser Pro Arg Asp
145 150 155 160

Trp Asn Lys Ala Gln Met Leu Lys Ala Asn Glu Ser Glu Glu Pro Arg
165 170 175

Page 116



val

Phe

Lys

Iile

225

Asn

Leu

val

Pro

AsSp

Leu

210

Tyr

l.eu

Gly

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Cys

Lys
195

Arg

Arg

Ile

Phe

Asn

275

186
281
PRT

Ser

180

Leu

Gln

Glu

Ser

Met

260

Arg

Cys

Phe

Thr

Gly

Ile

245

Thr

Leu

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii
Asn Ser Thr Ala Thr Asn Asp Ser

Ser

Asp

Ala

Gly

sSer

Arg

Artificial Sequence

hCD37mECD-H2

186

Met Ser Ala GIn Glu
1 5

val

Gly

Leu

Gly

65

Lys

Leu

val

Phe

Ile

Ala

50

Ile

Glu

Phe

Arg

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu
115

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Phe

Leu

Pro

Met

Arg

Ser

Phe

Ile

Leu

Gly

70

Leu

I7e

Arg

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

val

Gln

200

Ile

Gln

Ile

Ile

TYr
280

Leu

val

Lys

40

Ile

Ala

Gly

Leu

Gln
120

185

Leu

Cys

ser

Cys

Phe
265

Ser

Leu

25

Thr

Trp

Leu

Leu

Ser Arg

Ala Leu

Leu GIn
235

Leu Gly
250

Leu Cys

Leu Ile
10

Gly ser

Ser Phe

ser Lys

Leu Gly

75

Tyr Phe
90

Ile Leu

Leu val

Leu

Pro

220

Lys

val

Arg

Lys

Leu

val

val

60

cys

Gly

Ile

Leu

Page 117

Trp

Gly

Asn

Tyr

Ile

Ser

45

Leu

val

Met

Ser

Arg

190

Pro

Lys

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Thr

Arg

Ala

His

Leu

255

Asp

Leu

15

Cys

val

Ile

Ala

Leu

95

GIn

Ile

val

Ala

His

Asn

240

Glu

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Glin



Ser

TYyr

145

Trp

val

Phe

LysS

Ile

225

Asn

Leu

val

Tyr

130

val

Phe

Pro

Asp

Leu

210

Tyr

Leu

Gly

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Arg

Gin

Gln

cys

Lys

195

Arg

Arg

ile

Phe

Asn
275

187
281
PRT
Artificial Sequence

Thr

Phe

val

Ser

180

Leu

Gln

Glu

ser

Met

260

Arg

Asn

Gln

Leu

165

Cys

Phe

Thr

Gly

Ile

245

Thr

Leu

hCD37mECD-H3
187

Pro
Ley
150
Ile
Tyr
Phe
Ala
Cys
2

val

Leu

Ala

sequencelisting_revised_ascii

Asp Glu Thr ala Ala Glu Glu Ser

135

Arg

Leu

Asn

ser

Asp

215

Ala

Gly

Ser

Arg

Met Ser Ata GIn Glu Ser Cys
1 5

val Phe Asn Leu Phe Phe Phe

Gly Ile Trp Ile Leu Ile Asp
35

Leu Ala Phe val Pro Leu Gln

50

55

Cys

Arg

ser

Gln

200

Ile

GIn

Ile

Ile

Tyr
280

Leu

val

Lys

40

Ile

cys

Gly

Thr

185

Leu

Cys

Ser

Cys

Phe

265

Arg

ser
Leu
25

Thr

Trp

Gly

ASh

170

Ala

Ser

Ala

Leu

Leu

250

Leu

Leu
10
Gly

Ser

Ser

Trp

155

Gly

Thr

Arg

Leu

Gln

235

Gly

Cys

Ile

ser

Phe

Lys

His

ser

Asn

Leu

Pro

220

Lys

val

Arg

Lys

Leu

val

val
60

Page 118

TYr

Glu

ASp

Gly

Ala

Trp

Gly

Asn

TYyr
Ile
Ser
45

Leu

Pro

Ala

Ser

190

Pro

LysS

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Trp

Gln

His

175

Thr

Arg

Ala

His

Leu

255

ASp

Leu

15

Cys

val

Ile

Asp

ASD

160

Arg

val

Ala

Asn
240

Glu

Phe

Phe

Gly

Ser



Gly

65

Lys

Leu

val

Ser

TYr

145

Trp

val

Leu

Lys

Ile

225

ASN

Leu

val

Ile

Glu

Phe

Arg

Tyr

130

Ala

Asn

Pro

ASp

Leu

210

Tyr

Leu

Gly

Tyr

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

Phe

Leu

Ala

Leu

115

Arg

GIn

LyS

Cys

Lys

195

Arg

Arg

Ile

Phe

Asn

275

188
281
PRT

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

ser

180

val

GIn

Gtu

ser

Met

260

Arg

Met

Cys

85

GIn

Arg

Asn

Gin

Gln

165

cys

Ile

Thr

Gly

Ile

245

Thr

Leu

hCb37mECD-H4

188

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

Tyr

Leu

Ala

cys

230

val

Leu

Ala

sequencelisting_revised_ascii
Ile Ala Leu Leu Gly Cys val Gly
75

Leu

Thr

val

135

Arg

Leu

Asn

Pro

Asp

215

Ala

Gly

ser

Arg

Artificial sequence

Gly

Leu

GIn

120

Glu

cys

Lys

Leu

Gln

200

Ile

Gln

Ile

Ile

TYr
280

Leu

Thr

Cys

Ala

Ser

185

Leu

Cys

Ser

Cys

Phe

265

Arg

Tyr

90

Ile

Leu

Ala

Gly

Asn

170

Ala

ser

Ala

Leu

Leu

250

l.eu

Phe

Leu

val

Ala

155

Glu

Thr

Arg

Leu

Gln

235

Gly

Cys

Gly

Ile

Leu

Glu

140

GIn

Ser

Asn

Leu

Pro

220

Lys

val

Arg

Met

Ser

Arg

Glu

Ser

Glu

Asp

Gly

Ala

Trp

Gly

Asn

Leu

Thr

110

Thr

ser

Pro

Glu

Ser

190

Pro

Lys

Leu

Leu

Leu
270

Ala

Leu

95

Gln

Ile

Trp

Arg

PTo

175

Thr

Arg

Ala

His

Leu

255

ASp

Leu

80

Leu

Arg

Glin

Asp

Asp

Arg

Ile

Asn
240

Glu

Met Ser Ala GIln Glu Ser Cys Leu Ser Leu Ile Lys Tyr Phe Leu Phe
1 5 15

10

Page 119



val

Gly

Leu

Gly

65

Lys

Leu

val

ser

Tyr

145

Trp

val

Phe

Arg

Ile

225

Asn

Leu

val

Phe

Ile

Ala

50

Ile

Glu

Phe

Arg

Tyr

Ala

Asn

Pro

Asp

Ser

210

Tyr

Leu

Gly

Tyr

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

Gln

Lys

Cys

Lys

195

Arg

Arg

Iile

Phe

Asn
275

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Ser

180

Leu

His

Glu

Ser

Met

260

Arg

Phe

Leu

Pro

Met

Cys

Gin

Arg

AsSnh

Gln

Gln

165

Cys

Phe

Ser

Gly

Ile

245

Thr

Leu

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

TYr

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Phe val Leu Gly Ser Leu Ile
25

