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PROTEIN

SEQ ID
NO

SEQUENCE

Human galectin-
3
Isoform 1
(homo sapiens)
NCBI Ref. No.:
NP_002297.2

MADNFSLHDALSGSGNPNPQGWPGAWGNQPAGAGGYPGASYPGA
YPGQAPPGAYPGQAPPGAYPGAPGAYPGAPAPGVYPGPPSGPGAY
PSSGQPSATGAYPATGPYGAPAGPLIVPYNLPLPGGVVPRMLITILG
TVKPNANRIALDFQRGNDVAFHFNPRFNENNRRVIVCNTKLDNNW
GREERQSVFPFESGKPFKIQVLVEPDHFKVAVNDAHLLQYNHRVK
KLNEISKLGISGDIDLTSASYTMI

Amyloid-beta
precursor
protein
isoform ¢
(APP695)
(homo sapiens)
NCBI Ref. No.:
NP_958817.1

MLPGLALLLLAAWTARALEVPTDGNAGLLAEPQIAMFCGRLNMH
MNVQNGKWDSDPSGTKTCIDTKEGILQYCQEVYPELQITNVVEAN
QPVTIQNWCKRGRKQCKTHPHFVIPY RCLVGEFVSDALLVPDKCKF
LHQERMDVCETHLHWHTVAKETCSEKSTNLHDYGMLLPCGIDKFR
GVEFVCCPLAEESDNVDSADAEEDDSDVWWGGADTDYADGSEDK
VVEVAEEEEVAEVEEEEADDDEDDEDGDEVEEEAEEPYEEATERTT
SIATTTTTTTESVEEVVRVPTTAASTPDAVDKYLETPGDENEHAHFQ
KAKERLEAKHRERMSQVMREWEEAERQAKNLPKADKKA VIQHFQ
EKVESLEQEAANERQQLVETHMARVEAMLNDRRRLALENYITALQ
AVPPRPRHVFNMLKKYVRAEQKDRQHTLKHFEHVRMVDPKKAAQ
IRSQVMTHLRVIYERMNQSLSLLYNVPAVAEEIQDEVDELLQKEQN
YSDDVLANMISEPRISYGNDALMPSLTETKTTVELLPVNGEFSLDDL
QPWHSFGADSVPANTENEVEPVDARPAADRGLTTRPGSGLTNIKTE
EISEVKMDAEFRHDSGYEVHHQKLVFFAEDVGSNKGAIIGLMVGG
VVIATVIVITLVMLKKKQYTSIHHGVVEVDAAVTPEERHLSKMQQN
GYENPTYKFFEQMOQN

Amyloid-beta
peptide (1-42)
(homo sapiens)
Amino acids
597-638 of
APP695

244

DAEFRHDSGYEVHHQKLVFFAEDVGSNKGAIIGLMVGGVVIA

TGF-b receptor
type 1
(TGFBR1)
(homo sapiens)
NCBI Ref No.:
NP_004603.1

376

MEAAVAAPRPRLLLLVLAAAAAAAAALLPGATALQCFCHLCTKD
NFTCVTDGLCFVSVTETTDKVIHNSMCIAEIDLIPRDRPFVCAPSSKT
GSVTTTYCCNQDHCNKIELPTTVKSSPGLGPVELAAVIAGPVCFVCI
SLMLMVYICHNRTVIHHRVPNEEDPSLDRPFISEGTTLKDLIYDMTT
SGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVK
IFSSREERSWFREAEIY QTVMLRHENILGFIAADNKDNGTWTQLWL
VSDYHEHGSLFDYLNRYTVTVEGMIKLALSTASGLAHLHMEIVGT
QGKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPN
HRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEIARRC
SIGGIHEDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSC
EALRVMAKIMRECWYANGAARLTALRIKKTLSQLSQQEGIKM

FIG. 16




WO 2021/146218

PCT/US2021/013136

30/185
SEQ
PROTEIN | 'O SEQUENCE
MGRGLLRGLWPLHIVLWTRIASTIPPHVQKSVNNDMIVTDNNGAVKF
PQLCKFCDVRFSTCDNQKSCMSNCSITSICEKPQEVCVAVWRKNDENI
TLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDEC
TGF-b receptor NDNIIFSEEYNTSNPDLLLVIFQVTGISLLPPLGVAISVIIFYCYRVNRQ
type 2 QKLSSTWETGKTRKLMEFSEHCAIILEDDRSDISSTCANNINHNTELLP
(TGFBR2) 377 | ELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEY ASWKTE
(homo sapiens) KDIFSDINLKHENILQFLTAEERKTELGKQYWLITAFHAKGNLQEYLT
NCBI Ref No.: RHVISWEDLRKLGSSLARGIAHLHSDHTPCGRPKMPIVHRDLKSSNIL
NP_003233.4 VKNDLTCCLCDFGLSLRLDPTLSVDDLANSGQVGTARYMAPEVLESR
MNLENVESFKQTDVYSMALVLWEMTSRCNAVGEVKDYEPPEGSKV
REHPCVESMKDNVLRDRGRPEIPSFWLNHQGIQMVCETLTECWDHDP
EARLTAQCVAERFSELEHLDRLSGRSCSEEKIPEDGSLNTTK
MTSHY VIAIFALMSSCLATAGPEPGALCELSPVSASHPVQALMESFTV
LSGCASRGTTGLPQEVHVLNLRTAGQGPGQLQREVTLHLNPISSVHIH
HKSVVFLLNSPHPLVWHLKTERLATGVSRLFLVSEGSVVQFSSANFSL
TAETEERNFPHGNEHLLNWARKEYGAVTSFTELKIARNIYTKVGEDQ
VFPPKCNIGKNFLSLNYLAEYLQPKAAEGCVMSSQPQNEEVHIIELITP
NSNPYSAFQVDITIDIRPSQEDLEVVKNLILILKCKKSVNWVIKSFDVK
TGF-b receptor GSLKITAPNSIGFGKESERSMTMTKSIRDDIPSTQGNLVKWALDNGYSP
type 3 ITSYTMAPVANRFHLRLENNAEEMGDEEVHTIPPELRILLDPGALPAL
(TGFBR3) 378 | QNPPIRGGEGQNGGLPFPFPDISRRVWNEEGEDGLPRPKDPVIPSIQLEP
(homo sapiens) GLREPEEVQGSVDIALSVKCDNEKMIVAVEKDSFQASGYSGMDVTLL
NCBI Ref No.: DPTCKAKMNGTHFVLESPLNGCGTRPRWSALDGVVY YNSIVIQVPAL
NP_003234.2 GDSSGWPDGYEDLESGDNGFPGDMDEGDASLFTRPEIVVENCSLQQV
RNPSSFQEQPHGNITEFNMELYNTDLFLVPSQGVFESVPENGHVYVEVSV
TKAEQELGFAIQTCFISPYSNPDRMSHY TIENICPKDESVKFYSPKRVH
FPIPQADMDKKRFSFVFKPVENTSLLFLQCELTLCTKMEKHPQKLPKC
VPPDEACTSLDASIIW AMMQNKKTFTKPLAVIHHEAESKEKGPSMKE
PNPISPPIFHGLDTLTVMGIAFAAFVIGALLTGALW YTYSHTGETAGRQ
QVPTSPPASENSSAAHSIGSTQSTPCSSSSTA
MWSWKCLLFWAVLVTATLCTARPSPTLPEQAQPWGAPVEVESFLVH
PGDLLQLRCRLRDDVQSINWLRDGVQLAESNRTRITGEEVEVQDSVP
ADSGLYACVTSSPSGSDTTYESVNVSDALPSSEDDDDDDDSSSEEKET
FGFRI1 alpha DNTKPNPVAPYWTSPEKMEKKLHAVPAAKTVKFKCPSSGTPNPTLR
IIIb/IIc WLKNGKEFKPDHRIGGYKVRYATWSIIMDSVVPSDKGNYTCIVENEY
(homo sapiens) GSINHTYQLDVVERSPHRPILQAGLPANKTVALGSNVEFMCKVYSDP
NCBI Ref No: QPHIQWLKHIEVNGSKIGPDNLPYVQILKTAGVNTTDKEMEVLHLRN
NP_056934 VSFEDAGEYTCLAGNSIGLSHHSAWLTVLEALEERPAVMTSPLYLEIII
370 | YCTGAFLISCMVGSVIVYKMKSGTKKSDFHSQMAVHKLAKSIPLRRQ
Ib: Arg22- VITVSADSSASMNSGVLLVRPSRLSSSGTPMLAGVSEYELPEDPRWELP
Lys310, Ala359- RDRLVLGKPLGEGCFGQVVLAEAIGLDKDKPNRVTKVAVKMLKSDA
Glu374 TEKDLSDLISEMEMMKMIGKHKNIINLLGACTQDGPLYVIVEYASKG
NLREYLQARRPPGLEYCYNPSHNPEEQLSSKDLVSCAYQVARGMEYL
Illc: Arg22- ASKKCIHRDLAARNVLVTEDNVMKIADFGLARDIHHIDY YKKTTNGR
Glu374 LPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPVEE

LFKLLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVED
LDRIVALTSNQEYLDLSMPLDQYSPSFPDTRSSTCSSGEDSVFSHEPLP
EEPCLPRHPAQLANGGLKRR

Figure 16 cont.
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prOTEIN | STQIP SEQUENCE
FGFR1 alpha
IIIb Ig domain
(homo sapiens) 380 HSGINSSDAEVLTLENVTEAQSGEYVCKVSNYIGEANQSAWLTVTRP
NCBI Ref No:
AAB19502
MVSWGRFICLVVVTMATLSLARPSFSLVEDTTLEPEEPPTKYQISQPE
VYVAAPGESLEVRCLLKDAAVISWTKDGVHLGPNNRTVLIGEYLQI
KGATPRDSGLYACTASRTVDSETWYFMVNVTDAISSGDDEDDTDGA
EDFVSENSNNKRAPYWTNTEKMEKRLHAVPAANTVKFRCPAGGNP
MPTMRWLKNGKEFKQEHRIGGYKVRNQHWSLIMESVVPSDKGNYT
FGFR2 alpha CVVENEYGSINHTYHLDVVERSPHRPILQAGLPANASTVVGGDVEFV
IIIb CKVYSDAQPHIQWIKHVEKNGSKYGPDGLPYLKVLKHSGINSSNAE
(homo sapiens) VLALFNVTEADAGEYICKVSNYIGQANQSAWLTVLPKQQAPGREKE
NCBI Ref No: 381 ITASPDYLEIAIYCIGVFLIACMVVTVILCRMKNTTKKPDFSSQPAVH
CAA39654 KLTKRIPLRRQVTVSAESSSSMNSNTPLVRITTRLSSTADTPMLAGVS
EYELPEDPKWEFPRDKLTLGKPLGEGCFGQVVMAEAVGIDKDKPKE
Arg22-Glu378 AVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACT
QDGPLYVIVEYASKGNLREYLRARRPPGMEYSYDINRVPEEQMTFK
DLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFGL
ARDINNIDY YKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVL
MWEIFTLGGSPYPGIPVEELFKLLKEGHRMDKPANCTNELYMMMRD
CWHAVPSQRPTFKQLVEDLDRILTLTTNEI
MVSWGRFICLVVVTMATLSLARPSFSLVEDTTLEPEEPPTKYQISQPE
VYVAAPGESLEVRCLLKDAAVISWTKDGVHLGPNNRTVLIGEYLQI
KGATPRDSGLYACTASRTVDSETWYFMVNVTDAISSGDDEDDTDGA
EDFVSENSNNKRAPYWTNTEKMEKRLHAVPAANTVKFRCPAGGNP
FGFR2 alpha MPTMRWLKNGKEFKQEHRIGGYKVRNQHWSLIMESVVPSDKGNYT
IIc CVVENEYGSINHTYHLDVVERSPHRPILQAGLPANASTVVGGDVEFV
(homo sapiens) CKVYSDAQPHIQWIKHVEKNGSKYGPDGLPYLKVLKAAGVNTTDK
NCBI Ref No- EIEVLYIRNVTFEDAGEYTCLAGNSIGISFHSAWLTVLPAPGREKEITA
P21802 382 SPDYLEIATYCIGVFLIACMVVTVILCRMKNTTKKPDFSSQPAVHKLT
KRIPLRRQVTVSAESSSSMNSNTPLVRITTRLSSTADTPMLAGVSEYE
Arg22-Glu337 LPEDPKWEFPRDKLTLGKPLGEGCFGQVVMAEAVGIDKDKPKEAVT
& Leu2T- VAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACTQDG
Glu377 PLYVIVEYASKGNLREYLRARRPPGMEYSYDINRVPEEQMTFKDLVS

CTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFGLARDI
NNIDY YKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEI
FTLGGSPYPGIPVEELFKLLKEGHRMDKPANCTNELYMMMRDCWH
AVPSQRPTFKQLVEDLDRILTLTTNEEYLDLSQPLEQYSPSYPDTRSS
CSSGDDSVFESPDPMPYEPCLPQYPHINGSVKT

Figure 16 cont.
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PROTEIN

SEQ ID
NO

SEQUENCE

FGFR3 Illc
(homo sapiens)
NCBI Ref No:

P22607

Glu23-Gly375

383

MGAPACALALCVAVAIVAGASSESLGTEQRVVGRAAEVPGPEPGQ
QEQLVFGSGDAVELSCPPPGGGPMGPTVWVKDGTGLVPSERVLVG
PQRLQVLNASHEDSGAYSCRQRLTQRVLCHFSVRVTDAPSSGDDE
DGEDEAEDTGVDTGAPYWTRPERMDKKLLAVPAANTVRFRCPAA
GNPTPSISWLKNGREFRGEHRIGGIKLRHQQWSLVMESVVPSDRGN
YTCVVENKFGSIRQTYTLDVLERSPHRPILQAGLPANQTAVLGSDV
EFHCKVYSDAQPHIQWLKHVEVNGSKVGPDGTPYVTVLKTAGAN
TTDKELEVLSLHNVTFEDAGEYTCLAGNSIGFSHHSAWLVVLPAEE
ELVEADEAGSVYAGILSYGVGFFLFILVVAAVTLCRLRSPPKKGLGS
PTVHKISRFPLKRQVSLESNASMSSNTPLVRIARLSSGEGPTLANVSE
LELPADPKWELSRARLTLGKPLGEGCFGQVVMAEAIGIDKDRAAK
PVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGKHKNIINLLGAC
TQGGPLYVLVEYAAKGNLREFLRARRPPGLDYSFDTCKPPEEQLTF
KDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIAD
FGLARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWS
FGVLLWEIFTLGGSPYPGIPVEELFKLLKEGHRMDKPANCTHDLYM
IMRECWHAAPSQRPTFKQLVEDLDRVLTVTSTDEYLDLSAPFEQYS
PGGQDTPSSSSSGDDSVFAHDLLPPAPPSSGGSRT

FGFR4
(homo sapiens)
NCBI Ref No:

P22455

Leu22-Asp369

384

MRLLLALLGVLLSVPGPPVLSLEASEEVELEPCLAPSLEQQEQELTV
ALGQPVRLCCGRAERGGHWYKEGSRLAPAGRVRGWRGRLEIASFL
PEDAGRYLCLARGSMIVLQNLTLITGDSLTSSNDDEDPKSHRDPSNR
HSYPQQAPYWTHPQRMEKKILHAVPAGNTVKFRCPAAGNPTPTIRW
LKDGQAFHGENRIGGIRLRHQHWSLVMESVVPSDRGTYTCLVENA
VGSIRYNYLLDVLERSPHRPILQAGLPANTTAVVGSDVELLCKVYS
DAQPHIQWLKHIVINGSSFGADGFPYVQVLKTADINSSEVEVLYLR
NVSAEDAGEYTCLAGNSIGLSYQSAWLTVLPEEDPTWTAAAPEAR
YTDILYASGSLALAVLLLLAGLYRGQALHGRHPRPPATVQKLSRFP
LARQFSLESGSSGKSSSSLVRGVRLSSSGPALLAGLVSLDLPLDPLW
EFPRDRLVLGKPLGEGCFGQVVRAEAFGMDPARPDQASTVAVKML
KDNASDKDLADLVSEMEVMKLIGRHKNIINLLGVCTQEGPLY VIVE
CAAKGNLREFLRARRPPGPDLSPDGPRSSEGPLSFPVLVSCAYQVA
RGMQYLESRKCIHRDLAARNVLVTEDNVMKIADFGLARGVHHIDY
YKKTSNGRLPVKWMAPEALFDRVYTHQSDVWSFGILLWEIFTLGG
SPYPGIPVEELFSLLREGHRMDRPPHCPPELYGLMRECWHAAPSQR
PTFKQLVEALDKVLLAVSEEYLDLRLTFGPYSPSGGDASSTCSSSDS
VESHDPLPLGSSSFPFGSGVQT
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PROTEIN

SEQ
IDNO

SEQUENCE

EGFR
(homo
sapiens)

NCBI Ref No:

CAA25240

Metl-Ser645

385

MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKLTQLGTFEDHFLSLQR
MFNNCEVVLGNLEITYVQRNYDLSFLKTIQEVAGY VLIALNTVERIPLENLQIIR
GNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFSNNPALCNVE
SIQWRDIVSSDFLSNMSMDFQNHLGSCQKCDPSCPNGSCWGAGEENCQKLTKII
CAQQCSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTCPPL
MLYNPTTYQMDVNPEGKYSFGATCVKKCPRNYVVTDHGSCVRACGADSYEM
EEDGVRKCKKCEGPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILP
VAFRGDSFTHTPPLDPQELDILKTVKEITGFLLIQAWPENRTDLHAFENLEIIRGR
TKQHGQFSLAVVSLNITSLGLRSLKEISDGDVIISGNKNLCYANTINWKKLFGTS
GQKTKISNRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRNVSRGRECVD
KCKLLEGEPREFVENSECIQCHPECLPQAMNITCTGRGPDNCIQCAHYIDGPHC
VKTCPAGVMGENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLEGCPTNGPKI
PSIATGMVGALLLLLVVALGIGLFMRRRHIVRKRTLRRLLQERELVEPLTPSGEA
PNQALLRILKETEFKKIKVLGSGAFGTVYKGLWIPEGEKVKIPVAIKELREATSP
KANKEILDEAYVMASVDNPHVCRLLGICLTSTVQLITQLMPFGCLLDY VREHK
DNIGSQYLLNWCVQIAKGMNYLEDRRLVHRDLAARNVLVKTPQHVKITDFGL
AKLLGAEEKEYHAEGGKVPIKWMALESILHRIYTHQSDVWSYGVTVWELMTF
GSKPYDGIPASEISSILEKGERLPQPPICTIDVYMIMVKCWMIDADSRPKFRELIIE
FSKMARDPQRYLVIQGDERMHLPSPTDSNFYRALMDEEDMDDVVDADEYLIP
QQGFFSSPSTSRTPLLSSLSATSNNSTVACIDRNGLQSCPIKEDSFLQRYSSDPTG
ALTEDSIDDTFLPVPEYINQSVPKRPAGSVQNPVYHNQPLNPAPSRDPHYQDPH
STAVGNPEYLNTVQPTCVNSTFDSPAHWAQKGSHQISLDNPDY QQDFFPKEAK
PNGIFKGSTAENAEYLRVAPQSSEFIGA

