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<110>
<120>
<130>

<150>1@3P2011-289336
<151>0@2011-12-28

<160>
<170>

14

<210> 1

<211> 3502
<212> DNA
<213>
<400>
cagaagcaga
gccccgaagg
tttcttttct
acccagttct
gtcgectgttc
atggccgtca
cagacctggg
gggccecgect
tctcagcecac
ccggeceggc
cgtgeggttc
gcaggaggag
tgaccgagag
accccggccc
cagtcteccgyg
gaggcccagg
ggtcggggcec
acaccctcca
accaccagta
ggaccgcggce
cggagcagca
agaacgggaa
© cgectgtagy
agaatatcgc
taccagagag
ctgacggaat
gcagcagcct
gtgtgtygggg
agaagtcgct
ggtgtctggg
cacatgcatg
tccegteaga
ctctgagatg
atggggagga
ccttccagaa
atgtgcagca
ggggtgtcat
gcceccteacc
gcatcattgc
tgatgtggag
tgtctcactg
accatccaca
taaagcacct
tgatcccagc
ttggtccagg
cacacatttc
gcectggcetc
agctactctc
tgtgtrttgyg
tctgtgggat
ctctgatgtg
gtgttgggcy
agcatgcgat
gaattttttt

Homo sapiens
1

ggggtcagag
cggtgtatgg
ccctctecca
cactcccatt
taaagtccgce
tggcgccccg
caggtgagtg
ggcgggggcyg
tcetcgtecce
€gcggggagc
gacagcgacg
ccggagtatt
aacctgcgga
ggggcgcagg
gtccgagatc
cgccttaacc
gggcggggct
gatgatgttt
cgcctacgac
ggacatggcg
gagagcctac
ggagacgctg
tctceccggyce
cctcectcetg
tgactctgag
gacggaaaga
tgggaccgty
gtctgagtcc
gttccctect
ttctgtgctc
ctggtggagt
cccceccaag
ctgggccctg
ccagacccag
gtgggcagct
tgagggtcty
gtctcttagg
ttccectett
tggcctggtt
gaggaacagc
agggttccaa
atcatgggcc
gtgacaatga
agtcacaagt
gcccacatct
tggaaacttc
ctttctggta
aggctgcaag
agcccatggg
ctgaccaggt
tctctcacag
gaacagtgga
gggctgttta
tctatagtgt

0SP49648 (SEQUENCE LISTING).txt
SEQUENCE LISTING

TOPPAN Printing Co., Ltd.
Method for typing HLA-A*24 group
pC-16501

patentIn version 3.1

cgaagtccca
attggggagt
acctatgtag
99gtgtcggg
acgcacccac
aaccctcgtce
cggggtcggy
caagacccgg
caggctccca
cccgcettceat
ccgcgageca
gggacgagga
tcgegetcecy
tcacgacccc
caccccgaag
cggtttcatt
cgggggactg
ggctgcgacg
ggcaaggatt
gctcagatca
ctggagggca
cagcgcacgg
tggcctccca
gtcctgaggg
gttccgecct
cgatcccteg
acttttcctc
agcacttctg
cagggaatag
tcttccccat
gtcccatgac
acacatatga
ggcttctacc
gacacggagc
gtggtggtac
cccaagcececc
gaaagcagga
ttcccagagc
ctccttggag
tcaggtggag
gccccagcta
gacccagcct
aggacagatt
cacaggggaa
gctttcttca
tctggggtec
tctcacagga
taagtatgaa
ggagctcaac
tctgtttttg
cttgtaaagg
cacagctgtg
aagtgtgacc
gagacagctg

gggccccagg
cccagcecttg

ggtccttctt
tttccagaga
cgggactcag
ctgctactct
agggaaacggd
gaagccgcge
ctccatgagg
cgccgtgggc
gaggatggag
gacagggaaa
ctactacaac
tcatccccca
ccgegggacc
ttcagtttag
ggctgaccgc
tggggtcgga
acatcgccct
ccaagcgcaa
cgtgcgtgga
gtaccagggg