Asp

Gln

55

Ile

Leu

Thr

val

Arg

Leu

Asn

ser

215

Ala

Gly

Ser

Arg

Ala

Gly

Leu

Gln

120

Glu

Cys

Lys

Ser

GlIn

200

Ile

Gln

Ile

Ile

TYr
280

Thr

Trp

Leu

Leu

Thr

Cys

Ala

Thr

185

Leu

Cys

ser

cys

Phe

265

Arg

Ser Phe

Ser Lys

Leu Gly
75

Tyr Phe
90

ITe Leu

Leu val

Ala Ala

Gly Trp

155
Asn Glu
170
Ala Thr
ser Arg
Ala Leu
Leu GlIn
Leu Gly
250

Leu Cys

val

val

60

Cys

Gly

Ile

Leu

Glu

140

Gln

ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 120

Ser

45

Leu

val

Met

ser

Arg

Glu

Ser

Glu

Asp

Trp

Gly

Asn

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

Ser

190

His

Lys

Leu

l.eu

Leu
270

Ccys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Arg

Pro

175

Thr

Leu

Ala

His

Leu

255

Asp

Phe

Gly

Ser

Leu

80

Leu

Arg

Gln

Asp

Arg

val

Ala

His

AsSnh

240

Glu

His



<210>
<211>
<212>
<213>

<220>
<223>

<400>

189
281
PRT

sequencelisting_revised_ascii

Artificial Sequence

hCD37mECD-HS5

189

Met Ser Ala Gln

1

vai

Gly

Leu

Gly

65

Lys

Leu

val

ser

Tyr

145

Trp

val

Phe

Lys

Phe

Ile

Ala

50

Ile

Glu

Phe

Arg

TYr

130

Ala

AsSn

Pro

Asp

Leu
210

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

Gln

Lys

Cys

Lys

Arg

Leu

20

ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

ser

180

Leu

GIn

Glu

5

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Asn

GIn

Gln

165

Cys

Phe

Thr

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

Tyr

Phe

Ala

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

val

Arg

Leu

AsSN

Ser

Asp
215

Leu

val

Lys

40

Ile

Ala

Gly

Leu

GIn

120

Glu

Cys

Lys

ser

Gln

200

Ile

Ser

Leu

25

Thr

rp

Leu

Leu

Thr

cys

Ala

Thr

185

Leu

Cys

Leu Ile
10
Gly Ser
Sser Phe
Ser Lys
Leu Gly
75
Tyr Phe
90
ITe Leuy
Leu val
Ala Ala
Gly Trp
i
Asn Glu
170
Ala Thr

ser Arg

Ala val

Lys

Leu

val

val

60

Cys

Gly

Ile

Leu

Glu

140

Gln

Ser

Asn

Leu

Pro
220

Page 121

Tyr

Ile

ser

45

Leu

val

Met

Ser

125

Glu

ser

Glu

ASD

Gly

Ala

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

ser

Pro

Glu

Ser

190

Pro

Glu

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Arg

Pro

175

Thr

Arg

ser

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

GlIn

Asp

Arg

val

His



225

230

sequencelisting.revised_ascii
Ile Tyr Arg Glu Gly Cys Ala GIn Gly Leu GIn Lys Trp Leu