VEGFR2
(homo
sapiens)
NCBI Ref No:
AAC16450

Ala20-Glu764

386

MESKVLLAVALWLCVETRAASVGLPSVSLDLPRLSIQKDILTIKANTTLQITCRG
QRDLDWLWPNNQSGSEQRVEVTECSDGLFCKTLTIPKVIGNDTGAYKCFYRET
DLASVIYVYVQDYRSPFIASVSDQHGVVYITENKNKTVVIPCLGSISNLNVSLCA
RYPEKRFVPDGNRISWDSKKGFTIPSYMISYAGMVFCEAKINDESYQSIMYIVV
VVGYRIYDVVLSPSHGIELSVGEKLVLNCTARTELNVGIDFNWEYPSSKHQHKK
LVNRDLKTQSGSEMKKFLSTLTIDGVTRSDQGLYTCAASSGLMTKKNSTFVRV
HEKPFVAFGSGMESLVEATVGERVRIPAKYLGYPPPEIKWYKNGIPLESNHTIK
AGHVLTIMEVSERDTGNYTVILTNPISKEKQSHVVSLVVYVPPQIGEKSLISPVD
SYQYGTTQTLTCTVYAIPPPHHIHWYWQLEEECANEPSQAVSVTNPYPCEEWR
SVEDFQGGNKIEVNKNQFALIEGKNKTVSTLVIQAANVSALYKCEAVNKVGRG
ERVISFHVTRGPEITLQPDMQPTEQESVSLWCTADRSTFENLTWYKLGPQPLPIH
VGELPTPVCKNLDTLWKLNATMESNSTNDILIMELKNASLQDQGDYVCLAQDR
KTKKRHCVVRQLTVLERVAPTITGNLENQTTSIGESIEVSCTASGNPPPQIMWEFK
DNETLVEDSGIVLKDGNRNLTIRRVRKEDEGLYTCQACSVLGCAKVEAFFIIEG
AQEKTNLEHNILVGTAVIAMFFWLLLVILRTVKRANGGELKTGYLSIVMDPDEL
PLDEHCERLPYDASKWEFPRDRLKLGKPLGRGAFGQVIEADAFGIDKTATCRT
VAVKMLKEGATHSEHRALMSELKILIHIGHHLNVVNLLGACTKPGGPLMVIVE
FCKFGNLSTYLRSKRNEFVPYKTKGARFRQGKDYVGAIPVDLKRRLDSITSSQS
SASSGFVEEKSLSDVEEEEAPEDLYKDFLTLEHLICYSFQVAKGMEFLASRKCIH
RDLAARNILLSEKNVVKICDFGLARDIYKDPDY VRKGDARLPLKWMAPETIFD
RVYTIQSDVWSFGVLLWEIFSLGASPYPGVKIDEEFCRRLKEGTRMRAPDYTTP
EMYQTMLDCWHGEPSQRPTFSELVEHLGNLLQANAQQDGKDYIVLPISETLSM
EEDSGLSLPTSPVSCMEEEEVCDPKFHYDNTAGISQYLQNSKRKSRPVSVKTFE
DIPLEEPEVKVIPDDNQTDSGMVLASEELKTLEDRTKLSPSFGGMVPSKSRESVA
SEGSNQTSGYQSGYHSDDTDTTVYSSEEAELLKLIEIGVQTGSTAQILQPDSGTT
LSSPPV
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PROTEIN

SEQ ID
NO

SEQUENCE

VEGFR3
(homo sapiens)
NCBI Ref No:

P35916

Tyr25-11e776 &
Serd73-11e776

387

MQRGAALCLRLWLCLGLLDGLVSGYSMTPPTLNITEESHVIDTGDSLSISC
RGQHPLEWAWPGAQEAPATGDKDSEDTGVVRDCEGTDARPYCKVLLLHE
VHANDTGSYVCYYKYIKARIEGTTAASSY VFVRDFEQPFINKPDTLLVNRK
DAMWVPCLVSIPGLNVTLRSQSSVLWPDGQEVVWDDRRGMLVSTPLLHD
ALYLQCETTWGDQDFLSNPFLVHITGNELYDIQLLPRKSLELLVGEKLVLN
CTVWAEFNSGVTFDWDYPGKQAERGKWVPERRSQQTHTELSSILTIHNVS
QHDLGSYVCKANNGIQRFRESTEVIVHENPFISVEWLKGPILEATAGDELV
KLPVKLAAYPPPEFQW YKDGKALSGRHSPHALVLKEVTEASTGTYTLAL
WNSAAGLRRNISLELVVNVPPQIHEKEASSPSTYSRHSRQALTCTAYGVPLP
LSIQWHWRPWTPCKMFAQRSLRRRQQQDLMPQCRDWRAVTTQDAVNPIE
SLDTWTEFVEGKNKTVSKLVIQNANVSAMYKCVVSNKVGQDERLIYFYV
TTIPDGFTIESKPSEELLEGQPVLLSCQADSYKYEHLRWYRLNLSTLHDAH
GNPLLLDCKNVHLFATPLAASLEEVAPGARHATLSLSIPRVAPEHEGHYVC
EVQDRRSHDKHCHKKYLSVQALEAPRLTQNLTDLLVNVSDSLEMQCLVA
GAHAPSIVWYKDERLLEEKSGVDLADSNQKLSIQRVREEDAGRYLCSVCN
AKGCVNSSASVAVEGSEDKGSMEIVILVGTGVIAVFFWVLLLLIFCNMRRP
AHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRVLGYG
AFGKVVEASAFGIHKGSSCDTVAVKMLKEGATASEHRALMSELKILIHIGN
HLNVVNLLGACTKPQGPLMVIVEFCKYGNLSNFLRAKRDAFSPCAEKSPE
QRGRFRAMVELARLDRRRPGSSDRVLFARFSKTEGGARRASPDQEAEDLW
LSPLTMEDLVCYSFQVARGMEFLASRKCIHRDLAARNILLSESDVVKICDF
GLARDIYKDPDYVRKGSARLPLKWMAPESIFDKVYTTQSDVWSFGVLLW
EIFSLGASPYPGVQINEEFCQRLRDGTRMRAPELATPAIRRIMLNCWSGDPK
ARPAFSELVEILGDLLQGRGLQEEEEVCMAPRSSQSSEEGSFSQVSTMALHI
AQADAEDSPPSLQRHSLAARY YNWVSFPGCLARGAETRGSSRMKTFEEFP
MTPTTYKGSVDNQTDSGMVLASEEFEQIESRHRQESGFSCKGPGQNVAVT
RAHPDSQGRRRRPERGARGGQVFYNSEYGELSEPSEEDHCSPSARVTFFTD
NSY

PDGFR alpha

(homo sapiens)

NCBI Ref No:
P16234

Met1-Glu524

388

MGTSHPAFLVLGCLLTGLSLILCQLSLPSILPNENEKV VQLNSSFSLRCFGES
EVSWQYPMSEEESSDVEIRNEENNSGLFVTVLEVSSASAAHTGLYTCYYN
HTQTEENELEGRHIYIYVPDPDVAFVPLGMTDYLVIVEDDDSAIIPCRTTDP
ETPVTLHNSEGVVPASYDSRQGENGTFTVGPYICEATVKGKKFQTIPFNVY
ALKATSELDLEMEALKTVYKSGETIVVTCAVFENNEVVDLQWTYPGEVKG
KGITMLEEIKVPSIKLVYTLTVPEATVKDSGDYECAARQATREVKEMKKY
TISVHEKGFIEIKPTFSQLEAVNLHEVKHFVVEVRAYPPPRISWLKNNLTLIE
NLTEITTDVEKIQEIRYRSKLKLIRAKEEDSGHYTIVAQNEDAVKSYTFELL
TQVPSSILDLVDDHHGSTGGQTVRCTAEGTPLPDIEWMICKDIKKCNNETS
WTILANNVSNITEIHSRDRSTVEGRVTFAKVEETIAVRCLAKNLLGAENRE
LKLVAPTLRSELTVAAAVLVLLVIVIISLIVLVVIWKQKPRYEIRWRVIESISP
DGHEYIYVDPMQLPYDSRWEFPRDGLVLGRVLGSGAFGKVVEGTAYGLS
RSQPVMKVAVKMLKPTARSSEKQALMSELKIMTHLGPHLNIVNLLGACTK
SGPIYITEYCFYGDLVNYLHKNRDSFLSHHPEKPKKELDIFGLNPADESTRS
YVILSFENNGDYMDMKQADTTQY VPMLERKEVSKYSDIQRSLYDRPASY
KKKSMLDSEVKNLLSDDNSEGLTLLDLLSFTYQVARGMEFLASKNCVHRD
LAARNVLLAQGKIVKICDFGLARDIMHDSNY VSKGSTFLPVKWMAPESIFD
NLYTTLSDVWSYGILLWEIFSLGGTPYPGMMVDSTFYNKIKSGYRMAKPD
HATSEVYEIMVKCWNSEPEKRPSFYHLSEIVENLLPGQYKKSYEKIHLDFL
KSDHPAVARMRVDSDNAYIGVTYKNEEDKLKDWEGGLDEQRLSADSGYI
IPLPDIDPVPEEEDLGKRNRHSSQTSEESAIETGSSSSTFIKREDETIEDIDMM
DDIGIDSSDLVEDSFL
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PROTEIN

SEQ ID
NO

SEQUENCE

PDGFR beta

(homo sapiens)

NCBI Ref No:
P09619

Leu33-Phe530
(Glu241Asp)

389

MRLPGAMPALALKGELLLLSLLLLLEPQISQGLVVTPPGPELVLNVS
STFVLTCSGSAPVVWERMSQEPPQEMAKAQDGTFSSVLTLTNLTGL
DTGEYFCTHNDSRGLETDERKRLYIFVPDPTVGFLPNDAEELFIFLT
EITEITIPCRVIDPQLVVTLHEKKGDVALPVPYDHQRGFSGIFEDRSY
ICKTTIGDREVDSDAYYVYRLQVSSINVSVNAVQTVVRQGENITLM
CIVIGNEVVNFEWTYPRKESGRLVEPVTDFLLDMPYHIRSILHIPSAE
LEDSGTYTCNVTESVNDHQDEKAINITVVESGY VRLLGEVGTLQFA
ELHRSRTLQVVFEAYPPPTVLWFKDNRTLGDSSAGEIALSTRNVSET
RYVSELTLVRVKVAEAGHYTMRAFHEDAEVQLSFQLQINVPVRVL
ELSESHPDSGEQTVRCRGRGMPQPNIIWSACRDLKRCPRELPPTLLG
NSSEEESQLETNVTYWEEEQEFEVVSTLRLQHVDRPLSVRCTLRNA
VGQDTQEVIVVPHSLPFKVVVISAILALVVLTIISLIILIMLWQKKPRY
EIRWKVIESVSSDGHEYIYVDPMQLPYDSTWELPRDQLVLGRTLGS
GAFGQVVEATAHGLSHSQATMKVAVKMLKSTARSSEKQALMSEL
KIMSHLGPHLNVVNLLGACTKGGPIYIITEYCRYGDLVDYLHRNKH
TFLQHHSDKRRPPSAELYSNALPVGLPLPSHVSLTGESDGGYMDMS
KDESVDYVPMLDMKGDVKYADIESSNYMAPYDNY VPSAPERTCR
ATLINESPVLSYMDLVGFSYQVANGMEFLASKNCVHRDLAARNVL
ICEGKLVKICDFGLARDIMRDSNYISKGSTFLPLKWMAPESIFNSLY
TTLSDVWSFGILLWEIFTLGGTPYPELPMNEQFYNAIKRGYRMAQP
AHASDEIYEIMQKCWEEKFEIRPPFSQLVLLLERLLGEGYKKKYQQ
VDEEFLRSDHPAILRSQARLPGFHGLRSPLDTSSVLYTAVQPNEGDN
DYIIPLPDPKPEVADEGPLEGSPSLASSTLNEVNTSSTISCDSPLEPQD
EPEPEPQLELQVEPEPELEQLPDSGCPAPRAEAEDSFL

VEGFR1
(homo sapiens)
NCBI Ref No:

AACS50060

Ser27-His687

390

MVSYWDTGVLLCALLSCLLLTGSSSGSKLKDPELSLKGTQHIMQA
GQTLHLQCRGEAAHKWSLPEMVSKESERLSITKSACGRNGKQFCST
LTLNTAQANHTGFYSCKYLAVPTSKKKETESAIYIFISDTGRPFVEM
YSEIPEITHMTEGRELVIPCRVTSPNITVTLKKFPLDTLIPDGKRIIWDS
RKGFIISNATYKEIGLLTCEATVNGHLYKTNYLTHRQTNTIIDVQIST
PRPVKLLRGHTLVLNCTATTPLNTRVQMTWSYPDEKNKRASVRRR
IDQSNSHANIFYSVLTIDKMQNKDKGLYTCRVRSGPSFKSVNTS VHI
YDKAFITVKHRKQQVLETVAGKRSYRLSMKVKAFPSPEVVWLKD
GLPATEKSARYLTRGYSLIIKDVTEEDAGNYTILLSIKQSNVFKNLT
ATLIVNVKPQIYEKAVSSFPDPALYPLGSRQILTCTAYGIPQPTIKWF
WHPCNHNHSEARCDFCSNNEESFILDADSNMGNRIESITQRMAIIEG
KNKMASTLVVADSRISGIYICIASNKVGTVGRNISFYITDVPNGFHV
NLEKMPTEGEDLKLSCTVNKFLYRDVTWILLRTVNNRTMHYSISK
QKMAITKEHSITLNLTIMNVSLQDSGTYACRARNVYTGEEILQKKEI
TIRGEHCNKKAVFSRISKFKSTRNDCTTQSNVKH
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SEQ ID
NO

SEQUENCE

ErbB2/Her2
(homo sapiens)
NCBI Ref No:

NP_004439

391

MELAALCRWGLLLALLPPGAASTQVCTGTDMKLRLPASPETHLDMLRHL
YQGCQVVQGNLELTYLPTNASLSFLQDIQEVQGYVLIAHNQVRQVPLQRL
RIVRGTQLFEDNYALAVLDNGDPLNNTTPVTGASPGGLRELQLRSLTEILK
GGVLIQRNPQLCYQDTILWKDIFHKNNQLALTLIDTNRSRACHPCSPMCKG
SRCWGESSEDCQSLTRTVCAGGCARCKGPLPTDCCHEQCAAGCTGPKHSD
CLACLHFNHSGICELHCPALVTYNTDTFESMPNPEGRY TFGASCVTACPYN
YLSTDVGSCTLVCPLHNQEVTAEDGTQRCEKCSKPCARVCYGLGMEHLRE
VRAVTSANIQEFAGCKKIFGSLAFLPESFDGDPASNTAPLQPEQLQVFETLE
EITGYLYISAWPDSLPDLS VFQNLQVIRGRILHNGAYSLTLQGLGISWLGLR
SLRELGSGLALIHHNTHLCFVHTVPWDQLFRNPHQALLHTANRPEDECVG
EGLACHQLCARGHCWGPGPTQCVNCSQFLRGQECVEECRVLQGLPREYV
NARHCLPCHPECQPQNGSVTCFGPEADQCVACAHYKDPPFCVARCPSGVK
PDLSYMPIWKFPDEEGACQPCPINCTHSCVDLDDKGCPAEQRASPLTSIISA
VVGILLVVVLGVVFGILIKRRQQKIRKYTMRRLLQETELVEPLTPSGAMPN
QAQMRILKETELRK VKVLGSGAFGTVYKGIWIPDGENVKIPVAIKVLRENT
SPKANKEILDEAY VMAGVGSPYVSRLLGICLTSTVQLVTQLMPYGCLLDH
VRENRGRLGSQDLLNWCMQIAKGMSYLEDVRLVHRDLAARNVLVKSPN
HVKITDFGLARLLDIDETEYHADGGKVPIKWMALESILRRRFTHQSDVWS
YGVTVWELMTFGAKPYDGIPAREIPDLLEKGERLPQPPICTIDVYMIMVKC
WMIDSECRPRFRELVSEFSRMARDPQRFVVIQNEDLGPASPLDSTFYRSLLE
DDDMGDLVDAEEYLVPQQGFFCPDPAPGAGGMVHHRHRSSSTRSGGGDL
TLGLEPSEEEAPRSPLAPSEGAGSDVFDGDLGMGAAKGLQSLPTHDPSPLQ
RYSEDPTVPLPSETDGYVAPLTCSPQPEY VNQPDVRPQPPSPREGPLPAARP
AGATLERPKTLSPGKNGVVKDVFAFGGAVENPEYLTPQGGAAPQPHPPPA
FSPAFDNLYY WDQDPPERGAPPSTFKGTPTAENPEYLGLDVPV

HGFR (cMet)

(homo sapiens)

NCBI Ref No:
P08581

HGEFR alpha
(Glu25-Arg307)

HGEFR beta
(Ser308-Thr932)

392

MKAPAVLAPGILVLLFTLVQRSNGECKEALAKSEMNVNMKYQLPNFTAET
PIQNVILHEHHIFLGATNYIYVLNEEDLQKVAEYKTGPVLEHPDCFPCQDCS
SKANLSGGVWKDNINMALVVDTYYDDQLISCGSVNRGTCQRHVFPHNHT
ADIQSEVHCIFSPQIEEPSQCPDCVVSALGAKVLSSVKDRFINFFVGNTINSS
YFPDHPLHSISVRRLKETKDGFMFLTDQSYIDVLPEFRDSYPIKY VHAFESN
NFIYFLTVQRETLDAQTFHTRIIRFCSINSGLHSYMEMPLECILTEKRKKRST
KKEVENILQAAYVSKPGAQLARQIGASLNDDILFGVFAQSKPDSAEPMDRS
AMCAFPIKY VNDFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCE
ARRDEYRTEFTTALQRVDLFMGQFSEVLLTSISTFIKGDLTIANLGTSEGRF
MQVVVSRSGPSTPHVNFLLDSHPVSPEVIVEHTLNQNGY TLVITGKKITKIP
LNGLGCRHFQSCSQCLSAPPFVQCGWCHDKCVRSEECLSGTWTQQICLPAI
YKVFPNSAPLEGGTRLTICGWDFGFRRNNKFDLKKTRVLLGNESCTLTLSE
STMNTLKCTVGPAMNKHFNMSHISNGHGTTQYSTFSYVDPVITSISPKYGP
MAGGTLLTLTGNYLNSGNSRHISIGGKTCTLKSVSNSILECYTPAQTISTEF
AVKLKIDLANRETSIFSYREDPIVYEIHPTKSFISGGSTITGVGKNLNSVSVPR
MVINVHEAGRNFTVACQHRSNSEHNCCTTPSLQQLNLQLPLKTKAFFMLDGI
LSKYFDLIY VHNPVFKPFEKPVMISMGNENVLEIKGNDIDPEAVKGEVLKV
GNKSCENIHLHSEAVLCTVPNDLLKLNSELNIEWKQAISSTVLGKVIVQPD
QNFTGLIAGVVSISTALLLLLGFFLWLKKRKQIKDLGSELVRYDARVHTPH
LDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGSCRQVQYPLTD
MSPILTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHENEV
IGRGHFGCVYHGTLLDNDGKKIHCAVKSLNRITDIGEVSQFLTEGIIMKDES
HPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNETHNPTVKDLIGFGLQ
VAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEY
YSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPP
YPDVNTFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPKAEMRPSFSEL
VSRISAIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSEDNADDEVDTRPAS
FWETS
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PROTEIN SEI\?OID SEQUENCE
MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQG
INF <RI KYIHPQNNSICCTKCHKGTYLYNDCPGPGQDTDCRECESGSFTASE
(homo sapiens) NHLRHCLSCSKCRKEMGQVEISSCTVDRDTVCGCRKNQYRHYWSE
homo sapicns NLFQCENCSLCLNGTVHLSCQEKQNTYCTCHAGFFLRENECVSCSN
e 103 | CKKSLECTKLCLPQIENVKGTEDSGTTVLLPLVIFFGLCLLSLLFIGL
MYRYQRWKSKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGF
30 Thia 11 & TPTLGFSPVPSSTFTSSSTY TPGDCPNFAAPRREV APPY QGADPILAT
Asp41-Thr211 ALASDPIPNPLQKWEDSAHKPQSLDTDDPATLYAVVENVPPLRWK
EFVRRLGLSDHEIDRLELQNGRCLREAQYSMLATWRRRTPRREATL
ELLGRVLRDMDLLGCLEDIEEALCGPAALPPAPSLLR
CTLA-4
(ot ot MACLGFQRHKAQLNLATRTWPCTLLFFLLFIPVFCKAMHVAQPAY
NCBI Ref No: VLASSRGIASFVCEYASPGKATEVRVTVLRQADSQVTEVCAATYM
e 394 | MGNELTFLDDSICTGTSSGNQVNLTIQGLRAMDTGLYICKVELMYP
PPYYLGIGNGTQIYVIDPEPCPDSDFLLWILAAVSSGLFFYSFLLTAV
Alu3T-Phel6 SLSKMLKKRSPLTTGVYVKMPPTEPECEKQFQPYFIPIN
MWPLVAALLLGSACCGSAQLLFNKTKSVEFTFCNDTVVIPCFVTN
CD47 MEAQNTTEVYVKWKFKGRDIYTFDGALNKSTVPTDFSSAKIEVSQL
(rome saiens) LKGDASLKMDKSDAVSHTGNYTCEVTELTREGETIELKYRVVSWF
NCBI Ref No- 395 SPNENILIVIFPIFAILLFWGQFGIKTLKYRSGGMDEKTIALLVAGLVI
e TVIVIVGAILFVPGEYSLKNATGLGLIVTSTGILILLHYY VFSTAIGLT
SFVIAILVIQVIAYILAVVGLSLCIAACIPMHGPLLISGLSILALAQLLG
LVYMKFVASNQKTIQPPRKAVEEPLNAFKESKGMMNDE
MRIFAVEIFMTYWHLLNAFTVTVPKDLY VVEY GSNMTIECKFPVEK
PD-L1 QLDLAALIVYWEMEDKNIIQFVHGEEDLKVQHSSYRQRARLLKDQ
(om0 amiens) LSLGNAALQITDVKLQDAGVYRCMISYGGADYKRITVKVNAPYNK
homoSIens) | 396 | INQRILVVDPVTSEHELTCQAEGYPKAEVIWTSSDHQVLSGKTTTIN
QINZQ7 SKREEKLENVTSTLRINTTTNEIFYCTFRRLDPEENHTAELVIPELPL