caaggaggygg
agaggaatcc

gctctctgac
aatactgatg
tcaggccttg
agtccctcag
aagattatcc
ccecgggtgte
agatgcaaaa
cccaccacce
ctgcggagat
ttgtggagac
cttctggaga
tcaccctgag
gcctctetgg
catcttccca
ctgtgatcac
aaggggtgaa
gaaatgtgcc
gggccctgtg
tatcaccttg
ggtccctgac
tgtttcctga
aagactagga
cattttcttc
ggaggctgat
caccccacaa
ttctacccca
tgagagcttg
ctatggggtt
cctcactgtg
ccttgtgtgg

pPage 1

cgtggctcte
gggattcccc
cctggatact
agccaatcag
attctcccca
cgggggeect
cctctgegygy
cgggaggagg
tatttctcca
tacgtggacg
ccgegggcegce
gtgaaggccc
cagagcgagg
cggacgggcc
ccgagaccct
gccaaaaatc
9999tcgggg
cgggcgettce
gaaagaggac
gtgggaggcg
cgggctecge
ccacggggcy
agacaattgg
tcetgggttt
acaattaagg
actggttccc
ttctctgcett
cctccactca
caggtgccty
ctgtccattc
tgcctgaatt
catctctgac
cacactgacc
caggcctgca
ggagcagaga
atggggtaag
agacctttag
gcccaccgtc
tggagctgtg
gggtggggtc
ctgtctcatt
tgccagcact
attatggcgg
gacagatctc
tcctgcectg
ggttcctcta
ccacagatag
gcctgaggtce
ttectectet
ggcagtgaca
gagggcctga
tctttgcatt
acagatatga

gactgagagy

agggtctcag
aactccgcag
cacgacgcgg
tgtcgtcgceg
gacgccgagg
ggccctgacc
gagaagcaag
gtcgggeggg
catccgtgtc
acacgcagtt
cgtggataga
actcacagac
ccggtgagtg
gggtcgccca
tgccccggga
ccccegggtt
ccaggttctc
ctccgegggt
ctgcgetcett
gcccatgtgg
agatacctgg
cctacctgat
gaccaacact
ccagatcctg
gataaaatct
tttgacaccg
cacactcaat
ggtcaggacc
tgtccaggcet
tcaagatggc
ttctgactct
catgaggcca
tggcagcggg
ggggatggaa
tacacctgcc
gagggagatg
cagggtcagg
cccatcgtgg
gtcgctgetg
tgagatttct
actgggaagc
tactcttttg
tgatgggacc
aggagggcga
ggtctgcagt
ggaccttaag
aaaaggaggg
cttgggatat
agccacatct
gtgcccaggg
tgtgtgttgg
ggatgtattg
agttgttcat
caagagttgt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240