Asn Leu ITe Ser ITe val Gly Ile
245

Leu Gly Phe Met Thr Leu Ser Ile

260

val Tyr Asn Arg Leu Ala Arg Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

275

190
281
PRT

hCD37mECD-H45

190

Met Ser Ala Gln

1

val Phe

Gly Ile

Leu Ala
50

Gly Ile
65

Lys Glu

Leu Phe

val Arg

Ser Tyr
130

Tyr Ala
145

Trp Asn

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Arg

GlIn

Lys

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

Ala

Glu

5

Phe

Leu

Pro

Met

Cys

85

Gln

Arg

Asn

GIn

Gln
165

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Arg

Pro

Leu

150

Met

Artificial sequence

Cys

Phe

Asp

Gln

55

Ile

Leu

Thr

val

Arg

Leu

280

Leu

val

Ala

Gly

Leu

Gin

120

Glu

Cys

Lys

235

Cys Leu Gly val Gly Leu
250

Phe Leu Cys Arg Asn Leu

265

Arg

Ser

Leu

25

Thr

Trp

Leu

Leu

Thr

Cys

Ala

Leu Ile
10

Gly ser

Ser Phe

Ser Lys

Leu Gly
75

Tyr Phe
90

Ile Leu

Leu val

Ala Ala

Gly Trp

155

Asn Glu
170

Lys

Leu

val

val

60

Cys

Gly

Ile

Leu

Glu

140

Gln

Ser

Page 122

Tyr

Ile

ser

45

Leu

val

Met

Ser

Arg

Glu

Ser

Glu

270

rhe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Glu

His
Leu

255

AsD

Leu

15

Cys

va'l

Ile

Ala

Leu

a5

Gln

Ile

Trp

Arg

Pro
175

Asn
240
Glu

His

Phe

Phe

Gly

Ser

Leu

80

lLeu

Arg

GIn

Asp

Asp

Arg



val

Phe

Arg

Ile

225

Asn

Leu

Pro

Asp

Ser

210

Tyr

Leu

Gly

Arg

Arg

Tle

Phe

val Tyr Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

val

Gly

Leu

Gly

65

Lys

Leu

Phe

Ile

Ala

50

Ile

Glu

Phe

275

191
281
PRT

Ser

180

l.eu

His

Glu

Ser

Met

260

Arg

cys

Phe

Ser

Gly

Ile

245

Thr

Leu

Tvyr

Phe

Ala

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Asn Ser Thr Ala Thr Asn Asp Ser