AHPPNERTHLVILGAILLCLGVALTFIFRLRKGRMMDVKKCGIQDT
NSKKQSDTHLEET
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SEQ ID NO: | Peptide No. | Amino acid sequence
3 1 ADNFSLHDALSGSGNPNPQG
4 2 SGSGNPNPQGWPGAWGNQPA
5 3 WPGAWGNQPAGAGGYPGASY
6 4 GAGGYPGASYPGAYPGQAPP
7 5 PGAYPGQAPPGAYPGQAPPG
8 6 GAYPGQAPPGAYPGAPGAYP
9 7 AYPGAPGAYPGAPAPGVYPG
10 8 GAPAPGVYPGPPSGPGAYPS
11 9 PPSGPGAYPSSGQPSATGAY
12 10 SGQPSATGAYPATGPYGAPA
13 11 PATGPYGAPAGPLIVPYNLP
14 12 GPLIVPYNLPLPGGVVPRML
15 13 LPGGVVPRMLITILGTVKPN
16 14 ITILGTVKPNANRIALDFQR
17 15 ANRIALDFQRGNDVAFHFNP
18 16 GNDVAFHFNPRFNENNRRVI
19 17 RFNENNRRVIVCNTKLDNNW
20 18 VCNTKLDNNWGREERQSVFP
21 19 GREERQSVFPFESGKPFKIQ
22 20 FESGKPFKIQVLVEPDHFKYV
23 21 VLVEPDHFKVAVNDAHLLQY
24 22 AVNDAHLLQYNHRVKKLNEI
25 23 NHRVKKLNEISKLGISGDID
26 24 SKLGISGDIDLTSASYTMI

peptide_4
peptide !

Collie!

Y ED

|y

————GAGGYPGASYPGAYPGOAPP~——

> —————PGAYPGQAPPGAYPGQAPP G~
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Name Sequence SEQ ID NO: Name Sequence SEQ ID NO:

Vu_CDRI1_1 GYTFTINY 27 Vu_CDR1_27 | GYTFTSYD 591
Vu_CDRI1_2 GYSFINY 28 Vu_CDR1_28 | GYSFINYI 592
Vu_CDRI1_3 GYTFIDY 29 Vu_CDR1_29 | GYTFRSYD 593
Vu_CDRI1_4 GYKFKTY 30 Vu_CDR1_30 | GFTFSNFW 594
Vu_CDRI1_5 GYTFITY 31 Vu_CDR1_31 | GYTFTSYD 595
Vu_CDR1_6 GFAFSSY 32 Vu_CDR1_32 | EYAFNNYM 596
Vu_CDR1_7 GYTFTDF 33 Vu_CDR1_33 | GYSFTGYT 597
Vu_CDRI1_8 GYAFTTY 34 Vu_CDR1_34 | GYTFINYW 598
Vu_CDR1 9 GFTESSY 35 Vu_CDR1_35 SSVTY 599
Vu_CDR1_10 | GYTFINYG 36 Vu_CDR1_36 | GYTFNNYW 600
Vu_CDR1_11| GYTFTNFG 37 Vu_CDR1_37 | GYTFINYW 601
Vu_CDR1_12 | GFTFSSYA 38 Vu_CDR1_38 | GESLTSYG 602
Vu_CDR1_13 | GFSLSTSGMG 39 Vu_CDR1_39 | GYTFINYG 603
Vu_CDR1_14 | GFTEFSNYG 40 Vu_CDR1_40 | GFSLTSYG 604
Vu_CDR1_15 | GYIFTNYG 41 Vu_CDR1 41 | GFSLINYG 605
Vu_CDR1_16 | GNTFTDHN 42 Vu_CDR1 42 | GFSLTSYG 606
Vu_CDR1_17 | GYTFTSYW 43 Vu_CDR1_43 | GFSLSSYG 607
Vu_CDR1_18 | GFSLSTFGMG 44 Vu_CDR1_44 | GYSFINYW 608
Vu_CDR1_19 | GYTFTSYD 245 Vu_CDR1_45 | GYSFTSYW 609
Vu_CDR1 20| GFTFSNYW 246 Vu_CDR1_46 | GYSITSGYY 610
Vu_CDRI1_21 GFSLTSY 397 Vu_CDRI1_47 | GFSLSTFGMG 611
Vu_CDR1_22 GYTFTSY 398 Vu_CDR1 48 | GYSITSGYY 612
Vu_CDR1_23 GYTESDY 399 Vu_CDR1 49 | GFNIKDYY 613
Vu_CDR1_24 | GFTFSNYW 588 Vu_CDR1_50 | RYTFTDYN 614
Vu_CDR1_25| GYTFTSYV 589 Vu_CDR1_51 | GYTFTIFG 615
Vu_CDR1_26 | GYTFTSYD 590

FIG. 18
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Name Sequence SEQ ID NO: Name Sequence SEQ ID NO:
Vu_CDR2_1 NTNTGE 45 Vu_CDR2_28 | IYPGDGST 618
Vu_CDR2 2 IYPGSGNT 46 Vu_CDR2_29 | IYPGDGST 619
Vu_CDR2_3 IYPGTGNT 47 Vu_CDR2 30| INPYNDGT 620
Vu_CDR2_4 INTYSGVP 48 Vu_CDR2_31 IFPGEGIS 621
Vu_CDR2_5 ISDGGVYT 49 Vu_CDR2_32 | IRLKSNNYAT 622
Vu_CDR2_6 INPKNGGI 50 Vu_CDR2_33 | IFPGDGTT 623
Vu_CDR2_7 VNTYSGVP 51 Vu_CDR2_34 | INPGSGAT 624
Vu_CDR2_8 IYPGSNDT 52 Vu_CDR2 35| INPYNGGT 625
Vu_CDR2_9 ISDGGIYT 53 Vu_CDR2 36| FLPGDGSS 626

Vu_CDR2_10 | INTYTGEP 54 Vu_CDR2_37 ATS 627
Vu_CDR2_11 ISSGGDT 55 Vu_CDR2 38| IDPSDSET 628
Vu_CDR2_ 12| IWWDDDK 56 Vu_CDR2_39 | IDPSDSET 629
Vu_CDR2_13 ISSGGSYT 57 Vu_CDR2 40| IWAGGST 630
Vu_CDR2 14| IYPYNGGT 58 Vu_CDR2 41| INTNTGEP 631
Vu_CDR2_15 ISSGGST 59 Vu_CDR2 42| IWAGGST 632
Vu_CDR2_16 IYPGSSSI 60 Vu_CDR2 43 IWSGGST 633
Vu_CDR2_17 | IYPGDGST 247 Vu_CDR2 44 | IWAGGST 634
Vu_CDR2_18 | IRLKSNNYAT 248 Vu_CDR2 45| IWAGGST 635
Vu_CDR2_19 | INTNTGES 400 Vu_CDR2 46 | IDPSDSET 636
Vu_CDR2 20| INTHSGVP 401 Vu_CDR2 47 | IDPSDSET 637
Vu_CDR2_21 IWSGGST 402 Vu_CDR2_48 ISYDGRN 638
Vu_CDR2_22 IDPSDSET 403 Vu_CDR2 49 | IWWDDDK 639
Vu_CDR2_23 IHPNSGST 404 Vu_CDR2_50 ISYDGRN 640
Vu_CDR2 24 | INPNNGGT 405 Vu_CDR2_51| IYPEDDET 641
Vu_CDR2_25| IYPVSVNT 406 Vu_CDR2_52 | IYPNNGGT 642
Vu_CDR2_26 | LRLKSNNYAT 616 Vu_CDR2_53 | VNTYTGEP 643
Vu_CDR2_27 | INPYNDGT 617
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Vu_CDR3_1 APYDNFFAY 61 | Vu_CDR3_32 AYLDY 415
Vu_CDR3_2 STAPGGFDV 62 | Vuo_CDR3_33 | AKSPDGYDVAWFGY 416
Vu_CDR3_3 ARFAYYYGSGGYFDY 63 Vu_CDR3_34 TRHYGFPYWYFDV 644
Vu_CDR3_4 ARDGNYGDPMDY 64 | Vy_CDR3_35 ARLLFYYAMDY 645
Vu_CDR3_5 STPYEYDGAY 65 | Vu_CDR3_36 AREAASNAMDY 646
Vu_CDR3_6 VRDGGY 66 | Vu_CDR3_37 AREAASNAMDY 647
Vu_CDR3_7 ARGPYAMDY 67 | Vu_CDR3_38 ARLLFYYAMDY 648
Vu_CDR3_8 TSGYGFPY 68 | Vui_CDR3_39 AREATAGAMDY 649
Vu_CDR3_9 ANYFGCSGWFFDV 69 Vu_CDR3_40 TRHYGFPYWYFDV 650
Vu_CDR3_10 | ARWGGYAGDYYAMDF 70 | Vua_CDR3_41 AREGAGSWFAY 651
Vu_CDR3_11 | ARWGGYDGDYYAMDY | 71 | Vu_CDR3_42 TYNDLGY 652
Vu_CDR3_12 | ARWGGYAGDYYAMDY 72 Vu_CDR3_43 | ARKDDYYGSSPYALDY 653
Vu_CDR3_13 ASYGNSLFDY 73 Vu_CDR3_44 VRDDYDSDY 654
Vu_CDR3_14 VRYTMDY 74 | Vu_CDR3_45 QQWSSNPLT 655
Vu_CDR3_15 | ARNLYDGSYGYYAMDY 75 Vu_CDR3_46 | ARGDYYYGTRGPMDY 656
Vu_CDR3_16 | ARHAHYYGVSPYYFDY 76 | Vu_CDR3_47 ARWGAMDY 657
Vu_CDR3_17 AKFGNYVGAMDY 77 | Vo_CDR3_48 | ARDRASLLRPGAMDY 658
Vu_CDR3_18 ARGEYDYLAWFAY 78 | Vua_CDR3_49 ARLDYDYDEDY 659
Vu_CDR3_19 TRFTTVVEMDY 79 Vu_CDR3_50 ASPPSGYDYDVFAS 660
Vu_CDR3_20 ARWGY 80 | Vi_CDR3_51 | ARIYYYGRGYAMDY 661
Vu_CDR3_21 ARIDYGDYVGFAY 81 | Vu_CDR3_52 ASPPSGYDYDVFAY 662
Vu_CDR3_22 AREAASNAMDY 249 | Vu_CDR3_53 | AKPPYDYDGAWFAY 663
Vu_CDR3_23 TRHYGFPYWYFDV 250 | Vu_CDR3_54 ATGRPDY 664
Vu_CDR3_24 ARYPMDY 407 | Vu_CDR3_55 AKGRPDY 665
Vu_CDR3_25 QPGGVTGTLTT 408 | Vu_CDR3_56 AGYDFLWYFDV 666
Vu_CDR3_26 TRDGNDGDAMDN 409 | Vu_CDR3_57 ARIDYGDYVGFAY 667
Vu_CDR3_27 | AKGPYDYDLGWFAY 410 | Vu_CDR3_58 AGYDFLWYFDV 668
Vu_CDR3_28 ARHGYYDY 411 | Vy_CDR3_59 ARSGGYYVWFAY 669
Vu_CDR3_29 TRWGIYYYARDY 412 | Vu_CDR3_60 ARSYYDGSYDAMDY 670
Vu_CDR3_30 AVPYEYDGAY 413 | V4_CDR3_61 ARGWFAY 671
Vu_CDR3_31 ATPYEYDGAY 414
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Vi._CDRI1_1 | RSSKSLLYKDGKTYLN 82 Vi._CDR1_31 QSLLHSDGKTY 425
V._CDR1_2 KSLLHSDGITY 83 V._CDR1_32 QDVRTA 426
V._CDR1_3 QGINSN 84 Vi_CDR1_33 ESVDSYGNSF 672
V._CDR1_4 QSLLYTNGKTY 85 V._CDR1_34 QGINSN 673
Vi._CDRI1_5 QSLFDSDGKTY 86 Vi._CDR1_35 KSVSTSGYSY 674
V._CDR1_6 QSIVHNNGNTY 87 Vi._CDR1_36 KSVSTSGYSY 675
Vi._CDR1_7 QGINNY 88 Vi_CDR1_37 QGISSN 676
Vi._CDR1_8 QNIYIW 89 Vi._CDR1_38 KSVSTSGYSC 677
V._CDR1_9 QDISNY 90 Vi._CDR1_39 ESVDSYGNSF 678
Vi._CDR1_10 QSIVHSNGNTY 91 Vi._CDR1_40 KSVSTSGYSY 679
Vi._CDR1_11 QSVLYSSNQKNY 92 Vi._CDR1_41 | QSLLYSDGKTY 680
Vi_CDR1_12 QSVLYSSSQKNY 93 Vi._CDR1_42 ESVENHVNSF 681
V._CDR1_13 QSLVHNSGNTY 94 Vi._CDR1_43 TGAVTTSNY 682
Vi._CDR1_14 TGAVTTSNY 95 Vi_CDR1_44 TYMYWYQQ 683
Vi._CDR1_15 KSLLHTNGITF 96 Vi._CDR1_45 ESLDNSGISF 684
V._CDR1_16 QSLLNSSNQKNY 97 V._CDR1_46 QDVSTT 685
V._CDR1_17 QNINVW 98 Vi._CDR1_47 QNVGIN 686
V._CDRI1_18 IDIDDD 99 Vi._CDR1_48 QSLLDSDGKTY 687
V._CDR1_19 QDIVHSSGNTY 100 Vi._CDR1_49 GNIHNY 688
Vi_CDR1_20 KSLLYSNGITY 101 Vi_CDR1_50 SSVTY 689
Vi._CDR1_21 KSVSTSGYSY 251 V._CDR1_51 GNIHNY 690
V._CDR1_22 ESVDSYGNSF 252 V._CDR1_52 QSVSSD 691
V._CDR1_23 QSLLYSNGKTY 417 Vi._CDR1_53 QDVSTA 692
Vi._CDR1_24 QSLLYTDGKTY 418 V._CDR1_54 QDVSTA 693
V._CDR1_25 QSVSND 419 Vi_CDR1_55 | QSLLYINGKTY 694
V._CDR1_26 QGISNY 420 V._CDR1_56 QGINSN 695
Vi._CDR1_27 QDVSTA 421 Vi_CDR1_57 | QSLLYINGKTY 696
V._CDR1_28 QNVGTN 422 Vi._CDR1_58 | RSLLHSNGYTY 697
Vi._CDR1_29 QSLFHSDGKTY 423 Vi._CDR1_59 QGISNY 698
Vi._CDR1_30 QNINIW 424 Vi._CDR1_60 | RSLLDSDGKTY 699
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VL_CDR2 1 LMSTHAS 102 Vi._CDR2_24 LAS 705
VL_CDR2 2 RMS 103 Vi._CDR2_25 LAS 706
VL_CDR2 3 HAT 104 Vi_CDR2_26 LAS 707
Vi_CDR2 4 LLS 105 Vi_CDR2_27 LVS 708
Vi_CDR2_5 LVS 106 Vi_CDR2_28 RAS 709
Vi_CDR2_6 KVS 107 Vi_CDR2_29 GTN 710
Vi_CDR2_7 YAS 108 Vi_CDR2 30 | SGVPARF 711
VL_CDR2_8 KAS 109 Vi._CDR2_31 AAS 712
VL_CDR2 9 YTS 110 Vi._CDR2_32 WAS 713
Vi_CDR2_10 WAS 111 Vi._CDR2_33 SAS 714
Vi_CDR2_11 GIN 112 Vi_CDR2_34 LVS 715
Vi_CDR2_12 QMS 113 Vi_CDR2_35 NVK 716
Vi_CDR2_13 FAS 114 Vi_CDR2_36 ATS 717
Vi_CDR2_14 EGN 115 Vi_CDR2_37 SAK 718
Vi_CDR2_15 GTN 116 Vi_CDR2_38 FAS 719
Vi_CDR2_16 LAS 253 Vi_CDR2_39 WAS 720
Vi._CDR2_17 LVC 427 Vi._CDR2_40 WAS 721
Vi._CDR2_18 GAS 428 Vi._CDR2_41 LVS 722
Vi_CDR2_19 LAS 700 Vi._CDR2_42 HGT 723
ViL_CDR2 20 HGT 701 Vi_CDR2 43 LVS 724
Vi._CDR2_21 LAS 702 Vi_CDR2 44 RMS 725
Vi_CDR2_22 LAS 703 Vi_CDR2_45 YTS 726
Vi_CDR2_23 YGT 704 Vi_CDR2_46 LVS 727
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Name Sequence ID Name Sequence 1D