tcctgeectt
tgtgtctgtg
ccaccatgac
agagaggtgg
acttcttcct

<210> 2
<211> 1098
<212> DNA
<213> Homo
<400> 2
ATG GCC GTC
Met Ala val
1

CTG GCC CTG
Leu Ala Leu

TCC ACA TCC
Ser Thr Ser
35

GTG GGC TAC
val Gly Tyr
50

GCG AGC CAG
Ala Ser GlIn
65

CCG GAG TAT
Pro Glu Tyr

ACT GAC CGA
Thr Asp Arg

GAG GCC GGT
Glu Ala Gly
115

TCG GAC GGG
Ser Asp Gly
130

AAG GAT TAC
Lys Asp Tyr
145

GAC ATG GCG
Asp Met Ala

GCG GAG CAG
Ala Glu Gln

CGC AGA TAC
Arg Arg Tyr
195

CCC AAG ACA
Pro Lys Thr
210

CTG AGA TGC

ccctttgtga
ttcatgtagg
cctcttcceca

ggctgaggtg

tccctattaa aa

sapiens

ATG
Met

ACC
Thr
20

GTG
val

GTG
val

AGG
Arg

TGG
Trp

GAG
Glu
100

TCT
Ser

CcGC
Arg

ATC
Ile

GCT
Ala

CAG
Gin
180

CTG
Leu

CAT
H1s

TGG

GCG
Ala
5

CAG
Gin

TCC
Ser

GAC
ASp

ATG
Met

GAC
Asp
85

AAC
Asn

CAC
His

TTC
Phe

GCC
Ala

CAG
Gln
165

AGA
Arg

GAG
Glu

ATG
Met

GCC

CCC
Pro

ACC
Thr

CGG
Arg

GAC
Asp

GAG
Glu
70

GAG
Glu

CTG
Leu

ACC
Thr

CcTC
Leu

CTG
Leu
150

ATC
Ile

GCC
Ala

AAC
Asn

ACC
Thr

cTaG

0SP49648 (SEQUENCE LISTING).txt

CGA
Arg

TGG
Trp

ccc
Pro

ACG
Thr
55

CCa
Pro

GAG
Glu

CGG
Arg

cTC
Leu

CGC
Arg
135

AAA
Lys

ACC
Thr

TAC
TYr

GGG
Gly

CAC
His
215

GGC

ACC
Thr

GCA
Ala

GGC
Gly
40

CAG
Gln

CGG
Arg

ACA
Thr

ATC
Ile

CAG
Gln
120

GGG
Gly

GAG
Glu

AAG
Lys

TG
Leu

AAG
Lys
200

CAC
His

TTC

cTC
Leu

GGC
Gly
25

CcGC
Arg

TTC
Phe

GCG
Ala

GGG
Gly

GCG
Ala
105

ATG
Met

TAC
Tyr

GAC
Asp

CGC
Arg

GAG
Glu
185

GAG
Glu

CCC
Pro

TAC

GTC
val
10

TCC
Ser

GGG
Gly

GTG
val

CCG
Pro

AAA
Lys
90

crc
Leu

ATG
Met

CAC
His

TG
Leu

AAG
Lys
170

GGC
Gly

ACG
Thr

ATC
Ile

CCT

CTG
Leu

CAC
His

GAG
Glu

CGG
Arg

TGG
Trp
75

GTG
va’l

cacC
Arg

TTT
Phe

CAG
Gln

CGC
Arg
155

TGG
Trp

ACG
Thr

CTG
Leu

TCT
Ser

GCG

Page 2

cttgaagaac cctgactttg tttctgcaaa ggcacctgca
cataatgtga ggaggtgggyg
cgctgacctg tgctccctec
tctccatctc tgtctcaact

agaccacccc acccccatgt
ccaatcatct ttcctgttgce
tcatggtgca ctgagctgta

CTA CTC TCG GGG GCC
Leu Leu Ser Gly Ala
15

TCC ATG AGG TAT TTC
Ser Met Arg Tyr Phe
30

CCC CGC TTC ATC GCC
Pro Arg Phe Ile Ala
45

TTC GAC AGC GAC GCC
Phe Asp Ser Asp Ala
60

ATA GAG CAG GAG GGG
Ile Glu GIn Glu Gly
80

AAG GCC CAC TCA CAG
Lys Ala His Ser Gln
95

TAC TAC AAC CAG AGC
Tyr Tyr Asn Gln Ser
110

GGC TGC GAC GTG GGG
Gly Cys Asp val Gly
125

TAC GCC TAC GAC GGC
Tyr Ala Tyr Asp Gly
140

TCT TGG ACC GCG GCG
Ser Trp Thr Ala Ala
160

GAG GCG GCC CAT GTG
Glu Ala Ala His val
175

TGC GTG GAC GGG CTC
Cys val Asp Gly Leu
190

CAG CGC ACG GAC CCC
GIn Arg Thr Asp Pro
205

GAC CAT GAG GCC ACT
Asp His Glu Ala Thr
220

GAG ATC ACA CTG ACC

48

96

144

192

240

288

336

384

432

480

528

576

624

672

720

3300
3360
3420
3480
3502



0SP49648 (SEQUENCE LISTING)

Leu Arg Cys Trp Ala Leu Gly Phe Tyr Pro Ala Glu Ile

225 230 235

TGG CAG CGG GAT GGG GAG GAC CAG ACC CAG GAC ACG GAG

Trp GIn Arg Asp Gly Glu Asp GIn Thr GIn Asp Thr Glu

245 250
ACC AGG CCT GCA GGG GAT GGA ACC TTC CAG AAG TGG GCA
Thr Arg Pro Ala Gly Asp Gly Thr Phe GIn Lys Trp Ala
260 265