Ser

Asp

215

Ala

Gly

Ser

ATg

Artificial sequence

hcp37-macl2

191

ASN

Trp

35

Phe

Phe

Leu

Ala

l.eu

20

Ile

val

Thr

Arg

Thr
100

Met Ser Ala GIn Glu
5

Phe

Leu

Pro

Met

Cys

85

Gln

ser

Phe

Ile

Leu

Gly

70

Leu

ile

Cys

Phe

ASp

GIn

55

Ile

Leu

Thr

Gin

200

ITe

Glin

Ile

Ile

Tyr
280

Leu

val

Lys

Tle

Ala

Gly

l.eu

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Ser

Leu

25

Thr

Trp

Leu

Leu

Gly

Ser

Ala

Leu

Leu

250

Leu

Leu

10

Gly

Ser

ser

Leu

Tyr

90

Ile

Arg

val

Gln

235

Gly

Cys

Ile

Ser

Phe

Lys

Gly

75

Phe

Leu

Leu

Pro

220

Lys

val

Arg

Lys

Leu

val

val

60

Cys

Gly

ile

Page 123

Gly

205

Ala

Trp

Gly

Asn

Tyr

Ile

Ser

45

Leu

val

Met

ser

190

His

Glu

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr
110

Thr

Leu

ser

His

Leu

255

ASp

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

val

His
Asn
240

Glu

His

Phe

Phe

Gly

ser

Leu

80

Leu

Arg



Ala GIn

Arg Tyr
130

Tyr val

Trp Phe

val Pro

Leu Asp

Arg Ser
210

Ile Tyr
225

Asn Leu

Leu Gly

val Tyr

<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

lLeu

115

His

Gln

Gln

Cys

LyS

Arg

Arg

Ile

Phe

Asn
275

192
281
PRT
Artificial Sequence

Glu

Thr

Phe

val

Ser

180

val

His

Glu

Ser

Met

260

Arg

Arg

Asn

Gln

Leu

165

Cys

Ile

ser

Gly

Ile

245

Thr

Leu

hCD37-Mac4
192

Ser

Pro

Leu

150

Thi

Tyr

Leu

Ala

Ccys

230

val

Leu

Ala

sequencelisting_revised_ascii
Leu GIn Asp Ile val Glu Lys Thr

Glu

135

Arg

Leu

Asn

Pro

Asp

Ala

Gly

Ser

Arg

Met Ser Ala GIn Glu Ser Cys

1

5

val Phe Asn Leu Phe Phe Phe

Gly Ile Trp Ile Leu Ile Asp
35

Leu Ala Phe val Pro Leu Gln

50

55

120

Glu

Cys

Arg

Leu

Gln

200

Ile

Gln

Ile

Ile

Tyr
280

Leu

val

Lys

40

Ile

Thr

cys

Gly

Ser

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Ser
Leu
25

Thr

Trp

Ala Ala Glu
140

Gly Trp His
1

Asn Gly Ser
170

Ala Thr Asn
ser Arg Leu

Ala val Pro
220

Leu Gln Lys
235

Leu Gly val
250

Leu Cys Arg

Leu Tle Lys
10

Gly ser Leu

Ser Phe val

Ser Lys val
60

Page 124

125

Glu

ser

Glu

Asp

Gly

Ala

Trp

Gly

Asn

Tyr
Ile
Ser
435

lLey

ser

Pro

Ala

Ser

190

His

Glu

Leu

Leu

Leu
270

Phe

Phe

30

Phe

Ala

Tle

Trp

GlIn

His

175

Thr

Leu

ser

His

Leu

255

Asp

Leu

i5

Cys

val

Ile

Gln

Asp

AsSp

160

Arg

Ile

Ala

Asn
240

Glu

His

Phe

Phe

Gly

Ser



Gly

65

Lys

Leu

Ala

Lys

Tyr

145

Trp

val

Leu

Arg

Ile

225

Asn

Leu

val

Ile

Glu

Phe

Gln

Tyr

130

val

Phe

Pro

AsD

Ser

210

Tyr