NO: NO:
VL_CDR3_1 QQLVDYPLT 117 | VL_CDR3_29 VQYDQFPWT 729
VL_CDR3_2 AQMLEFPLT 118 | VL_CDR3_30 QHSRELPLT 730
VL_CDR3_3 VQYAQFPPT 119 | VL_CDR3_31 QHSRELPLT 731
VL_CDR3_4 LQSTHFPLT 120 | Vi_CDR3_32 VQYDQFPWT 732
VL_CDR3_5 WQGTHFPLT 121 | VL_CDR3_33 HHSTELPYT 733
Vi._CDR3_6 FQGSHVPLT 122 | Vi_CDR3_34 QQONNEDPWT 734
Vi._CDR3_7 QQYSQVPYT 123 | Vi_CDR3_35 QHSRELPLT 735
VL_CDR3_8 LQGQSYPLT 124 | VL_CDR3_36 VQGTHLPT 736
Vi_CDR3_9 QQYSKLPYT 125 | VL_CDR3_37 QQNNEVPYT 737
VL_CDR3_10 AQMIEFPLT 126 | VL_CDR3_38 ALWYSNHLV 738
VL_CDR3_11 HQYLSSLT 127 | VL_CDR3_39 | ARIYYYGRGYAMDY | 739
Vi_CDR3_12 SQSTHVPPT 128 | VL_CDR3_40 QHSKEVPWT 740
Vi_CDR3_13 ALWYSNHWV 129 | VL_CDR3 _41 QQHYSPPFT 741
Vi_CDR3_14 AQNLELPWT 130 | Vi_CDR3_42 QQYNSYPYT 742
Vi_CDR3_15 QQHYSTPYT 131 | Vi_CDR3_43 WQGTHFPFT 743
Vi._CDR3_16 QQGOQSYPYT 132 | Vi_CDR3_44 QHFWSIFPT 744
Vi._CDR3_17 LQSDNKPLT 133 | VL_CDR3_45 QQWSSNPLT 745
Vi._CDR3_18 ALWYSNHLV 134 | Vi_CDR3_46 QHFWSLFPT 746
Vi._CDR3_19 FQGSHVPPT 135 | VL_CDR3_47 QHNYISPFT 747
VL_CDR3_20 QHSRELPLT 254 | Vi_CDR3_48 QQHYSTPYT 748
Vi_CDR3_21 QQONNEDPWT 255 | VL_CDR3 49 QQHYNTPYT 749
VL_CDR3_22 VQGTHFPQT 429 | VL_CDR3_50 LQSTHFPQT 750
Vi_CDR3_23 QQDYTSPYT 430 | VL_CDR3 51 VQYDQFPWT 751
Vi_CDR3_24 QQYSELPYT 431 | VL_CDR3 52 LQSTHFPQT 752
Vi_CDR3_25 QQHYTTPLT 432 | VL_CDR3_53 MQHLEYPYT 753
Vi._CDR3_26 EQYSNFPLT 433 | VL_CDR3 54 QQYSKLPRT 754
Vi._CDR3_27 QQYSSYPWT 434 | VL_CDR3_55 WQGTHFPQT 755
Vi._CDR3_28 QOQNNEDPWT 728
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QVQLVQSGSELKKPGASVKVSCKASGYTFTNYGMNWVRQAPGQGLKWMGW
Vu-1 | INTNTGEPTYVEEFTGRFVFSLETSVSTAYLQISSLKAEDTAVYFCAPYDNFFAY | 136
WGQGTTVTVSS

QVQLVQSGAEVKKPGASVKVSCKASGYSFINY YMHWVRQAPGQRLEWMG
Vu-2 | WIYPGSGNTNYNEKFQGRVTITADTSASTAYMELSSLRSEDTAVYYCSTAPGG 137
FDVWGQGTTVTVSS

QVQLKQSGAELVRPGASVKLSCKASGYTFIDY YINWVKQRPGQGLEWIARIY
Vu-3 | PGTGNTDYNEKFKGRATLTAEKSSSTAYMQLSSLTSEDSAVYFCARFAYYYGS 138
GGYFDYWGHGTTLTVSS

QIQLVQSGPELKKPGETVKISCKTSGYKFKTYVMSWVKQAPGKALKWMGWI
Vu-4 | NTYSGVPTYADDFKGRFAFSLETSASTAYLEIINLKNEDTATYFCARDGNYGD 139
PMDYWGQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMGW VKQAPGKDLKWMGWI
Vu-5 | NTYSGVPTYADDFKGRFAFSLETSASTAYLQISNLKNEDTATYFCSTPYEYDG 140
AYWGQGTLVTVSA

EVQLVESGGGLVKPGGSLKLSCAASGFAFSSYAMSWVRQTPEKRLEWVATIS
Vu-6 | DGGVYTYYTDHVKGRFTISRDNAEDNLYLQMSHLKSEDTAMYYCVRDGGY 141
WGQGTTLTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTTYAMSWVKQAPGKGLKWMGWIN
Vu-7 | TYSGVPTYADDLKGRFAFSLETSASTAYLQINNLKNEDTATYFCARGPYAMD 142
YWGQGTSVTVSS

EVQLQQSGPELVKPGASVKISCKASGYTFIDFYINWVKQSHGKSLEWIGDINP
Vu-8 | KNGGINYNPKFKIKATLTVDKSSSTSYMDLRGLTSEDSAVYYCTSGYGFPYWG 143
QGTLVTVSA

QIQLVQSGPELKKPGESVKISCKASGYAFTTYGMSWVQQAPGKGLKWMGWYV
V-9 | NTYSGVPTCADDFKGRFAFSLETSASTAYLQINNLRNEDTATYFCARGPYAMD 144
YWGQGTSVTVSS

QVQLQQSGPELVKPGASVKISCKASGYTFTDYYINWVKQRPGQGLEWIGWIYP
Vu-10 | GSNDTKYNEKFKGKATLTVDTSSSTAYMQLGSLTSEDSAVYFCANYFGCSGW 145
FFDVWGTGTTVTVSS

EVQLVESGGGLVKPGGSLKLSCAASGFTFSSYAMSWVRQTPEKRLEWVATISD
Vu-11 | GGIYTYYPDNVKGRFTISRDNAKNNLFLQMSHLKSEDTAMYYCVRDGGYWG 146
QGTTLTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
Vu-12 | NTYTGEPSYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYA 147
GDYYAMDFWGQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
Vu-13 | NTYTGEPSYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYD 148
GDYYAMDYWGQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTNFGMNWVKQAPGKGLKWMGWI
Vu-14 | NTYTGEPSYADDFKGRFAFSLETSASTAYLQINNLKNEDIATYFCARWGGYAG 149
DYYAMDYWGQGTSVTVSS

FIG. 24




WO 2021/146218 PCT/US2021/013136

46/185

Name Sequence SE&%?D
EVQLLESGGGLVKPGGSLKLSCAASGFTFSSYAMSWVRQTPEKRLEWVASISS

Vu-15 | GGDTYYPDSVKGRFTISRDNARNILYLQMSSLRSEDTAMYYCASYGNSLFDY 150
WGQGTTLTVSS
QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI

Vu-16 | NTYTGEPTYAGDLKGRFAFSLETSASTAYLQINNLKNEDTATYFCVRYTMDY 151
WGQGTSVTVSS
QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVGWIRQPSGKGLEWLAHIW

Vu-17 | WDDDKYYNTALKSGLTISKDASKNQVFLKIASMDTADTATYYCARNLYDGS 152
YGYYAMDYWGQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
Vu-18 | NTYTGEPAYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYD 153
GDYYAMDYWGQGTSVTVSS

EVQLVESGGDLVKPGGSLKLSCAASGFTFSNYGLSWIRQTPDKRLEW VATISS
Vu-19 | GGSYTYYPDSVKGRFTISRDSAKNTLYLQMSSLKSEDTAMYYCARHAHYYGV 154
SPYYFDYWGQGTCLTVSS

QIQLVQSGPEVKKPGETVKISCKASGYIFTNYGMNWVKQAPGKGLKWMGWI
Vu-20 | NTYTGEPTYTDDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAKFGNYVG 155
AMDYWGQGTSVTVSS

EVQLQQSGPELVKPGASVKISCKASGNTFTDHNMHWVKQSHGKSLEWIGYIY
VHu-21 | PYNGGTGYNQKFKSKATLTVDNSSSTVYMELRSLTSEDSAVYYCARGEYDYL 156
AWFAYWGQGTLVTVSA

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
VH-22 | NTYTGEPTYVDDFKGRFAFSLETSASTAYLRINNLKNEDTATYFCAKFGNYVG 157
AMDYWGQGTSVTVSS

EVQLVETGGGLVKPGGSLKLSCAASGFTFSSYAMSW VRQTPEKRLEW VASISS
VH-23 | GGSTYYPDSVKGRFTISRDNARNILYLQMSSLRSEDTAMYYCTRFTTVVEMDY | 158
WGQGTSVTVSS

QVQLQQTGAELVKPGASVKLSCKASGYTFTSYWINWVKQRPGQGLEWIGNIY
Vu-24 | PGSSSIYYSEKFKSKATLTVDTSSSTAYMQLSSLTSDDSAVYYCARWGYWGQ 159
GTTLTVSS

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTFGMGVGWIRQPSGKGLEWLAHIW
Vgu-25 | WDDDKHYNPALKSRLTISKDTSKNQVFLRIANVDTADNATYYCARIDYGDYV 160
GFAYWGQGTLVTVSA

QVQLQQSGPELVRPGALVKISCKASGYTFTSYDINWVKQRPGQGLEWIGWIYP
Vi-26 | GDGSTKYNEKFKGKATLTADKSSSTAYMQLSSLTSENSAVYFCAREAASNAM 256
DYWGQGTSVTVSS

EVKLEESGGGLVQPGGSMKLSCVASGFTFSNYWMNW VRQSPEKGLEWVAEI
Vu-27 | RLKSNNYATHYAESVKGRFTISRDDSKSSVYLQMNNLRAEDTGIY YCTRHYGF 257
PYWYFDVWGAGTTVTVSS

QIQLVQSGPELTKPGETVKISCKASGYTFTDYGMNW VRQAPGETLKWMGWIN
Vi-28 | TYTGEPTY ADDFKGRFAFSLESSASTAYLQINNLKNEDVATYFCARYPMDYW 435
GQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
Vu-29 | NINTGEPTYAEEFKGRFAFSLETSASTAYLQINNLKNEDTATYFCATGGGNWD 436
FDYWGQGTTLTVSS
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QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI
Vu-30 | NTNTGEPTYVEEFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAPYDNFFAY | 437
WGQGTLVTVSA

QVQLQQSGPELVKPGASVKISCKASGYSFTNYYIHWVKQRPGQGLEWIGWIYP
Vu-31 | GSGNTNYNEKFKGKATLTADTSSSTTNMQLSSLTSEDSAVYYCSTAPGGFDV 438
WGSGTTVTVSS

QVQLVQSGAEVKKPGASVKVSCKASGYSFTNY YMHWVRQAPGQGLEWMG
VB-32 | WIYPGSGNTNYNEKFQGRVTMTADTSISTAYMELSRLRSDDTAVYYCSTAPG 439
GFDVWGQGTTVTVSS

QVQLVQSGAEVKKPGASVKVSCKASGYSFINY YIHWVRQAPGQRLEWMGWI
Vu-33 | YPGSGNTNYNEKFQGRVTLTADTSASTTYMELSSLRSEDTAVYYCSTAPGGFD 440
VWGQGTTVTVSS

QIQLVQSGPDLKKPGETVKISCKASGYTFTTY VMSWVKQAPGKDLKWMGWI
Vu-34 | NTHSGVPTYADDFKGRFDFSLETSANTAFLQINNLKNEDTATYFCTRDGNDGD 441
AMDNWGQGTSVTVSS

QVQLKQSGPGLVQPSQSLSITCTVSGFSLTSYGVHW VRQPPGKGLEWLGVIWS
Vu-35 | GGSTDYNAAFISRLSISKDNSKSQVFFKMNSLQADDTAIYYCAKGPYDYDLGW 442
FAYWGQGTLVTVSA

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMSWVKQAPGKGLKWMAWIN
Vu-36 | TYSGVPTYADDFKGRFAFSLETSASTAYLQINNLTNEDTATYFCARGPYAMDY 443
WGQGTSVTVSS

QVQLQQPGAELVGPGSSVKLSCKASGYTFTNY WIHW VKQRPLQGLEWIGNID
Vu-37 | PSDSETHYNQKFKDKATLTVDKSSSTAYMQLSSLTSEDSAVYYCARHGYYDY 444
WGQGTTLTVSS

QVQLQQPGAELVKPGASVKLSCKASGYTFTSYWMHW VKQRPGQGLEWIGMI
Vu-38 | HPNSGSTDYNEKFKNKATLNVDKSSSTAYIQLSSLTSEDSAVYYCTRWGIYYY 445
ARDYWGQGTTLTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMSWVKQAPGKGLKWMGWIN
VH-39 | TYSGVPTYADDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAVPYEYDGA 446
YWGQGTLVTVSA

EVQLQQSGPELVKPGASVKISCKASGYTFTDY YMNWVKQSHGKSLEWIGDIN
Vu-40 | PNNGGTNYNQKFKGKATLTVDKSSSTAYMELRSLTSEDSAVYYCTSGYGFPY 447
WGQGTLVTVSA

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMGW VKQAPGKGLKWMGWI
Vu-41 | NTYSGVPTYADDFKGRFAFSLETSTSTAYLQINNLKNEDMATYFCATPYEYDG 448
AYWGQGTLVTVSA

QVQLQQSGPELVKPGDSVKISCKAAGYTESDY YINWVKQRPGQGLEWIGWIY
Vi-42 | PVSVNTKYNEKFKGKATLTVDTSSSTAYMQLSSLTSEDSGVYFCAYLDYWGQ 449
GTLVTVSA

QVQLKQSGPGLVQPSQSLSITCTVSGFSLTSYGVHW VRQAPGKGLEWLGVIWS
Vu-43 | GGSTDYNAAFMSRLSISKDNSKSQVFFKMNSLQADDTAIYYCAKSPDGYDVA 450
WFGYWGQGTLVTVSA
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EVKLEESGGGLVQPGGSMKLSCVASGFTFSNYWMNW VRQSPEKGLEWVAEL
Vu-44 | RLKSNNYATHYAESVKGRFTISRDDSKSSVYLQMNNLRAEDTGIY YCTRHYGF 756
PYWYFDVWGAGTTVTVSS

EVQLQQSGPELVKPGASVKMSCKASGYTFTSYVMHW VKQKPGQGLEWIGYI
Vu-45 | NPYNDGTKYNEKFKGKATLTSDKSSSTAYMELSSLTSEDSAVYYCARLLFYY 757
AMDYWGQGTSVTVSS

QVQLQQSGPELVRPGALVKISCKASGYTFTSYDINWVKQRPGQGLEWIGWIYP
Vi-46 | GDGSTKYNEKFKGKATLTADKSSSTVYMQLSSLTSENSAVYFCAREAASNAM 758
DYWGQGTSVTVSS

QVQLQQSGPELVKPGALVKISCKASGYTFTSYDINWVKQRPGQGLEWIGWIYP
Vu-47 | GDGSTKYNEKFKGKAALTADKSSSTAYMQLSSLTSENSAVYFCAREAASNAM 759
DYWGQGTSVTVSS

EVQLQQSGPELVKPGASVKMSCKASGYSFTNYIMHW VKQKPGQGLEWIGYIN
Vu-48 | PYNDGTKYNEKFKGKATLTSDKSSSTAYMELSSLTSEDSAVYYCARLLFYYA 760
MDYWGQGTSVTVSS

QVQLQQSGAELVKPGASVKLSCKASGYTFRSYDINWVRQRPEQGLEWIGWIFP
Vu-49 | GEGISKYNEKFKGKATLTTDKLSSTAYMQLSSLTSEDSAVYFCAREATAGAM 761
DYWGQGTSVTVSS

EVKLLESGGGLVQPGGSMKLSCVASGFTFSNFWMNWVRQSPEKGLEWVAEIR
Vu-50 | LKSNNYATHYAESVKGRFTISRDDSKSSVYLQMNNLRAEDTGIYYCTRHYGFP 762
YWYFDVWGAGTTVTVSS

QIQLQQSGAELVKPGASVKLSCKASGYTFTSYDICWVRQRPEQGLEWIGWIFP
Vu-51 | GDGTTKYTENFKGKATLTTDKSSSTAYMHLSRLTSEDSAVYFCAREGAGSWF 763
AYWGQGTLVTVSA

EVQLQQSGAELVRPGTSVKVSCKASEY AFNNYMMEWVKQRPGQGLEWIGVI
Vu-52 | NPGSGATNYNENFKDKATLTADKSSTTAYMQLSSLTSDDSAVYFCTYNDLGY 764
WGQGTLVTVSA

EVKLQQSGPELMKPGTSMKISCKASGYSFTGYTMNWVKQSHGKNLEWIGLIN
VH-53 | PYNGGTNYNQKFRGKATLSVDKSSNTAYMELLSLTSEDSAVYYCARKDDYY 765
GSSPYALDYWGQGTSVTVSS

QVOQLQQSGAELMKPGASVKISCKATGYTFTNY WIEW VKQRPGHGLEWIGEFL
Vr-54 | PGDGSSHYNEKFKGKATFTSDTSSNTAYIHLTSLTSEDSAVYYCVRDDYDSDY 766
WAQGTTLTVSS

QIVLSQSPAILSASPGEKVTMTCRASSSVTYMYWY QQKPGSSPQPWIYATSNL

ASGVPARFSGSGSGTSYSLTISRVEAEDAATY YCQQWSSNPLTFGAGTKLELK 767

Vu-55

EVQLQQSGAEVVKPGAPVKLSCKASGYTFNNYWLNWVKQRPGRGLEWIGRI
Vu-56 | DPSDSETHYNQKFKDKATLTVDMSSSTAYIQLSSLTSEDSAVYYCARGDYYYG 768
TRGPMDYWGQGTSVTVSS

QVQLQQSGAELVRPGASVNLSCKASGYTFITNYWMNWVKQRPGQGLEWVGM
Vu-57 | IDPSDSETHYNQMFKDKATLTIDKSSSIAYMQLSSLTSEDSAVYYCARWGAMD 769
YWGQGTSVTVSS
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Name Sequence SE&%?D
QVQLKQSGPGLVAPSQSLSITCTVSGFSLTSYGVHW VRQPPGKGLEWLGIIWA

VH-58 | GGSTNYNPALMSRLSISKDKSKSQVFLKMNSLKTDDTAMY YCARDRASLLRP 770
GAMDYWGQGTSVTVSS
QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNW VKQAPGKGLKWMGWI

Vu-59 | NTNTGEPTYAEEFKGRFAFSLETSASTAYLQINYLKNEDTATFFCARLDYDYD 771
EDYWGQGTTLTVSS
QVQLVETGPGLVAPSQSLSITCTVSGFSLTSYGVHWIRQSPGKGLEWLGTIWA

Vu-60 | GGSTDYNSPLMSRLSISKDNSKNQVFLKMNSLQIDDTAIYYCASPPSGYDYDV 772
FASWGQGTLVTVSA

QVQLKQSGPGLVQPSQSLSITCTVSGFSLINYGVHWVRQSPGKGLEWLGVIWS
Vu-61 | GGSTDYNAAFISRLSISKDNSKSQVFFKMNSLQADDTAIY YCARIYYYGRGYA 773
MDYWGQGTSVTVSS

QVQLKESGPGLVAPSQSLSITCTVSGFSLTSYGVHWIRQPPGKGLEWLGGIWA
Vu-62 | GGSTDYNSPLMSRLSITKDNSKSQVFLKMNSLQSDDTAMYYCASPPSGYDYD 774
VFAYWGQGTLVTVSA

QVQLKESGPVLVAPSQSLSITCTVSGFSLSSYGVHWVRQPPGKGLEWLGVIWA
Vu-63 | GGSTDYDSALMSRLSISKDNSKSQVFLKMDSLQTDDTAMY YCAKPPYDYDGA 775
WFAYWGQGTLVTVSA

QVQLQQSGPQLVRPGASVKISCKASGYSFTNYWMHW VKQRPGQGLEWIGMI
Vu-64 | DPSDSETRLNQKFKDKATLTVDKSSSTAYMQLSSPTSEDSAVYYCATGRPDY 776
WGQGTTLTVSS

QVQLQQSGPQLVRPGASVKISCKASGYSFTSYWMHWVKQRPGQGLEWIGMID
VH-65 | PSDSETRLNQKFKDKATLTVDKSSSTAYMQLSSPTSEDSIVY YCAKGRPDY WG 777
QGTTLTVSS

DGKLQESGPGLVKPSQSLSLTCSVTGYSITSGYYWNWIRQFPGNKLEWMGHIS
Vu-66 | YDGRNNYNPSLKNRISITRDTSKNQFFLKLNSVTITEDTATYYCAGYDFLWYFD 778
VWGTGTTVTVSS