GTA CCT TCT GGA GAG GAG CAG AGA TAC ACC TGC CAT GTG

val pro Ser Gly Glu Glu Gln Arg Tyr Thr Cys His val
275 280 285

GGT CTG CCC AAG CCC CTC ACC CTG AGA TGG GAG CCA TCT

Gly Leu Pro Lys Pro Leu Thr Leu Arg Trp Glu Pro Ser

290 295 300

ACC GTC CCC ATC GTG GGC ATC ATT GCT GGC CTG GTT CTC

Thr val Pro ITe val Gly Ile Ile Ala Gly Leu val Leu

305 310 315

GTG ATC ACT GGA GCT GTG GTC GCT GCT GTG ATG TGG AGG

val I7e Thr Gly Ala val val Ala Ala val Met Trp Arg

325 330
TCA GAT AGA AAA GGA GGG AGC TAC TCT CAG GCT GCA AGC
Ser Asp Arg Lys Gly Gly Ser Tyr Ser GIn Ala Ala Ser
340 345

GCC CAG GGC TCT GAT GTG TCT CTC ACA GCT TGT AAA GTG

Ala Gln Gly Ser Asp val Ser Leu Thr Ala Cys Lys val
355 360 365

<210> 3

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Dpescription of Artificial Sequence: Primer-1

<400> 3

agggtcgggc gggtctcagce cact

<210> 4

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Primer-2

<400> 4

aaccgcacga actgcgtgtc gtccacgta

<210> 5

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence: Primer-3

<400> 5

tacgtggacg acacgcagtt cgtgcggtt

<210> 6

<211> 27

<212> DNA

<213> Artificial Sequence

<220>

<223> Dpescription of Artificial Sequence: Primer-4

Page 3

. EXxt

Thr

cTT
Leu

GCT
Ala
270

CAG
Gln

TCC
Ser

cTT
Leu

AGG
Arg

AGT
ser
350

TGA

Leu

GTG
val
255

GTG
val

CAT
His

CAG
Gln

GGA
Gly

AAC
Asn
335

GAC
Asp

Thr
240

GAG
Glu

GTG
val

GAG
Glu

CCC
Pro

GCT
Ala
320

AGC
Ser

AGT
Ser

768

816

864

912

960

1008

1056

1098

24

29

29



0SP49648 (SEQUENCE LISTING).txt

<400> 6

tcaccggect cgctctggtt gtagtag
<210> 7

<211> 25

<212> DNA

<213> Artificial Sequence
<220>

<223> Description of Artificial
<400> 7

ggttgtagta gcggagcgcg atccg
<210> 8

<«211> 21

<212> DNA

<213> Artificial Sequence
<220>

<223> Description of Artificial

<400>

8

tagcggagcg cgatccgcag g

<210>
<211>
<212>
<213>
<220>
<223>
<400>

9

20

DNA

Artificial Sequence

Description of Artificial
9

tagcggagcg cgatccgeag

<210>
<211>
<212>
<213>
<220>
<223>
<400>

10

30

DNA

Artificial Sequence

Description of Artificial
10

cctcgetctg gttgtagtag cggagcgeta

<210>
<211>
<212>
<213>
<220>
<223>
<400>

11

25

DNA

Artificial Sequence

Description of Artificial
11

ggttgtagta gccgcgcagg gtccc

<210>
<211>
<212>
<213>
<220>
<223>
<400>

12

21

DNA

Artificial Sequence

Description of Artificial
12

tagccgegea gggtccccag g

<210>
<211>
<212>
<213>
<220>
<223>
<400>

13

20

DNA

Artificial Sequence

pDescription of Artificial
13

tagccgcgea gggtccccag

<210>
<211>

14
29

Sequence:

Seguence:

Sequence:

Sequence:

Sequence:

Sequence:

Sequence:

Page

Primer-5

Primer-6

Primer-7

Primer-8

Primer-9

Primer-10

Primer-11

27

25

21

20

30

25

21

20



0SP49648 (SEQUENCE LISTING).txt

<212> DNA
<213> Artificial Sequence
<220>

<223> Description of Artificial Sequence: Primer-12
<400> 14
ctcgetctgg ttgtagtagce cgcgcagtg

Page 5