Leu

Gly

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Phe

Leu

Ala

Leu

115

Gly

Gln

Gln

Cys

LysS

Arg

Arg

Ile

Phe

Asn

275

183
281
PRT

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser

180

val

His

Glu

Ser

Met

260

Arg

Met

Cys

85

Gln

Arg

ASn

Gln

Leu

165

Cys

Ile

Ser

Gly

Ile

245

Thr

Leu

Gly

70

Leu

Ile

sSer

Pro

Leu

150

Ile

Tyr

Leu

Thr

Cys

230

val

Leu

Ala

sequencelisting_revised_ascii

Ile Ala Leu Leu Gly Cys val Gly
75

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

Asp

Ala

Gly

Ser

Arg

Artificial Sequence

hCD37-Mac5s

193

Gly

Leu

Cys

Arg

Leu

Gln

200

Ile

Gln

Ile

Ile

Tyr
280

Leu

ASD

Thr

cys

Gly

Ser

185

Leu

Cys

Gly

Cys

Phe

265

Arg

Tyr

90

Ile

val

Ala

Gly

Asn

170

Ala

ser

Ala

Leu

Leu

250

Leu

Phe

Leu

val

Ala

Trp

Gly

Thr

Arg

val

Gln

235

Gly

cys

Gly

Ile

Glu

Glu

140

His

ser

Asn

Leu

Pro

220

Lys

val

Arg

Page 125

Met

Ser

LysS

125

Glu

Tyr

Glu

Asp

Gly

Ala

Trp

Gly

Asnh

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

Gln

Glu

Leu

Leu

Leu
270

Ala

Leu

95

Gln

Ile

Trp

Gln

His

175

Thr

Leu

ser

His

Leu

255

Asp

Leu

80

Leu

Arg

Gln

Asp

ASp

160

Arg

Ala

His

Asn

240

Glu



Met

val

Gly

Leu

Gly

65

Lys

Leu

Ala

Lys

Tyr

145

Trp

val

L.eu

Arg

Ile

225

Asn

Leu

ser

Phe

Tle

Ala

50

Ile

Glu

Phe

Gln

Tyr

130

val

Phe

Pro

Asp

Ser

210

Tyr

Leu

Gly

Ala

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

GlIn

Gin

Cys

Arg

Arg

Ile

Phe

Gln

Leu

20

Ile

va’l

Thr

Arg

Thr

100

Glu

Thr

Phe

val

Ser

180

val

His

Glu

sSer

Met
260

Glu

Phe

Leu

Pro

Met

Cys

85

GlIn

Arg

Asn

Gln

Leu

165

cys

Ile

ser

Gly

Ile

245

Thr

ser

Phe

Ile

Leu

Gly

70

Leu

Ser

Fro

Leu

150

Ile

Tyr

Leu

Ala

230

val

Leu

sequencelisting_revised_ascii
Cys Leu Ser Leu Ile Lys Tyr Phe

Phe

Asp

Gln

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

Asp

215

Ala

Gly

ser

val

Lys

40

Ile

Ala

Gly

Leu

Arg

Glu

Cys

Arg

Leu

Gln

200

Ile

Arg

Ile

Ile

Leu

25

Thr

Trp

Leu

l.eu

Asp

Thr

cys

Gly

Ser

185

Leu

Cys

Ser

Cys

Phe
265

10

Gly

Ser

Ser

Leu

Tyr

90

Ile

val

Ala

Gly

Asn

170

Ala

Ser

Ala

Leu

Leu

250

Leu

ser

Phe

LysS

Gly

75

Phe

Leu

val

Ala

Gly

Thr

Arg

val

Gln

Gly

Cys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

Ser

Asn

Leu

Pro

220

LysS

val

Arg

Page 126

Ile

ser

45

Leu

val

Met

Ser

Lys

125

Glu

Tyr

Glu

ASp

Gly

Ala

Trp

Gly