QVQLKESGPGILQPSQTLSLTCSFSGFSLSTFGMGVGWIRQPSGKGLEWLAHIW
Vu-67 | WDDDKHYNPALKSRLTISKDTSKNQVFLRIANVDTADNATYYCARIDYGDYV 779
GFAYWGQGTLVTVSA

DGQLQESGPGLVKPSQSLSLTCSVTGYSITSGYYWNWIRQFPGNKLEWMGHIS
VHu-68 | YDGRNNYNPSLKNRISITRDTSKNQFFLKLNSVTTEDTATYYCAGYDFLWYFD 780
VWGTGTTVTVSS

EVQLQQSGAELVKSGASVKLSCTASGFNIKDY YMHW VKQRTEQGLEWIGRIY
Vu-69 | PEDDETKYAPKFQGKATITADTSSNTAYLQLSSLTSEDTAVYYCARSGGYYV 781
WFAYWGQGTLVTVSA

EVQLQQSGPELVKPGSSVKISCKASRYTFTDYNMDWVKQSHGKRLEWIGYIYP
Vu-70 | NNGGTGYNQKFKGKATLTVDKSSSTAYMELRSLTSEDSAVYYCARSYYDGSY 782
DAMDYWGQGTSVTVSS

QIQLVQSGPELKKPGETVKISCKASGYTFTIFGMNWVKQAPGKGLKWMGWV
Vu-71 | NTYTGEPTYADDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCARGWFAY 783
WGQGTLVTVSA
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DIVLTQSPLSLPVTPGEPASISCRSSKSLLYKDGKTYLNWFLQKPGQSPQLLIYL
VL-1 | MSTHASGVPDRFESGSGSGTDFTLKISRVEAEDVGVYYCQQLVDYPLTFGGGTK 161
LEIK

DIVMTQTPLSLSVTPGQPASISCKSSKSLLHSDGITYLYWYLQKPGQSPQLLIYR
ViL-2 | MSNLASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCAQMLEFPLTFGQGTK 162
LEIK

DILMTQSPSSMSVSLGDTVSITCHASQGINSNMGWLQQKPGKSFKGLIYHATN

Vi3 LEDGVPSRFSGSGSGADYSLTISSLESEDFADYYCVQYAQFPPTFGSGTKLEIK

163

DVVMTQTPLTLSVAIGQPASISCKSSQSLLYTNGKTYLNWLLQRPGQSPKRLIY
VL-4 | LLSKLDSGVPDRFESASGSGTDFTLKISRVEAEDLGVYYCLQSTHFPLTFGAGTK 164
LEMK

DVVMTQTPLTLSVTIGQPASISCKSSQSLFDSDGKTYLNWLLQRPGQSPKRLIY
ViL-5 | LVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPLTFGAGT 165
KLEMK

DVLMTQTPLSLPVSLGDQASISCRSSQSIVHNNGNTYLEW YLQKPGQSPKLLIY
Vi-6 | KVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHVPLTFGGGT 166
KLELK

DIQMTQTTSSLSASLGDRVTISCSASQGINNYLNWYQQKPDGTVKLLIYYASSL

HSGVPSRFSGSGSGTDY SLTISNLEPEDIATY YCQQYSQVPYTFGSGTKLEIK 167

Vi-7

DIQMNQSPSSLSASLGDTITITCRASQNIYIWLSWYQQKPGNIPKLLIYKASNLH

TGVPSRFSGSGSGTDFTLTISTLQPEDIATYFCLQGQSYPLTFGAGTKLEMK 168

ViL-8

DIQMTQTTSSLSASLGDRVTINCSASQDISNYLNWYQQKPDGTVKLLIYYTSSL

LSGVPSRFSGSGSGTDYSLTISNLEPEDIATYFCQQYSKLPYTFGSGTHLEIK 169

ViL-9

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYLYWYLQRPGQSPQLLIYR
ViL-10 | MSNLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMIEFPLTFGAGTIL 170
ELK

DVVMTQTPLTLSVAIGQPASISCKSSQSLLYTNGKTYLNWLLQRPGQSPKRLIY
Vi-11 | LVSKLDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCLQSTHFPLTFGAGTK 171
LELK

DVLMTQTPLSLPVSLGDQASISCRSSQSIVHSNGNTYLEWYLQKPGQSPKLLIY
ViL-12 | KVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSHVPLTFGAGT 172
KLELK

NIWLTQSPSSLAVSAGEMVTMTCKSSQSVLYSSNQKNYLAWYQQKPGQSPKL
VL-13 | LIYWASTRESGVPDRFTGSGSGTDFSLTISSVQAEDLAVYYCHQYLSSLTFGAG 173
TKLELK

NIMMTQSPSSLAVSAGEKVTMSCKSSQSVLYSSNQKNYLAWYQQKPGQSPKL
Vi-14 | LIYWASTRESGVPDRFTGSGSGTDFTLTISSVQPEDLAVYYCHQYLSSLTFGAG 174
TKLELK

NIMMTQSPSSLAVSAGQKVTMSCKSSQSVLYSSSQKNYLAWYQQKPGQSPKL
Vi-15 | LIYWASTRESGVPDRFSGSGSGTDFTLTISSVQPEDLAVYYCHQYLSSLTFGAG 175
TKLELK
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DVVMTQTPLSLPVSLGDQASISCRSSQSLVHNSGNTYLHW YLQRPGQSPNLLI
ViL-16 | YKVSNRFSGVPDRFSGSGSGTDFTLKISRVAAEDLGVYFCSQSTHVPPTFGGGT 176
KLEIK

QAVVTQESALTTSPGETVILTCRSSTGAVTTSNYANWVQEKPDHLFTGLIGGI
VL-17 | NNRVPGVPARFSGSLIGDKAALTITGAQTEDEAIYFCALWYSNHWVFGGGTKL 177
TVL

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHTNGITFLYWYLQKPGQSPQPLIYQ
V1L-18 | MSNLASGVPDRFSSSGSGTDFTLRISRVEAEDVGVYYCAQNLELPWTFGGGTK 178
LEIN

NIMMTQSPSSLAVSAGEKVTMSCKSSQSVLYSSNQKNYLAWYQQKPGQSPKL
VL-19 | LIYWASTRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCHQYLSSLTFGAG 179
TKLELK

DIVMTQSPSSLAMSVGQKVTMSCKSSQSLLNSSNQKNYLAWYQQKPGQSPKL
VL-20 | LVYFASTRESGVPDRFIGSGSGTDFTLTISSVQAEDLADYFCQQHYSTPYTFGG 180
GAKLEIK

DIRMTQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLH

V21 TGVPSRFSGSGSGTGFTLTISSLQPEDIATYYCQQGQSYPYTFGGGTKLELK

181

EIVLTQSPASLSVTTGEKVTIRCITSIDIDDDMNWY QQKPGEPPKLLISEGNTLRP

V-2 GVPSRFSSSGYGTDFVFTIENTLSEDVADY YCLQSDNKPLTFGAGTKLELK

182

DIQVIQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLH

VL-23 | 1 GVPSRESGSGSGTGFTLTISSLQPEDIATY YCQQGQSYPY TFGGGTKLELK

183

EIKMNQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLH

VL-24 | 16y PSRESGSGSGTGFTLTISSLQPEDIATY YCQQGQSYPYTFGGGTKLELK

184

QAVVTQESALTTSPGETVILTCRSSTGAVTTSNYANWVQEKPDHLFTGLIGGT
Vi-25 | NNRAPGVPARFSGSLIGDKAALTITGAQTEDEAIYFCALWYSNHLVFGGGTKL 185
TVL

DVLMTQTPLSLPVSLGDQASISCRSSQDIVHSSGNTYLEWYLQKPGQSLKLLIY
V1L-26 | KVSNRFSGVPDRFSASGSGTDFTLKISRVEAEDLGVYYCFQGSHVPPTFGSGTK 186
LEIK

DIGMRQAAFSNPVTLGTSASISCRSSKSLLYSNGITYLYWFLQKPGQSPQLLIYQ
V1L-27 | MSNLASGVPDRFSSSGSGTDFTLRISRVEADDVGVYYCAQNLELPWTFGGGTK 187
LEIK

DIVLTQSPASLGVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYL
VL-28 | ASILESGVPARFSGSGSGTDFTLNIHPVEEEDAAIYYCQHSRELPLTFGAGTKLE 258
LK

NIVLTQSPASLAVSLGQRATISCRASESVDSYGNSFMHWY QQKPGQPPKLLIYL
VL-29 | ASNLESGVPARFSGSGSRTDFTLTIDPVEADDAATYYCQQNNEDPWTFGGGTK 259
LEIK
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DVVMTQTPLTLSVTIGQPASISCKSSQSLLYSNGKTYLNWLLQRPGQSPKRLIY
Vi-30 | LVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCVQGTHFPQTFGGGT 451
KLEIK

DIVITQDELSNPVTSGESVSISCRSSKSLLYKDGKTYLNWFLQRPGQSPQLLIYL
VL-31 | MSTHASGVSDRFSGSGSGTDFTLEISRVKAEDVGVYYCQQLVDYPLTFGAGTK 452
LELK

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYLYWYLQRPGQSPQLLIYR
V1-32 | MSNLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMLEFPLTFGAGTK 453
LELK

DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSDGITYLYWYLQKPGQSPQLLIYR
VL-33 | MSNLASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCAQMLEFPLTFGQGTK 454
LEIK

DVVMTQTPLTLSVTIGQPASISCKSSQSLLYTDGKTYLSWFLQRPGQSPKRLIY
VL-34 | LVSKLDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCLQSTHFPLTFGAGTK 455
LEVKR

SIVMTQTPKFLLVSAGDRVTITCKASQSVSNDVAWYQQKPGQSPKLLIYYASN
V1L-35 | RYTGVPDRFTGSGYGTDFTFTISTVQAEDLAVYFCQQDYTSPYTFGGGTKLEIK 456
R

DIQMTQTTSSLSASLGDRVTISCSASQGISNYLNWYQQKPDGTVKLLIYYTSSL

Vi-36 HSGVPSRFSGSGSGTDYSLTISNLEPEDIATY YCQQYSELPYTFGSGTKLEIKR 457
DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAVAWYQQKPGQSPKLLIYWAS
V1-37 | TRHTGVPDRFTGSGSGTDYTLTISSVQAEDLALYYCQQHYTTPLTFGAGTKLE 458

LKR

DIVMTQSQKFMSTSVGERVSITCKASQNVGTNVAWYQQKAGQSLELLIYGAS
VL-38 | NRHTGVPDRFTGSGSGTDFTLTITNVQSEDMTNYFCEQYSNFPLTFGAGTKLEL 459
KR

DVVMTQTPLTLSVTIGQPASISCKSSQSLFHSDGKTYLNWLLQRPGQSPKRLIY
Vi-39 | LVSKLDSGVPDRFTGSGSGTDFTPKISRVEDEDLGVYYCWQGTHFPLTFGAGT 460
KLEMKR

DIQMNQSPSSLSASLGDTISITCRASQNINIWLSWYQQKPGNIPQLLIYKASNLH

Vi-40 TGVPSRFSGSGSGTDFTLTISSLQPEDIATYYCLQGQSYPLTFGAGTKLVMKR

461

DVVMTQTPLTLSVTIGQPASISCKSSQSLLHSDGKTYLNWLLQRPGQPPKRLM
Vi-41 | YLVSTLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPLTFGAG 462
TKPER

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYFYWYLQRPGQSPQLLIYR
VL-42 | MSNLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMLEFPLTFGAGTK 463
LER

DIVMTQSHKFMSTSVGDRVSITCKASQDVRTAVAWYQQKPGQSPKLLIYWAS
Vi-43 | TRHTGVPDRFTGSGSGTDFTLTLSNVQSEDLADYFCQQYSSYPWTFGGGTKLE 464
IKR
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NIVLTQSPASLAVSLGQRATISCRASESVDSYGNSFMHWY QQKPGQPPKLLIYL
VL-44 | ASNLESGVPARFSGSGSRTDFTLTIDPVEADDAATYYCQQNNEDPWTFGGGTK 784
LEIK

DILMTQSPSSMSVSLGDTVSITCHASQGINSNIGWLQQKPGKSFKGLIYHGTNL

Vi-45 EDGVPSRFSGSGSGADYSLTISSLESEDFADYYCVQYDQFPWTFGGGTKLEIK

785

DIVMSQSPASLGVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIY
ViL-46 | LASILESGVPARFSGSGSGTDFTLNIHPVEEEDAAIYYCQHSRELPLTFGAGTKL 786
ELK

DIVLTQSPASLAVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYL
VL-47 | ASILESGVPARFSGSGSGTDFTLNIHPVEEEDAATYYCQHSRELPLTFGAGTKLE 787
LK

DILMTQTPSSMSVSLGDTVSITCHASQGISSNIGWLQQKPRKSFKGLIYYGTNLE

Vi-48 DGVPSRFSGSGSGADYSLTISSLESEDFADYYCVQYDQFPWTFGGGTKLEIK

788

DIVLTQSPASLAVSLGQRATISCRASKSVSTSGYSCMHWYQQKPGQPPKLLIYL
VL-49 | ASNLESGVPARFSGGGSGTDFTLSIHPVEEEDAATYYCHHSTELPYTFGGGTKL 789
EVE

DIVLTQSPASLAVSLGQRATISCRASESVDSYGNSFMHWYQQKPGQPPKLLIYL
V1L-50 | ASNLESGVPARFSGSGSRTDFTLTIDPVEADDAATYYCQQNNEDPWTFGGGTK 790
LEIK

DIVLTQSPASLAVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYL
Vi-51 | ASILESGVPARFSGSGSGTDFTLNIHPVEEEDAATYYCQHSRELPLTFGAGTKLE 791
LK

DVVMTQTPLTLSVTIGQPASISCKSSQSLLYSDGKTYLNWLLQRPGQSPKRLIY
Vi-52 | LVSQLDSGVPDRFTGSGSGTDFTLKISRVEADDLGVYCCVQGTHLPTFGGGTK 792
LEIK

DIVMTQSPASLAVSLGQRATISCRASESVENHVNSFMHWFQQKPGQPPKLLIY
V1L-53 | RASNLQSGIPARFSGSGSRTDFTLTINPVEADDVATYYCQQNNEVPYTFGGGT 793
KLEIK

QAVVTQESALTTSPGETVILTCRSSTGAVTTSNYANWVQEKPDHLFTGLIGGT
ViL-54 | NNRAPGVPARFSGSLIGDKAALTITGAQTEDEAIYFCALWYSNHLVFGGGTKL 794
TVL

SQSPAILSASPGEKVTMTCRASSSVIYMYWYQQKPGSSPQPWIYATSNLASGV
VL-55 | PARFSGSGSGTSYSLTISRVEAEDAATYYCQQWSSNPLTFGAARIYYYGRGYA 795
MDY VFIFPPSDEQL

DIVLTQSPASLAVSLGQRATISCRASESLDNSGISFMNWFQQRPGQPPKLLIYAA
VL-56 | SNLESGVPARFSGSGSGTDFSLNIHPMEEDDAAMYFCQHSKEVPWTFGGGTKL 796
EIK

DIVMTQSHKIMSTSVGDRVSITCKASQDVSTTVAWFQQKPGQSPKLLLYWAST

Vi-57 RHTGVPDRFTGSGSGTDYTLTISSVQAEDLALY YCQQHYSPPFTFGSGTKLEIK

797
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DIVMTQSQKFMSTSVGDRVSVTCKASQNVGINVAWYQQKPGQSPKALIYSAS
ViL-58 | YRYSGVPDRFTGSGSGTDFTLTISNVQSEDLAEYFCQQYNSYPYTFGGGTKLE 798
MK
DVVMTQTPLTLSVTLGQPASISCRSSQSLLDSDGKTYLNWLLQRPGQSPKRLIY
ViL-59 | LVSRLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPFTFGGGT 799
KLEIK
V1-60 DIRMTQSPASLSASVGETVTITCRASGNIHNYLAWYHQKQGKSPQLLVYNVKT 800
L LADGVPSRFSGSGSGTQFSLKINSLQPEDFGTYYCQHFWSIFPTFGGGTKLEIK
Vi-61 QILLSQSPAILSASPGEKVTMTCRASSSVIYMYWYQQKPGSSPQPWIYATSNLA 801
L SGVPARFSGSGSGTSYSLTISRVEAEDAATYYCQQWSSNPLTFGAGTKLELK
Vi-62 DILMTQSPASLSASVGETVTITCRASGNIHNYLAWYQQKQGKSPQLLVYSAKT 802
L- LADGVPSRFSGSGSGTQFSLKIDSLQPEDFGTYYCQHFWSLFPTFGGGTKLEIK
Vi-63 DVVMTQTPKFLLVSAGDRVTITCKASQSVSSDVAWYQQKPGQSPKLLIYFASN 803

RYTGVPDRFTGSGYGTDFTFTISTVQAEDLAVYFCQHNYISPFTFGGGTKLEIK

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAVAWYQQKPGQSPKLLIYWAS
ViL-64 | TRHTGVPDRFTGSGSGTDYTLTISSVQAEDLALYYCQQHYSTPYTFGGGTKLEI 804
K

DIAMTQSHKFMSTSVGDRVSITCKASQDVSTAVAWYQQKPGQSPKLLIYWAS
Vi-65 | TRHTGVPDRFTGSGSGTDYTLTISSVQAEDLALYYCQQHYNTPYTFGGGTKLE 805
IK

DVGMTQTPLILSVTIGQPASISCKSSQSLLYINGKTYLNWLLQRPGQSPKRLIYL
Vi-66 | VSKLDSGVPNRFSGSGSGTDFTLKISRVEAEDLGVY YCLQSTHFPQTFGGGTKL 806
EIK

DILLTQSPSSMSVSLGDTVSITCHASQGINSNIGWLQQKPGKSFKGLIYHGTNLE

Vi-67 DGVPSRFSGSGSGADYSLTISSLESEDFADYYCVQYDQFPWTFGGGTKLEIK

807

DVGMTQTPLILSVTIGQPASISCKSSQSLLYINGKTYLNWLLQRPGQSPKRLIYL
ViL-68 | VSKLDSGVPNRFSGSGSGTDFTLKISRVEAEDLGVY YCLQSTHFPQTFGGGTKL 808
EIK

DIVMTQAAPSVPVTPGESVSISCRSSRSLLHSNGYTYLYWFLQRPGQSPRLLIYR
VL-69 | MSNLASGVPDRFSGSGSGTAFTLRISRVEAEDVGVYYCMQHLEYPYTFGGGT 809
KLEIK

DIQMTQTTSSLSASLGDRVTISCSASQGISNYLNWYQQKPDGTVKLLIYYTSSL

Vi-70 HSGVPSRFSGSGSGTDYSLTISNLEPEDIATY YCQQYSKLPRTFGGGTKLEIN

810

DVVMTQTPLTLSVTIGQPASISCKSSRSLLDSDGKTYLNWLLQRPGQSPKRLIY
VL-71 | LVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPQTFGGGT 811
KLEIN
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MGSTAILGLLLAVLQGVCAQVQLVQSGSELKKPGASVKVSCKASGYTFTNYGMNWV
RQAPGQGLKWMGWINTNTGEPTY VEEFTGRFVFSLETSVSTAYLQISSLKAEDTAVYF
CAPYDNFFAYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDK
RVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIE
KTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-1 188

MDPKGSLSWRILLFLSLAFELSYGQVQLVQSGAEVKKPGASVKVSCKASGYSFINYYM
HWVRQAPGQRLEWMGWIYPGSGNTNYNEKFQGRVTITADTSASTAYMELSSLRSEDT
AVYYCSTAPGGFDVWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF

PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNT
KVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE
VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGL
PSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG

HC-2 189

MDPKGSLSWRILLFLSLAFELSYGQVQLKQSGAELVRPGASVKLSCKASGYTFTDYYIN
WVKQRPGQGLEWIARIYPGTGNTDYNEKFKGRATLTAEKSSSTAYMQLSSLTSEDSAV
YFCARFAYYYGSGGYFDYWGHGTTLTVSSAKTTPPSVYPLAPVCGDTTGSSVTLGCLV
KGYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPAS
HC-3 | STKVDKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVS 190
EDDPDVQISWEFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVN
NKDLGAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIYVEWT
NNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTT
KSESRTPGK

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGETVKISCKTSGYKFKTYVMS
WVKQAPGKALKWMGWINTYSGVPTYADDFKGRFAFSLETSASTAYLEIINLKNEDTA
TYFCARDGNYGDPMDYWGQGTSVTVSSAKTTPPSVYPLAPVCGDTTGSSVTLGCLVK
GYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASS
HC-4 | TKVDKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVTCVVVDVSE 191
DDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNN
KDLGAPIERTISKPKGSVRAPQVY VLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTN
NGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKS
FSRTPGK

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGETVKISCKASGYTFTTYGMG

WVKQAPGKDLKWMGWINTYSGVPTYADDFKGRFAFSLETSASTAYLQISNLKNEDTA
TYFCSTPYEYDGAYWGQGTLVTVSAAKTTPPSVYPLAPVCGDTTGSSVTILGCLVKGYF
PEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKV
HC-5 | DKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDP 192
DVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKD
LGAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNG
KTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFS
RTPGK

MDPKGSLSWRILLFLSLAFELSYGEVQLVESGGGLVKPGGSLKLSCAASGFAFSSYAMS
WVRQTPEKRLEWVATISDGGVYTYYTDHVKGRFTISRDNAEDNLYLQMSHLKSEDTA
MYYCVRDGGYWGQGTTLTVSSAKTTPPSVYPLAPVCGDTTGSSVTILGCLVKGYFPEP
VTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDK
HC-6 | KIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDPDV 193
QISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDLG
APIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNGKT
ELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSRT
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HC-7

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGETVKISCKASGYTFTTYAMS
WVKQAPGKGLKWMGWINTYSGVPTYADDLKGRFAFSLETSASTAYLQINNLKNEDTA
TYFCARGPYAMDYWGQGTSVTVSSAKTTPPSVYPLAPVCGDTTGSSVTILGCLVKGYFP
EPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVD
KKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVTCVVVDVSEDDPD
VQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDL
GAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFEMPEDIY VEWTNNGK
TELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSR
TPGK

194

HC-8

MDPKGSLSWRILLFLSLAFELSYGEVQLQQSGPELVKPGASVKISCKASGYTFTDFYIN
WVKQSHGKSLEWIGDINPKNGGINYNPKFKIKATLTVDKSSSTSYMDLRGLTSEDSAV
YYCTSGYGFPYWGQGTLVTVSAAKTTPPSVYPLAPVCGDTTGSSVTLGCLVKGYFPEP
VILTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDK
KIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDPDV
QISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDLG
APIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNGKT
ELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSRT
PGK

195

HC-9

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGESVKISCKASGYAFTTYGMS
WVQQAPGKGLKWMGWVNTYSGVPTCADDFKGRFAFSLETSASTAYLQINNLRNEDT
ATYFCARGPYAMDYWGQGTSVTVSSAKTTPPSVYPLAPVCGDTTGSSVTLGCLVKGY
FPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTK
VDKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVTCVVVDVSEDD
PDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKD
LGAPIERTISKPKGSVRAPQVY VLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNG
KTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSES
RTPGK

196

HC-10

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGETVKISCKASGYTFTTYAMS
WVKQAPGKGLKWMGWINTYSGVPTYADDLKGRFAFSLETSASTAYLQINNLKNEDTA
TYFCARGPYAMDYWGQGTSVTVSSAKTTPPSVYPLAPVCGDTTGSSVTILGCLVKGYFP
EPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVD
KKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDPD
VQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDL
GAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFEMPEDIY VEWTNNGK
TELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSR
TPGK

197

HC-11

MDPKGSLSWRILLFLSLAFELSYGQVQLQQSGPELVKPGASVKISCKASGYTFTDYYIN
WVKQRPGQGLEWIGWIYPGSNDTKYNEKFKGKATLTVDTSSSTAYMQLGSLTSEDSA
VYFCANYFGCSGWFFDVWGTGTTVTVSSAKTTPPSVYPLAPVCGDTTGSSVTLGCLVK
GYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASS
TKVDKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSE
DDPDVQISWEFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNN
KDLGAPIERTISKPKGSVRAPQVY VLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTN
NGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKS
FSRTPGK

198

HC-12

MDPKGSLSWRILLFLSLAFELSYGQIQLVQSGPELKKPGETVKISCKTSGYKFKTY VMS
WVKQAPGKALKWMGWINTYSGVPTYADDFKGRFAFSLETSASTAYLEIINLKNEDTA
TYFCARDGNYGDPMDYWGQGTSVTVSSAKTTPPSVYPLAPVCGDTTGSSVTLGCLVK
GYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASS
TKVDKKIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSE
DDPDVQISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNN
KDLGAPIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTN
NGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKS

199
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MDPKGSLSWRILLFLSLAFELSYGEVQLVESGGGLVKPGGSLKLSCAASGFTFSSYAMS
WVRQTPEKRLEWVATISDGGIYTYYPDNVKGRFTISRDNAKNNLFLQMSHLKSEDTA
MYYCVRDGGYWGQGTTLTVSSAKTTPPSVYPLAPVCGDTTGSSVILGCLVKGYFPEP
VTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDK
HC-13 | KIEPRGPTIKPCPPCKCPAPNAAGGPSVFIFPPKIKDVLMISLSPIVICVVVDVSEDDPDV 200
QISWFVNNVEVHTAQTQTHREDYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDLG
APIERTISKPKGSVRAPQVYVLPPPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNGKT
ELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSRT
PGK

QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTYTG

EPSYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYAGDYYAMDFW

GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN

AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPR
EPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG

SFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-14 201

QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTYTG

EPSYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYDGDYYAMDYW
GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN

AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPR
EPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG

SFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-15 202

QIQLVQSGPELKKPGETVKISCKASGYTFTNFGMNWVKQAPGKGLKWMGWINTYTGE
PSYADDFKGRFAFSLETSASTAYLQINNLKNEDIATYFCARWGGYAGDYYAMDYWGQ
GTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCP
APEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREP
QVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSRLTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG

HC-16 203

EVQLLESGGGLVKPGGSLKLSCAASGFTFSSYAMSWVRQTPEKRLEW VASISSGGDTY
YPDSVKGRFTISRDNARNILYLQMSSLRSEDTAMYYCASYGNSLFDYWGQGTTLTVSS
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS
SGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-17 204

QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTYTG

EPSYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYDGDYYAMDYW
GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN

AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPR
EPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG

SFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-18 205
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QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTYTG
EPTYAGDLKGRFAFSLETSASTAYLQINNLKNEDTATYFCVRYTMDYWGQGTSVTVSS
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS
HC-19 SGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGP 206
SVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTSGMGVGWIRQPSGKGLEWLAHIWWDDD

KYYNTALKSGLTISKDASKNQVFLKIASMDTADTATYYCARNLYDGSYGYYAMDYW
GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPR
EPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG

HC-20 207

QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTYTG

EPAYADDFKGRFAFSLETSASTAYLQINNLKNEDMATYFCARWGGYDGDYYAMDYW
GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG

VHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN

AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPR
EPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG

SFFLYSRLTVDKSRWQEGNVFESCSVMHEALHNHYTQKSLSLSLG

HC-21 208

EVQLVESGGDLVKPGGSLKLSCAASGFTFSNYGLSWIRQTPDKRLEWVATISSGGSYTY
YPDSVKGRFTISRDSAKNTLYLQMSSLKSEDTAMYYCARHAHYYGVSPYYFDYWGQG
TCLTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTF
PAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAP
EFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTK
PREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQV
YTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-22 209

QIQLVQSGPEVKKPGETVKISCKASGYIFTNYGMNWVKQAPGKGLKWMGWINTYTGE
PTYTDDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAKFGNYVGAMDYWGQGTS
VTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-23 210

EVQLQQSGPELVKPGASVKISCKASGNTFTDHNMHW VKQSHGKSLEWIGYIYPYNGG
TGYNQKFKSKATLTVDNSSSTVYMELRSLTSEDSAVYYCARGEYDYLAWFAYWGQG
TLVTVSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPA
PEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKT
KPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQ
VYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG

HC-24 211
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HC-25

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNWVKQAPGKGLKWMGWINTYTG
EPTYVDDFKGRFAFSLETSASTAYLRINNLKNEDTATYFCAKFGNY VGAMDYWGQGT
SVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQENWY VDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

212

HC-26

QIQLVQSGPEVKKPGETVKISCKASGYIFTNYGMNWVKQAPGKGLKWMGWINTYTGE
PTYTDDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAKFGNYVGAMDYWGQGTS
VTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWY VDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

213

HC-27

EVQLVETGGGLVKPGGSLKLSCAASGFTFSSYAMSW VRQTPEKRLEW VASISSGGSTY
YPDSVKGRFTISRDNARNILYLQMSSLRSEDTAMYYCTRFITTVVEMDYWGQGTSVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQ
SSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQ
FNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

214

HC-28

QVQLQQTGAELVKPGASVKLSCKASGYTFTSY WINWVKQRPGQGLEWIGNIYPGSSSI
YYSEKFKSKATLTVDTSSSTAYMQLSSLTSDDSAVYYCARWGYWGQGTTLTVSSAST

KGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVF

LEPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEE

MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS

RWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

215

HC-29

QVTLKESGPGILQPSQTLSLTCSFSGFSLSTFGMGVGWIRQPSGKGLEWLAHIWWDDD
KHYNPALKSRLTISKDTSKNQVFLRIANVDTADNATYYCARIDYGDYVGFAYWGQGT
LVTVSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTF
PAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAP
EFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTK
PREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQV
YTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

216
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QVQLQQSGPELVRPGALVKISCKASGYTFTSYDINWVKQRPGQGLEWIGWIYPGDGST
KYNEKFKGKATLTADKSSSTAYMQLSSLTSENSAVYFCAREAASNAMDYWGQGTSVT
VSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAV
LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPRE
EQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG**

HC-30 465

EVKLEESGGGLVQPGGSMKLSCVASGFTEFSNYWMNWVRQSPEKGLEWVAEIRLKSNN
YATHYAESVKGRFTISRDDSKSSVYLQMNNLRAEDTGIYYCTRHYGFPYWYFDVWGA
GTTVTVSSASTKGPS VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCP
APEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREP
QVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSRLTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG**

HC-31 466

QIQLVQSGPELTKPGETVKISCKASGYTFTDYGMNW VRQAPGETLKWMGWINTYTGE
PTYADDFKGRFAFSLESSASTAYLQINNLKNEDVATYFCARYPMDYWGQGTSVTVSSA
STKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS

HC-32 GLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPS 467
VFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDK

SRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

QIQLVQSGPELKKPGETVKISCKASGYTFINYGMNWVKQAPGKGLKWMGWINTNTG
EPTYAEEFKGRFAFSLETSASTAYLQINNLKNEDTATYFCATGGGNWDFDYWGQGTTL
TVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEF
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPR
EEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYT
LPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSR
LTVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG**

HC-33 468

QIQLVQSGPELKKPGETVKISCKASGYTFTNYGMNWVKQAPGKGLKWMGWINTNTG
EPTYVEEFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAPYDNFFAYWGQGTLVTV
SAAKTTPPSVYPLAPVCGDTTGSSVTLGCLVKGYFPEPVTLTWNSGSLSSGVHTFPAVL
QSDLYTLSSSVTVTSSTWPSQSITCNVAHPASSTKVDKKIEPRGPTIKPCPPCKCPAPNA
AGGPSVFIFPPKIKDVLMISLSPIVTICVVVDVSEDDPDVQISWEFVNNVEVHTAQTQTHRE
DYNSTLRVVSALPIQHQDWMSGKEFKCKVNNKDLGAPIERTISKPKGSVRAPQVYVLP
PPEEEMTKKQVTLTCMVTDFMPEDIY VEWTNNGKTELNYKNTEPVLDSDGSYFMYSK
LRVEKKNWVERNSYSCSVVHEGLHNHHTTKSFSRTPGK**

HC-34 469

QVQLQQSGPELVKPGASVKISCKASGYSFINY YIHWVKQRPGQGLEWIGWIYPGSGNT
NYNEKFKGKATLTADTSSSTTNMQLSSLTSEDSAVYYCSTAPGGFDVWGSGTTVTVSS
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS
HC-35 SGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGP 470
SVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS

QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG**
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SEQ ID

Name Sequence NO:

QVQLVQSGAEVKKPGASVKVSCKASGYSFINY YMHWVRQAPGQGLEWMGWIYPGS
GNTNYNEKFQGRVTMTADTSISTAYMELSRLRSDDTAVYYCSTAPGGFDVWGQGTTV
TVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEF
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPR
EEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYT
LPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSR
LTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-36 471

QVQLVQSGAEVKKPGASVKVSCKASGYSFINYYIHWVRQAPGQRLEWMGWIYPGSG
NTNYNEKFQGRVTLTADTSASTTYMELSSLRSEDTAVYYCSTAPGGFDVWGQGTTVT
VSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAV
LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPRE
EQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

HC-37 472

QIQLVQSGPDLKKPGETVKISCKASGYTFTTYVMSWVKQAPGKDLKWMGWINTHSGV
PTYADDFKGRFDFSLETSANTAFLQINNLKNEDTATYFCTRDGNDGDAMDNWGQGTS
VTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

HC-38 473

QVQLKQSGPGLVQPSQSLSITCTVSGFSLTSYGVHW VRQPPGKGLEWLGVIWSGGSTD
YNAAFISRLSISKDNSKSQVFFKMNSLQADDTAIY YCAKGPYDYDLGWFAYWGQGTL
VTVSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFENWY VDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVEFSCSVMHEALHNHY TQKSLSLSLG**

HC-39 474

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMSWVKQAPGKGLKWMAWINTYSGV
PTYADDFKGRFAFSLETSASTAYLQINNLTNEDTATYFCARGPYAMDYWGQGTSVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQ
HC-40 SSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGG 475
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQENWY VDGVEVHNAKTKPREEQ
FNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

QVQLQQPGAELVGPGSSVKLSCKASGYTFTNYWIHWVKQRPLQGLEWIGNIDPSDSET
HYNQKFKDKATLTVDKSSSTAYMQLSSLTSEDSAVYYCARHGYYDYWGQGTTLTVSS
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS
HC-41 SGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGP 476
SVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV

DKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG**
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SEQ ID

Name Sequence NO:

QVQLQQPGAELVKPGASVKLSCKASGYTFTSYWMHWVKQRPGQGLEWIGMIHPNSG

STDYNEKFKNKATLNVDKSSSTAYIQLSSLTSEDSAVYYCTRWGIYYYARDYWGQGT

TLTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFP
AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWY VDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY

TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
RLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

HC-42 477

QIQLVQSGPELKKPGETVKISCKASGYTFTTYGMSW VKQAPGKGLKWMGWINTYSGV
PTYADDFKGRFAFSLETSASTAYLQINNLKNEDTATYFCAVPYEYDGAYWGQGTLVT
VSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAV
LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPRE
EQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

HC-43 478

EVQLQQSGPELVKPGASVKISCKASGYTFTDY YMNW VKQSHGKSLEWIGDINPNNGG
TNYNQKFKGKATLTVDKSSSTAYMELRSLTSEDSAVYYCTSGYGFPYWGQGTLVTVS
AASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQ
SSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWY VDGVEVHNAKTKPREEQ
FNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

HC-44 479

QIQLVQSGPELKKPGETVKISCKASGYTFITYGMGWVKQAPGKGLKWMGWINTYSGV
PTYADDFKGRFAFSLETSTSTAYLQINNLKNEDMATYFCATPYEYDGAYWGQGTLVT
VSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAV
LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPRE
EQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVEFSCSVMHEALHNHYTQKSLSLSLG**

HC-45 480

QVQLQQSGPELVKPGDSVKISCKAAGYTFSDYYINWVKQRPGQGLEWIGWIYPVSVNT
KYNEKFKGKATLTVDTSSSTAYMQLSSLTSEDSGVYFCAYLDYWGQGTLVTVSAAST
KGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVF
LFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS
RWQEGNVFSCSVMHEALHNHYTQKSLSLSLG**

HC-46 481

QVQLKQSGPGLVQPSQSLSITCTVSGFSLTSYGVHW VRQAPGKGLEWLGVIWSGGSTD
YNAAFMSRLSISKDNSKSQVFFKMNSLQADDTAIYYCAKSPDGYDVAWFEGY WGQGTL
VTVSAASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEP

AVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE

FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP

REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVY

TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS

RLTVDKSRWQEGNVFSCSVMHEALHNHY TQKSLSLSLG**

HC-47 482
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SEQ ID

Name Sequence NO:

MDMRVPAQLLGLLLLWLRGARCDIVLTQSPLSLPVTPGEPASISCRSSKSLLYKDGKTY
LNWFLQKPGQSPQLLIYLMSTHASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCQQ
LC-1 LVDYPLTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWK 217
VDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGEC

METDTLLLWVLLLWVPGSTGDIVMTQTPLSLSVTPGQPASISCKSSKSLLHSDGITYLY
WYLQKPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCAQML
LC-1 EFPLTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVD 218
NALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSF
NRGEC

METDTLLLWVLLLWVPGSTGDILMTQSPSSMSVSLGDTVSITCHASQGINSNMGWLQQ
KPGKSFKGLIYHATNLEDGVPSRFSGSGSGADY SLTISSLESEDFADYYCVQYAQFPPTF
GSGTKLEIKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

LC-3 219

METDTLLLWVLLLWVPGSTGDVVMTQTPLTLSVAIGQPASISCKSSQSLLYTNGKTYL
NWLLQRPGQSPKRLIYLLSKLDSGVPDRFSASGSGTDFTLKISRVEAEDLGVYYCLQST
LC-4 HFPLTFGAGTKLEMKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKID 220
GSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEY ERHNSYTCEATHKTSTSPIVKSF
NRNEC

METDTLLLWVLLLWVPGSTGDVVMTQTPLTLSVTIGQPASISCKSSQSLFDSDGKTYLN
WLLQRPGQSPKRLIYLVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGT
LC-5 HFPLTFGAGTKLEMKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKID 221
GSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEY ERHNSYTCEATHKTSTSPIVKSF
NRNEC

METDTLLLWVLLLWVPGSTGDVLMTQTPLSLPVSLGDQASISCRSSQSIVHNNGNTYL
EWYLQKPGQSPKLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGS
LC-6 HVPLTFGGGTKLELKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKID 222
GSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEY ERHNSYTCEATHKTSTSPIVKSF
NRNEC

METDTLLLWVLLLWVPGSTGDIQMTQTTSSLSASLGDRVTISCSASQGINNYLNWYQQ
KPDGTVKLLIYYASSLHSGVPSRFSGSGSGTDYSLTISNLEPEDIATYYCQQYSQVPYTF
GSGTKLEIKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQN
GVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

LC-7 223

METDTLLLWVLLLWVPGSTGDIQMNQSPSSLSASLGDTITITCRASQNIYIWLSWYQQK
PGNIPKLLIYKASNLHTGVPSRFSGSGSGTDFTLTISTLQPEDIATYFCLQGQSYPLTFGA
GTKLEMKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNG
VLENSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

LC-8 224

METDTLLLWVLLLWVPGSTGDIQMTQTTSSLSASLGDRVTINCSASQDISNYLNWYQQ
KPDGTVKLLIYYTSSLLSGVPSRFSGSGSGTDYSLTISNLEPEDIATYFCQQYSKLPYTFG
SGTHLEIKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNG
VLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC

LC-9 225

METDTLLLWVLLLWVPGSTGDIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYLY
WYLQRPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMI
LC-10 | EFPLTFGAGTILELKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDG 226
SERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNR
NEC

METDTLLLWVLLLWVPGSTGDVVMTQTPLTLSVAIGQPASISCKSSQSLLYTNGKTYL
NWLLQRPGQSPKRLIYLVSKLDSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCLQST
LC-11 | HFPLTFGAGTKLELKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKID 227
GSERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEY ERHNSYTCEATHKTSTSPIVKSF
NRNEC
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SEQ ID
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METDTLLLWVLLLWVPGSTGDVLMTQTPLSLPVSLGDQASISCRSSQSIVHSNGNTYLE
WYLQKPGQSPKLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGSH
LC-12 | VPLTFGAGTKLELKRADVAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDG 228
SERQNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNR
NEC

NIWLTQSPSSLAVSAGEMVTMTCKSSQSVLYSSNQKNYLAWYQQKPGQSPKLLIYWA
STRESGVPDRFTGSGSGTDFSLTISSVQAEDLAVYYCHQYLSSLTFGAGTKLELKRTVA
APSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-13 229

NIMMTQSPSSLAVSAGEKVTMSCKSSQSVLYSSNQKNYLAWYQQKPGQSPKLLIYWA
STRESGVPDRFTGSGSGTDFTLTISSVQPEDLAVYYCHQYLSSLTFGAGTKLELKRTVA
APSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-14 230

NIMMTQSPSSLAVSAGQK VTMSCKSSQSVLYSSSQKNYLAWYQQKPGQSPKLLIYWA
STRESGVPDRFSGSGSGTDFTLTISSVQPEDLAVYYCHQYLSSLTFGAGTKLELKRTVA
APSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-15 231

DVVMTQTPLSLPVSLGDQASISCRSSQSLVHNSGNTYLHWYLQRPGQSPNLLIYKVSNR
FSGVPDRFSGSGSGTDFTLKISRVAAEDLGVYFCSQSTHVPPTFGGGTKLEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST

YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-16 232

QAVVTQESALTTSPGETVTLTCRSSTGAVTTSNYANWVQEKPDHLFTGLIGGINNRVP

GVPARFSGSLIGDKAALTITGAQTEDEAIYFCALWYSNHWVFGGGTKLTVLRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-17 233

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHTNGITFLYWYLQKPGQSPQPLIYQMSNLA
SGVPDRFSSSGSGTDFTLRISRVEAEDVGVYYCAQNLELPWTFGGGTKLEINRTVAAPS

VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST

YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-18 234

NIMMTQSPSSLAVSAGEKVTMSCKSSQSVLYSSNQKNYLAWYQQKPGQSPKLLIYWA
STRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCHQYLSSLTFGAGTKLELKRTVA
APSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-19 235

DIVMTQSPSSLAMSVGQKVTMSCKSSQSLLNSSNQKNYLAWYQQKPGQSPKLLVYFA

STRESGVPDRFIGSGSGTDFTLTISSVQAEDLADYFCQQHYSTPYTFGGGAKLEIKRTVA
APSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK

DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-20 236

DIRMTQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLHTGVPS
RESGSGSGTGFTLTISSLQPEDIATYYCQQGQSYPYTFGGGTKLELKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-21 237

EIVLTQSPASLSVTTGEKVTIRCITSIDIDDDMNWY QQKPGEPPKLLISEGNTLRPGVPSR
FSSSGYGTDFVFTIENTLSEDVADY YCLQSDNKPLTFGAGTKLELKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-22 238

DIQVIQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLHTG VPSR
FSGSGSGTGFTLTISSLQPEDIATYYCQQGQSYPYTFGGGTKLELKRTVAAPSVFIFPPSD
EQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-23 239
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SEQ ID

Name Sequence NO:

EIKMNQSPSSLSASLGDTITITCHASQNINVWLSWYQQKPGNIPKLLIYKASNLHTGVPS

RESGSGSGTGFTLTISSLQPEDIATYYCQQGQSYPYTFGGGTKLELKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFENRGEC

LC-24 240

QAVVTQESALTTSPGETVTLTCRSSTGAVTTSNYANWVQEKPDHLFTGLIGGTNNRAP
GVPARFSGSLIGDKAALTITGAQTEDEAIYFCALWY SNHLVFGGGTKLTVLRTVAAPSV
FIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTY
SLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

LC-25 241

DVLMTQTPLSLPVSLGDQASISCRSSQDIVHSSGNTYLEWYLQKPGQSLKLLIYKVSNR
FSGVPDRFSASGSGTDFTLKISRVEAEDLGVYYCFQGSHVPPTFGSGTKLEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-26 242

DIGMRQAAFSNPVTLGTSASISCRSSKSLLYSNGITYLYWFLQKPGQSPQLLIYQMSNLA
SGVPDRFSSSGSGTDFTLRISRVEADDVGVYYCAQNLELPWTFGGGTKLEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST

YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-27 243

DIVLTQSPASLGVSLGQRATISCRASKSVSTSGYSYMHWYQQKPGQPPKLLIYLASILES
GVPARFSGSGSGTDFTLNIHPVEEEDAAIY YCQHSRELPLTFGAGTKLELKRTVAAPSV

FIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTY
SLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-28 483

NIVLTQSPASLAVSLGQRATISCRASESVDSYGNSFMHWYQQKPGQPPKLLIYLASNLE
SGVPARFSGSGSRTDFTLTIDPVEADDAATY YCQQNNEDPWTFGGGTKLEIKRTVAAP
SVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-29 484

DVVMTQTPLTLSVTIGQPASISCKSSQSLLYSNGKTYLNWLLQRPGQSPKRLIYLVSKL
DSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCVQGTHFPQTFGGGTKLEIKRTVAAP
SVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDS
TYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-30 485

DIVITQDELSNPVTSGESVSISCRSSKSLLYKDGKTYLNWFLQRPGQSPQLLIYLMSTHA
SGVSDRFSGSGSGTDFTLEISRVKAEDVGVYYCQQLVDYPLTFGAGTKLELKRADVAP
TVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSERQNGVLNSWTDQDSKDST
YSMSSTLTLTKDEYERHNSYTCEATHKTSTSPIVKSFNRNEC**

LC-31 486

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYLYWYLQRPGQSPQLLIYRMSNLA
SGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMLEFPLTFGAGTKLELKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-32 487

DIVMTQTPLSLSVTPGQPASISCKSSKSLLHSDGITYLYWYLQKPGQSPQLLIYRMSNLA
SGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCAQMLEFPLTFGQGTKLEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-33 488

DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSDGITYLYWYLQKPGQSPQLLIYRMSNLA
SGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCAQMLEFPLTFGQGTKLEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

LC-34 489

DVVMTQTPLTLSVTIGQPASISCKSSQSLLYTDGKTYLSWFLQRPGQSPKRLIYLVSKLD
SGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCLQSTHFPLTFGAGTKLEVKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-35 490
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Name Sequence NO:

SIVMTQTPKFLLVSAGDRVTITCKASQSVSNDVAWYQQKPGQSPKLLIYYASNRYTGV
PDRFTGSGYGTDFTFTISTVQAEDLAVYFCQQDYTSPYTFGGGTKLEIKRTVAAPSVFIF
PPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-36 491

DIQMTQTTSSLSASLGDRVTISCSASQGISNYLNWYQQKPDGTVKLLIYYTSSLHSGVPS
RFSGSGSGTDYSLTISNLEPEDIATYYCQQYSELPYTFGSGTKLEIKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-37 492

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAVAWY QQKPGQSPKLLIYWASTRHTG
VPDRFTGSGSGTDYTLTISSVQAEDLALYYCQQHYTTPLTFGAGTKLELKRTVAAPSVF
IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-38 493

DIVMTQSQKFMSTSVGERVSITCKASQNVGTNVAWYQQKAGQSLELLIYGASNRHTG
VPDRFTGSGSGTDFTLTITNVQSEDMTNYFCEQYSNFPLTFGAGTKLELKRTVAAPSVEIL
FPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSL
SSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-39 494

DVVMTQTPLTLSVTIGQPASISCKSSQSLFHSDGKTYLNWLLQRPGQSPKRLIYLVSKL
DSGVPDRFTGSGSGTDFTPKISRVEDEDLGVYYCWQGTHFPLTFGAGTKLEMKRTVAA
PSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKD
STYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-40 495

DIQMNQSPSSLSASLGDTISITCRASQNINIWLSWYQQKPGNIPQLLIYKASNLHTGVPSR
FSGSGSGTDFTLTISSLQPEDIATYYCLQGQSYPLTFGAGTKLVMKRTVAAPSVFIFPPS
DEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-41 496

DVVMTQTPLTLSVTIGQPASISCKSSQSLLHSDGKTYLNWLLQRPGQPPKRLMYLVSTL
DSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHFPLTFGAGTKPERTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-42 497

DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSDGITYFYWYLQRPGQSPQLLIYRMSNLA
SGVPDRFSGSGSGTDFTLRISRVEAEDVGVYYCAQMLEFPLTFGAGTKLERTVAAPSVF
IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-43 498

DIVMTQSHKFMSTSVGDRVSITCKASQDVRTAVAWYQQKPGQSPKLLIYWASTRHTG
VPDRFTGSGSGTDFTLTLSNVQSEDLADYFCQQYSSYPWTFGGGTKLEIKRTVAAPSVF
IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYS
LSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC*

LC-44 499
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Exemplary Vu-CDR1 Vu-CDR2 Vu-CDR3
Combination # SEQ ID NO: SEQ ID NO: SEQ ID NO:
1 27 45 61
2 28 46 62
3 29 47 63
4 30 48 64
5 31 48 65
6 32 49 66
7 31 48 67
8 33 50 68
9 34 51 67
10 29 52 69
11 35 53 66
12 36 54 70
13 36 54 71
14 37 54 72
15 38 55 73
16 36 54 74
17 39 56 75
18 40 57 76
19 41 54 71
20 42 58 78
21 36 54 77
22 38 59 79
23 43 60 80
24 44 56 81
25 245 247 249
26 246 248 250
27 29 54 407
28 36 400 408
29 31 401 409
30 397 402 410
31 27 403 411
32 398 404 412
33 31 48 413
34 29 405 68
35 31 48 414
36 399 406 415
37 397 402 416
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Exemplary Vi-CDR1 ViL-CDR2 Vi-CDR3
Combination # SEQ ID NO: SEQ ID NO: SEQ ID NO:

1 82 102 117
2 83 103 118
3 84 104 119
4 85 105 120
5 86 106 121
6 87 107 122
7 88 108 123
8 89 109 124
9 90 110 125
10 83 103 126
11 85 106 120
12 91 107 122
13 92 111 127
14 93 111 127
15 94 107 128
16 95 112 129
17 96 113 130
18 97 114 131
19 98 109 132
20 99 115 133
21 95 116 134
22 100 107 135
23 101 113 130
24 251 253 254
25 252 253 255
26 417 427 429
27 418 106 120
28 419 108 430
29 420 110 431
30 421 111 432
31 422 428 433
32 423 106 121
33 424 109 124
34 425 106 121
35 426 111 434
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Antibody Vu-CDR1 Vu-CDR2 Vu-CDR3 Vi-CDR1 Vi-CDR2 Vi-CDR3
SEQIDNO: | SEQIDNO: | SEQIDNO: | SEQIDNO: | SEQIDNO: | SEQ ID NO:

TB0OO01 (IMT001-4) 27 45 61 82 102 117
TB0O06 (4A11.H3L1) 28 46 62 83 103 118
12G5.D7 29 47 63 84 104 119
13A12.2E5 30 48 64 85 105 120
14H10.2C9 (14H10) 31 48 65 86 106 121
15F10.2D6 (15F10) 32 49 66 87 107 122
19B5.2E6 (19B5) 31 48 67 88 108 123
20D11.2C6 (20D11) 33 50 68 89 109 124
20H5.A3 (20H5) 34 51 67 90 110 125
23H9.2E4 (23H9) 31 48 67 88 108 123
2D10.2B2 (2D10) 29 52 69 83 103 126
3B11.2G2 (3B11) 30 48 64 85 106 120
7D8.2D8 (7D8) 35 53 66 91 107 122
F846C.1B2 36 54 70 92 111 127
F846C.1F5 (846.1F5) 36 54 71 92 111 127
F846C.1H12 (846.1H12) 37 54 72 93 111 127
F846C.1HS5 (846.1H5) 38 55 73 94 107 128
F846C.2H3 (846.2H3) 36 54 71 92 111 127
F846TC.14A2 (846T.14A2) 36 54 74 95 112 129
F846TC.14E4 (846T.14E4) 39 56 75 96 113 130
F846TC.16B5 (846T.16B5) 36 54 71 92 111 127
F846TC.7F10 (846T.7F10) 40 57 76 97 114 131
F847C.10B9 (847.10B9) 41 54 77 98 109 132
F847C.11B1 (847.11B1) 42 58 78 99 115 133
F847C.12F12 (847.12F12) 36 54 77 98 109 132
F847C.26F5 (847.26F5) 41 54 77 98 109 132
F847C.4B10 (847.4B10) 38 59 79 95 116 134
F849C.8D10 (849.8D10) 43 60 80 100 107 135
F849C.8H3 44 56 81 101 113 130
846.2B11 245 247 249 251 253 254
846.4D5 246 248 250 252 253 255
847.14H4 29 54 407 95 116 134
846T.1H2 36 400 408 417 427 429
mIMT001 27 45 61 82 102 117
4A11.2B5 28 46 62 83 103 118
4A11.HIL1 28 46 62 83 103 118
4A11.H4L2 28 46 62 83 103 118
4G2.2G6 31 401 409 418 106 120
6B3.2D3 397 402 410 419 108 430
6H6.2D6 31 48 67 420 110 431
9H2.2H10 27 403 411 421 111 432
13G4.2F8 398 404 412 422 428 433
13H12.2F8 31 48 413 423 106 121
15G7.2A7 29 405 68 424 109 124
19D9.2E5 31 48 414 425 106 121
23B10.2B12 399 406 415 83 103 118
24D12.2H9 397 402 416 426 111 434
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Antibody Heavy chain variable region (Vy) Light chain variable region (V)
SEQ ID NO: SEQ ID NO:

TB001 (IMT001-4) 136 161
TB006 (4A11.H3L1) 137 162
12G5.D7 138 163
13A12.2E5 139 164
14H10.2C9 (14H10) 140 165
15F10.2D6 (15F10) 141 166
19B5.2E6 (19B5) 142 167
20D11.2C6 (20D11) 143 168
20H5.A3 (20H5) 144 169
23H9.2E4 (23H9) 142 167
2D10.2B2 (2D10) 145 170
3B11.2G2 (3B11) 139 171
7D8.2D8 (7D8) 146 172
F846C.1B2 (846.1B2) 147 173
F846C.1F5 (846.1F5) 148 174
F846C.1H12 (846.1H12) 149 175
F846C.1HS5 (846.1H5S) 150 176
F846C.2H3 (846.2H3) 148 174
F846TC.14A2 (846T.14A2) 151 177
F846TC.14E4 (846T.14E4) 152 178
F846TC.16B5 (846T.16B5) 153 179
F846TC.7F10 (846T.7F10) 154 180
F847C.10B9 (847.10B9) 155 181
F847C.11B1 (847.11B1) 156 182
F847C.12F12 (847.12F12) 157 183
F847C.26F5 (847.26F5) 155 184
F847C.4B10 (847.4B10) 158 185
F849C.8D10 (849.8D10) 159 186
F849C.8H3 (849.8H3) 160 187
846.2B11 256 258
846.4D5 257 259
847.14H4 435 185
846T.1H2 436 451
mIMT001 437 452
4A11.2B5 438 453
4A11.HIL1 439 162
4A11.H4L2 440 454
4G2.2G6 441 455
6B3.2D3 442 456
6H6.2D6 443 457
OH2.2H10 444 458
13G4.2F8 445 459
13H12.2F8 446 460
15G7.2A7 447 461
19D9.2E5 448 462
23B10.2B12 449 463
24D12.2H9 450 464
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Antibody Heavy chain SEQ ID NO: Light chain SEQ ID NO:

TB001 AMT001-4) 188 217
TB006 (4A11.H3L1) 189 218
12G5.D7 190 219
13A12.2E5 191 220
14H10.2C9 (14H10) 192 221
15F10.2D6 (15F10) 193 222
19B5.2E6 (19BS) 194 223
20D11.2C6 (20D11) 195 224
20HS5.A3 (20HS) 196 225
23H9.2E4 (23H9) 197 223
2D10.2B2 (2D10) 198 226
3B11.2G2 (3B11) 199 227
7D8.2D8 (7D8) 200 228
F846C.1B2 (846.1B2) 201 229
F846C.1F5 (846.1F5) 202 230
F846C.1H12 (846.1H12) 203 231
F846C.1HS5 (846.1H5) 204 232
F846C.2H3 (846.2H3) 205 230
F846TC.14A2 (846T.14A2) 206 233
F846TC.14E4 (840T.14E4) 207 234
F846TC.16B5 (846T.16BS) 208 235
F846TC.7F10 (846T.7F10) 209 236
F847C.10B9 (847.10B9) 210 237
F847C.11B1 (847.11B1) 211 238
F847C.12F12 (847.12F12) 212 239
F847C.26F5 (847.26F5) 213 240
F847C.4B10 (847.4B10) 214 241
F849C.8D10 (849.8D10) 215 242
F849C.8H3 (849.8H3) 216 243
847.14H4 467 241
846T.1H2 468 485
mIMTO001 469 486
4A11.2B5 470 487
4A11.HI1L1 471 488
4A11.H4L.2 472 489
4G2.2G6 473 490
6B3.2D3 474 491
6H6.2D6 475 492
9H2.2H10 476 493
13G4.2F8 477 494
13H12.2F8 478 495
15G7.2A7 479 496
19D9.2E5 480 497
23B10.2B12 481 498
24D12.2H9 482 499
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Antibody Peptides bound Bins
TB001 (IMT001-4) 5,6 1
TB006 (4A11.H3L1) 6 3
12G5.D7 n/a 10
13A12.2E5 4,[6] 7
14H10.2C9 (14H10) 6,7 8
15F10.2D6 (15F10) 2,3,[4] 8
19B5.2E6 (19B5) n/a 3
20D11.2C6 (20D11) n/a 5
20H5.A3 (20HS) n/a 3
23H9.2E4 (23H9) 1,[6],7,[8] 3
2D10.2B2 (2D10) n/a 3
3B11.2G2 (3B11) n/a 7
7D8.2D8 (7D8) 2,3[17] 8
F846C.1B2 [51,6,[7] 17
F846C.1F5 (846.1F5) 6,[17] 17
F846C.1H12 (846.1H12) [5],6,[17] 17
F846C.1H5 (846.1H5) 1 n/a
F846C.2H3 (846.2H3) 6,17 17
F846TC.14A2 (846T.14A2) [11,7,8 n/a
F846TC.14E4 (846T.14E4) 2 8
F846TC.16B5 (846T.16B5) 6,[17] 17
F846TC.7F10 (846T.7F10) 1 8
F847C.10B9 (847.10B9) 1,7 n/a
F847C.11B1 (847.11B1) [17] n/a
F847C.12F12 (847.12F12) 1,7 n/a
F847C.26F5 (847.26F5) 1,7 49
F847C.4B10 (847.4B10) 1 n/a
F849C.8D10 (849.8D10) 2,3 8
F849C.8H3 2,[17] n/a
846.2B11 n/a 16
846.4D5 n/a 24