Asn

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

ser

Pro

Ala

Ser

190

His

Asn

Leu

Leu

Leu
270

Leu

15

cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

GIn

His

175

Thr

Leu

Ser

His

Leu

255

Asp

Phe

Phe

Gly

Ser

Leu

80

Leu

Arg

Gln

ASD

ASp

160

Arg

Ile

Ala

His

Asn

240

Glu

His



<210>
<211l>
<212>
<213>

<220>
<223>

<400>

sequencelisting_revised_ascii
val Tyr Asn Arg Leu Ala Arg Tyr Arg
275 280

194

280

PRT

Artificial Sequence

hcb37-Mac45s
194

Met Ser Ala GIn Glu Ser Cys Leu Ser

1

val

Gly

Leu

Gly

65

Lys

Leu

Ala

Lys

Tyr

145

Trp

val

Leu

Arg

Phe

ITe

Ala

50

Ile

Glu

Phe

Gln

Tyr

130

val

Phe

Pro

Asp

Ser
210

Asn

Trp

35

Phe

Phe

Leu

Ala

Leu

115

Gly

GIn

Gln

Cys

Lys

195

Arg

Leu

20

Ile

val

Thr

Arg

Thr

100

Glu

Thr

Phe

val

ser

180

val

His

Phe

Leu

Pro

Met

Cys

85

Gin

Arg

Asn

GlIn

Leu

165

Cys

Tle

Ser

Phe

Ile

Leu

Gly

70

Leu

Ile

Ser

Pro

Leu

150

Ile

Tyr

Leu

Thr

Phe

Asp

Gln

55

Ile

Leu

Thr

Leu

Glu

135

Arg

Leu

Asn

Pro

215

val

Lys

40

Ile

Ala

Gly

Leu

Arg

Glu

Cys

Arg

Leu

Gln

200

Ile

Leu

25

Thr

Trp

Leu

Leu

Asp

Thr

Cys

Gly

Ser

185

Leu

Cys

Leu

10

Gly

Ser

Ser

Leu

TVYr

90

Ile

val

Ala

Gly

Asn

170

Ala

Ser

Ile

ser

Phe

Lys

Gly

75

Phe

Leu

val

Ala

Thr

Arg

Lys

Leu

val

val

60

Cys

Gly

Ile

Glu

Glu

140

His

sSer

Asn

Leu

Ala val Pro

220

Page 127

Tyr

Ile

sSer

45

Leu

val

Met

Ser

Lys

125

Glu

TYr

Glu

Asp

Phe

Phe

30

Phe

Ala

Gly

Leu

Thr

110

Thr

Ser

Pro

Ala

Ser

190

Gln

Asn

Leu

15

Cys

val

Ile

Ala

Leu

95

Gln

Ile

Trp

Gln

His

175

Thr

Leu

Ser

Phe

Phe

Gly

ser

Leu

80

Leu

Arg

Gln

AsSD

Asp

Arg

Ile

Ala

His



Ile
225

Asn

l.eu

val

<210>
<211>
<212>
<213>

<220>
<223>

<400> 195
aagcttgcca

195
446
DNA

gtccattcac
ctgagtctga
atcagacagc
actgtctatt
catttrrttc

cggggatatt
gtgagtgctyg

<210>
<211>
<212>
<213>

<220>
<223>

<400> 196
aagcttgeca

196
446
DNA

gtgcattcag
ctgtecctga
attcggcagt
accaattaca
cagtttttcc
cgtggctact

gtctcagecg

260

Tyr Asn Arg Leu Ala Arg Tyr
275

ccatggggtg
aggtgcagcet
cttgtactgt
atcccggcaa
cceccteect
tgcagctgaa
atggatacgg

cttccaccaa

ccatgggttg
aagttcagtt
cttgtaccgt
ttccaggcaa
gccctagect
tgcagcttaa

acgggttcgg

cctctaccaa

sequencelisting_revised_ascii

280

Artificial Sequence

gtcctgeata
gcaggagtcc
ttctggctac
caaactggag
gaaatcccgg
cagcgttacce

agcttggtte

gggccc

Artificial Sequence

gtcttgcatc
ggtggagtcc
gtcaggttat
gggactggaa
gcagggccga
ttcecgtgact

agcctggttt

gggccc

atccttttcc
ggccecggec
agcataacca
tggatgggat
atcagtatta
gcagctgaca

gcttactggg

atcctgticc
ggcccagaag
agcatcagca
tggatgggct
atctctatta
gcetctgaca

gtatactggg

Tyr Arg Glu Gly Cys Ala Arg Ser Leu GIn Lys Trp Leu His
230 235

tggttgctac
tgctcaagcc
gcggtttcge
acatactgta
ccegtgacac
ctgcaaccta

gccaaggeac

tggtggccac
tgctgaaacc
gcggctttge
acatccatta
ccagggatag
cagcaactta

gtcagggcac

Page 128

Asn
240

Leu I7e Ser Ile val Gly 1le Cys Leu Gly val Gly Leu Leu Glu
245 250

255

Gly Phe Met Thr Leu Ser Ile Phe Leu Cys Arg Asn Leu Asp His
265 270

tgctaccgga
ttctcagagt
ttggcactgg
ctcaggetca
ttctaagaac
ctactgtgcc

cctegtaact

tgccactggc
cggcgaatca
ttggcactgg
cagtggctca
ttctattaac
ctattgcgcc

cctggtcact

variable heavy chain polynucleotide sequences; huCbB37-50 antibody

60
120
180
240
300
360
420
446

variable heavy chain polynucleotide sequences; hucD37-51 antibody

60
120
180
240
300
360
420
446



<210>
<211>
<212>
<213>

<220>
<223>

<400>

197
120
PRT

sequencelisting_revised_ascii

Artificial sequence

variable heavy chain

197

Asp val GIn Leu
1

Ser Leu

Phe Ala

Met Gly
50

Lys ser

Leu GIn

Ala Arg

Gly Thr

<210>
<211>
<212>
<213>

<220>
<Z223>

<400>

ser

Trp
35

Tyr

Arg

Leu

Gly

Leu

115

198
108
PRT

Leu

20

His

Ile

Ile

Asn

Tyr

100

val

Gln Glu
5

Thr Cys
Trp Ile
Leu Tyr
Ser Ile

70

ser val
85

Tyr Gly

Thr val

ser

Thr

Arg

Ser

Thr

Thr

Tyr

Ser

Artificial Sequence

amino acid sequences; muCp37-50

Gly

val

Gln

40

Gly

Arg

Thr

Gly

Ala
120

Pro

Thr

25

Phe

Ser

Asp

Glu

Ala
105

Asp
10

Gly
Pro
Thr
Thr
Asp

90

Trp

Leu

Tyr

Gly

val

Ser

75

Thr

Phe

Leu

Ser

Asn

Tyr

LYsS

Ala

Ala

Lys

Ife

Asn

Thr

Tyr

Pro

Thr

30

Leu

Pro

His

Tyr

Trp
110

ser

15

ser

Glu

Ser

Phe

TYr

95

Gly

antibody

Gln

Gly

Trp

Leu

Phe

80

Cys

Gln

variable Tlight chain amino acid sequences; hucb37-3v1.0 and
hucp37-3v1l.1 antibody

198

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser val Ser val Gly
1 5

10

15

Glu Arg val Thr ITe Thr Cys Arg Ala Ser Glu Asn Ile Arg Ser Asn
20 25 30

Leu Ala Trp Tyr GIn GIn Lys Pro Gly Lys Ser Pro
35 40
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Lys Leu Leu val

45



sequencelisting_revised_ascii
Asn val Ala Thr asn Leu Ala Asp Gly val Pro Ser Arg Phe Ser Gly
50 55 6

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Lys Ile Asn Ser Leu Gin Pro

65 7C 75 80

Glu asp Phe Gly Thr Tyr Tyr Cys GlIn ggs Tyr Trp Gly Thr ghr Trp
85 5

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg
100 105

Page 130