FIG. 33

*Parentheses for peptides bound (e.g. [6]) denote peptides that bound to the antibody weakly.
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Antibody Human Gal3 KD (M)
F846C.1B2 5.74x10°
F846C.1F5 (846.1F5) 1.63x10°
F846C.1H12 (846.1H12) 6.22x10'°
F846C.1HS5 (846.1H5) 3.41x10°
F846C.2H3 (846.2H3) 1.72x10°
F846TC.14A2 (846T.14A2) 3.26x10°
F846TC.14E4 (846T.14E4) 5.56x10'°
F846TC.16B5 (846T.16B5) 9.27x10'°
F846TC.7F10 (846T.7F10) 1.40x10°
F847C.10B9 (847.10B9) 1.36x10°
F847C.11B1 (847.11B1) 4.29x10°
F847C.12F12 (847.12F12) 1.92x10%
F847C.26F5 (847.26F5) 2.09x108
F847C.4B10 (847.4B10) 2.15x108
F849C.8D10 (849.8D10) 3.75x10°

F849C.8H3 n/a

F847.14H4 (847.14H4) 1.77x108

FIG. 36
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TBOO1
(IMT001-4)

260

CAGGTGCAGCTGGTGCAGTCCGGCTCCGAGCTGAAAAAACCCGGCGCCTCCGT
GAAAGTGTCCTGCAAAGCCTCCGGCTACACATTCACAAACTACGGCATGAACTG
GGTGAGGCAGGCCCCCGGCCAGGGCCTGAAATGGATGGGCTGGATCAACACAA
ACACAGGCGAGCCCACATACGTGGAGGAGTTCACAGGCAGGTTCGTGTTCTCCC
TGGAGACATCCGTGTCCACAGCCTACCTGCAGATCTCCTCCCTGAAAGCCGAGG
ACACAGCCGTGTACTTCTGCGCCCCCTACGACAACTTCTTCGCCTACTGGGGCC
AGGGCACAACAGTGACAGTGTCCTCC

TB006
(4A11.H3L1)

261

CAGATTCAATTGGTTCAGAGCGGCTCAGAACTGAAAAAGCCTGGAGCCAGCGT
TAAAGTGAGCTGTAAAGCCAGTGGATACACATTCACCACTTACGTCATGTCCTG
GGTTAGACAGGCCCCTGGACAGGGGCTGGAATGGATGGGCTGGATAAACACTC
ACTCTGGAGTGCCCACATACGCCGACGACTTTACAGGCAGGTTCGTGTTTTCCC
TAGATACTAGTGTGAATACTGCATACTTGCAAATCTCTTCTCTGAAAGCAGAGG
ATACCGCCGTGTACTTTTGCACCCGCGATGGGAATGATGGGGATGCCATGGACA
ACTGGGGCCAGGGGACGACTGTGACAGTGTCTTCA

12G5.D7

262

CAGGTGCAGCTGAAGCAGTCTGGGGCTGAGCTGGTGAGGCCTGGGGCTTCAGT
GAAGCTGTCCTGCAAGGCTTCTGGCTACACTTTCACTGACTACTATATAAACTG
GGTGAAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGCAAGGATTTATCCTG
GAACTGGTAATACTGACTACAATGAGAAGTTCAAGGGCAGGGCCACACTGACT
GCAGAAAACTCCTCCAGCACTGCCTACATGCAGCTCAGCAGTCTGACATCTGAG
GACTCTGCTGTCTATTTCTGTGCAAGATTTGCGTATTACTACGGTAGTGGAGGGT
ACTTTGACTACTGGGGCCACGGCACCACTCTCACAGTCTCCTCA

13A12.2E5

263

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGACTTCTGGGTATAAATTCAAAACCTATGTGATGAGCTG
GGTGAAACAGGCTCCAGGAAAGGCTTTAAAGTGGATGGGCTGGATAAACACCT
ACTCTGGAGTGCCAACATATGCTGATGACTTCAAGGGACGATTTGCCTTCTCTTT
GGAAACCTCTGCCAGCACTGCCTATTTGGAGATCATCAACCTCAAAAATGAGGA
CACGGCTACATATTTCTGTGCAAGAGATGGTAACTACGGGGATCCTATGGACTA
CTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

14H10.2C9
(14H10)

264

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAACCTATGGAATGGGCTG
GGTGAAACAGGCTCCAGGAAAGGATTTAAAGTGGATGGGCTGGATAAACACCT
ACTCTGGAGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTT
GGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAGCAACCTCAAAAATGAAG
ACACGGCTACATATTTCTGTTCAACCCCTTATGAATACGACGGGGCTTACTGGG
GCCAGGGGACTCTGGTCACTGTCTCTGCA

15F10.2D6
(15F10)

265

GAAGTACAGCTGGTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCT
GAAACTCTCCTGTGCAGCCTCTGGATTCGCTTTCAGTTCCTATGCCATGTCTTGG
GTTCGCCAGACTCCGGAAAAGAGGCTGGAGTGGGTCGCAACCATTAGTGATGG
TGGTGTTTACACCTACTATACAGACCATGTAAAGGGCCGATTCACCATCTCCAG
AGACAATGCCGAGGACAACCTGTACCTGCAAATGAGCCATCTGAAGTCTGAGG
ACACAGCCATGTATTATTGTGTGAGAGATGGGGGCTACTGGGGCCAAGGCACC

ACTCTCACAGTCTCCTCA

19B5.2E6
(19B5)

266

CAGATCCAACTTGTTCAGAGCGGGCCTGAATTGAAGAAACCAGGCGAGACTGT
AAAGATCTCCTGTAAGGCCAGTGGCTATACATTCACCACCTACGCAATGAGCTG
GGTCAAGCAGGCACCCGGAAAGGGTCTGAAGTGGATGGGTTGGATAAATACAT
ACTCAGGCGTCCCAACCTACGCTGATGATTTGAAGGGGCGCTTTGCCTTTTCTCT
TGAAACCTCAGCATCAACCGCCTACTTGCAGATAAATAACCTCAAAAATGAAG
ACACCGCTACCTATTTCTGCGCAAGGGGGCCTTATGCTATGGACTACTGGGGCC
AGGGCACCTCTGTGACTGTAAGTTCT

FIG. 37
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20D11.2C6
(20D11)

267

GAGGTCCAGCTGCAACAATCTGGACCTGAACTGGTGAAGCCTGGGGCTTCAGT
GAAGATATCCTGTAAGGCTTCTGGATACACGTTCACTGACTTCTACATAAACTG
GGTGAAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGAGATATTAATCCTA
AGAATGGTGGTATTAACTACAACCCGAAGTTCAAGATCAAGGCCACATTGACT
GTAGACAAGTCCTCCAGCACATCCTACATGGACCTCCGCGGCCTGACATCTGAG
GACTCTGCAGTCTATTACTGCACCTCAGGCTACGGATTTCCTTACTGGGGCCAA
GGGACTCTGGTCACTGTCTCTGCA

20H5.A3
(20H5)

268

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGTCAGT
CAAGATCTCCTGCAAGGCTTCTGGTTATGCCTTCACAACCTATGGAATGAGCTG
GGTGCAACAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGGTAAACACCT
ACTCTGGAGTGCCAACATGTGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTT
GGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAGAAATGAGG
ACACGGCTACATATTTCTGTGCAAGAGGGCCCTATGCTATGGACTACTGGGGTC
AAGGAACCTCAGTCACCGTCTCCTCA

23H9.2E4
(23H9)

269

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAACCTATGCAATGAGCTG
GGTGAAACAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACTCTGGAGTGCCAACATATGCTGATGACCTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAAGAGGGCCCTATGCTATGGACTACTGGGGTC
AAGGAACCTCAGTCACCGTCTCCTCA

2D10.2B2
(2D10)

270

CAAGTACAGCTCCAGCAATCAGGACCTGAACTTGTTAAGCCAGGTGCAAGCGT
CAAAATAAGTTGTAAAGCATCAGGTTACACCTTTACAGACTACTATATCAACTG
GGTCAAGCAACGGCCTGGTCAGGGACTTGAATGGATAGGTTGGATCTACCCTG
GGTCACAAGACACCAAGTACAATGAAAAATTTAAGGGGAAAGCCACTCTGACA
GTAGATACTAGCTCAAGTACCGCCTACATGCAGCTCGGCAGCCTCACTTCCGAG
GACTCTGCCGTATATTTCTGTGCCAACTACTTCGGGTCTTCTGGGTGGTTCTTTG
ATGTGTGGGGAACCGGCACCACCGTAACCGTTTCCTCA

3B11.2G2
(3B11)

271

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGACTTCTGGGTATAAATTCAAAACCTATGTAATGAGCTG
GGTGAAACAGGCTCCAGGAAAGGCTTTAAAGTGGATGGGCTGGATAAACACCT
ACTCTGGAGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTT
GGAAACCTCTGCCAGCACTGCCTATTTGGAGATCATCAACCTCAAAAATGAGGA
CACGGCTACATATTTCTGTGCAAGAGATGGTAATTACGGGGATCCTATGGACTA
CTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

7D8.2D8
(7D8)

272

GAAGTGCAGCTGGTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCT
GAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATGCCATGTCTTGG
GTTCGCCAGACTCCGGAAAAGAGGCTGGAGTGGGTCGCAACCATCAGTGATGG
TGGTATTTACACCTACTATCCAGACAATGTAAAGGGCCGATTCACCATTTCCAG
AGACAATGCCAAGAACAACCTGTTCCTGCAAATGAGCCATCTGAAGTCTGAGG
ATACAGCCATGTATTACTGTGTAAGAGATGGGGGCTACTGGGGCCAAGGCACC
ACTCTCACAGTCTCCTCA

F846C.1B2

273

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAATTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATGGCTACATATTITCTGTGCAAGATGGGGGGGTTACGCTGGGGATTACTATG
CTATGGACTTCTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

FIG. 37 cont.
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F846C.1F5
(846.1F5)

274

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATGGCTACATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATG
CTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F846C.1HI12
(846.1H12)

275

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTTTGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATTGCTACATATTTCTGTGCAAGATGGGGGGGTTACGCTGGGGATTACTATG
CTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F846C.1HS
(846.1H5)

276

GAGGTCCAGCTGTTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCT
GAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGCAGCTATGCCATGTCTTGG
GTTCGCCAGACTCCAGAGAAGAGGCTGGAGTGGGTCGCATCCATTAGTAGTGG
TGGTGACACCTACTATCCAGACAGTGTGAAGGGCCGATTCACCATCTCTAGAGA
TAATGCCAGGAACATCCTGTACCTGCAAATGAGCAGTCTGAGGTCTGAGGACA
CGGCCATGTATTACTGTGCAAGTTATGGTAACTCCCTCTTTGACTACTGGGGCC
AAGGCACCACTCTCACAGTCTCCTCA

F846C.2H3
(846.2H3)

277

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATGGCTACATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATG
CTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F846TC.14A2
(846T.14A2)

278

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCAACATATGCTGGTGACCTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGTAAGATATACTATGGACTACTGGGGTCAAGGAA
CCTCAGTCACCGTCTCCTCA

F846TC.14E4
(846T.14E4)

279

CAGGTTACTCTGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTC
AGTCTGACTTGTTCTTTCTCTGGGTTTTCACTGAGCACTTCTGGTATGGGTGTAG
GCTGGATTCGTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCACACATTTGGT
GGGATGATGATAAGTACTATAACACAGCCCTGAAGAGCGGGCTCACAATCTCC
AAGGATGCCTCCAAAAACCAGGTCTTCCTCAAGATCGCCAGTATGGACACTGCA
GATACTGCCACATACTACTGTGCTCGAAACCTCTATGATGGTTCCTACGGGTAC
TATGCTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F846TC.16B5
(846T.16B5)

280

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCAGCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATGGCTACATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATG
CTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

FIG. 37 cont.
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F846TC.7F10
(846T.7F10)

281

GAAGTGCAGCTGGTGGAGTCTGGGGGAGACTTAGTGAAGCCTGGAGGGTCCCT
GAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACTATGGCTTGTCTTGG
ATTCGCCAGACTCCAGACAAGAGGCTGGAGTGGGTCGCAACCATTAGTAGTGG
TGGTAGTTACACCTACTATCCTGACAGTGTGAAGGGGCGATTCACCATCTCCAG
AGACAGTGCCAAGAACACCCTGTACCTGCAAATGAGCAGTCTGAAGTCTGAGG
ACACAGCCATGTATTACTGTGCAAGACATGCGCATTACTACGGTGTTAGCCCGT
ACTACTTTGACTACTGGGGCCAAGGCACCTGTCTCACAGTCTCCTCA

F847C.10B9
(847.10B9)

282

CAGATCCAGTTGGTGCAGTCTGGACCTGAGGTGAAGAAGCCTGGAGAGACAGT

CAAGATCTCCTGCAAGGCTTCTGGGTATATCTTCACAAACTATGGAATGAACTG

GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT

ACACTGGAGAGCCAACATATACTGATGACTTCAAGGGACGGTTTGCCTTCTCTT

TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACT

ACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F847C.11B1
(847.11B1)

283

GAGGTCCAGCTTCAGCAGTCTGGACCTGAGCTGGTGAAACCTGGGGCCTCAGTG
AAGATATCCTGCAAGGCTTCTGGAAACACATTCACTGACCACAACATGCACTGG
GTGAAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGATATATTTATCCTTAC
AATGGTGGTACTGGCTACAACCAGAAGTTCAAGAGCAAGGCCACATTGACTGT
AGACAATTCCTCCAGCACAGTCTACATGGAGCTCCGCAGCCTGACATCTGAGGA
CTCTGCAGTCTATTACTGTGCAAGAGGGGAGTATGATTACCTGGCCTGGTTTGC
TTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

F847C.12F12
(847.12F12)

284

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCAACATATGTTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCGGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACT
ACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F847C.26F5
(847.26F5)

285

CAGATCCAGTTGGTGCAGTCTGGACCTGAGGTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATATCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCAACATATACTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACT
ACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F847C.4B10
(847.4B10)

286

GAGGTGCAGCTTGTTGAGACTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCT
GAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATGCCATGTCTTGG
GTTCGCCAGACTCCAGAGAAGAGGCTGGAGTGGGTCGCATCCATTAGTAGTGG
TGGTAGCACCTACTATCCAGACAGTGTGAAGGGCCGATTCACCATCTCCAGAGA
TAATGCCAGGAACATCCTGTACCTGCAAATGAGCAGTCTGAGGTCTGAGGACA
CGGCCATGTATTACTGTACAAGGTTTACTACGGTAGTAGAGATGGACTACTGGG
GTCAAGGAACCTCAGTCACCGTCTCCTCA

F849C.8D10
(849.8D10)

287

CAGGTCCAACTGCAGCAGACTGGTGCTGAGCTTGTGAAGCCTGGGGCCTCAGTG
AAGCTGTCCTGCAAGGCTTCTGGCTATACTTTCACCAGCTACTGGATAAACTGG
GTGAAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGAAACATTTATCCTGG
TAGTAGTAGTATTTACTACAGTGAGAAGTTCAAGAGTAAGGCCACACTGACTGT
AGACACATCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACATCTGACGA
CTCTGCGGTCTATTATTGTGCAAGATGGGGCTACTGGGGCCAAGGCACCACTCT
CACAGTCTCCTCA
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F849C.8H3

288

CAGGTTACTCTGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTC
AGTCTGACTTGTTCTTTCTCTGGGTTTTCACTGAGCACTTTTGGTATGGGTGTAG
GCTGGATTCGTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCACACATTTGGT
GGGATGATGATAAACACTATAACCCAGCCCTGAAGAGCCGGCTCACAATCTCC
AAGGATACCTCCAAAAACCAGGTCTTCCTCAGGATCGCCAATGTGGACACTGCA
GATAATGCCACATATTACTGTGCTCGAATCGACTATGGTGACTACGTCGGGTTT
GCTTATTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

846.2B11

500

CAGGTCCAGCTACAGCAGTCTGGACCTGAGCTGGTGAGGCCTGGGGCTTTAGTG
AAGATTTCCTGCAAGGCTTCTGGTTACACCTTCACAAGCTACGATATAAACTGG
GTGAAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGG
AGATGGTAGTACTAAATATAATGAGAAATTCAAGGGCAAGGCCACACTGACTG
CAGACAAATCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACTTCTGAGA
ACTCTGCAGTCTATTTCTGTGCAAGAGAGGCGGCTTCTAATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846.4D5

501

GAAGTGAAGCTTGAGGAGTCTGGAGGAGGCTTGGTGCAACCTGGAGGATCCAT
GAAACTCTCCTGTGTTGCCTCTGGATTCACTTTCAGTAACTACTGGATGAACTGG
GTCCGCCAGTCTCCAGAGAAGGGGCTTGAGTGGGTTGCTGAAATTAGATTGAA
ATCTAATAATTATGCAACACATTATGCGGAGTCTGTGAAAGGGAGGTTCACCAT
CTCAAGAGATGATTCCAAAAGTAGTGTCTACCTGCAAATGAACAACTTAAGAG
CTGAAGACACTGGCATTTATTACTGTACCAGGCACTACGGCTTTCCCTACTGGT
ACTTCGATGTCTGGGGCGCAGGGACCACGGTCACCGTCTCCTCA

847.14H4

502

CAGATCCAGTTGGTGCAGTCTGGACCTGAACTGACGAAGCCTGGAGAGACAGT

CAAGATCTCCTGTAAGGCTTCTGGCTATACCTTCACAGACTATGGAATGAACTG

GGTGAGGCAGGCTCCAGGAGAGACTTTAAAGTGGATGGGCTGGATAAACACCT
ACACTGGAGAGCCAACATATGCTGATGACTTCAAGGGGCGGTTTGCCTTCTCTT

TGGAATCCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACGTGGCTACATATTTCTGTGCAAGATACCCTATGGACTACTGGGGTCAAGGAA
CCTCAGTCACCGTCTCCTCA

846T.1H2

503

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCA
ACACTGGAGAGCCAACATATGCTGAAGAGTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAACCGGGGGGGGTAACTGGGACTTTGACTACT
GGGGCCAAGGCACCACTCTCACAGTCTCCTCA

mIMT001

504

CAGATCCAACTTGTGCAGTCAGGTCCAGAATTGAAGAAGCCTGGTGAGACCGT
CAAGATTTCCTGTAAGGCCTCTGGTTATACTTTTACCAACTATGGCATGAATTGG
GTCAAGCAGGCACCTGGGAAGGGTTTGAAATGGATGGGGTGGATAAATACCAA
CACAGGGGAACCAACTTACGTTGAAGAGTTTAAGGGTCGTTTTGCATTCAGTCT
TGAGACTTCTGCAAGCACAGCTTACCTCCAAATTAACAATCTCAAAAATGAAGA
TACTGCTACATATTTCTGTGCTCCTTATGATAATTTTTTCGCCTACTGGGGACAG
GGAACTCTGGTCACCGTCTCAGCA

4A11.2B5

505

CAGGTACAACTTCAGCAGAGCGGTCCAGAACTTGTGAAGCCCGGTGCTAGTGTC
AAAATATCTTGCAAAGCAAGTGGTTATTCCTTCACCAACTATTACATACACTGG
GTAAAACAACGTCCAGGGCAAGGACTCGAATGGATTGGTTGGATCTACCCCGG
CAGCGGCAACACTAACTACAACGAGAAGTTTAAAGGCAAAGCTACTCTCACAG
CAGACACTTCTAGCAGTACAACAAATATGCAGTTGTCCTCTCTGACTTCCGAAG
ACAGCGCCGTCTATTACTGTTCTACTGCACCCGGAGGTTTTGACGTCTGGGGTTC
CGGCACCACAGTTACCGTTAGTTCC
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4A11.HIL1

506

CAGGTGCAGCTGGTGCAATCAGGAGCCGAAGTTAAGAAGCCTGGCGCCAGCGT
CAAGGTCTCATGTAAAGCCTCCGGTTACAGTTTCACCAACTACTATATGCACTG
GGTTAGGCAAGCACCAGGCCAGGGGCTTGAGTGGATGGGATGGATCTATCCAG
GGAGCGGTAACACCAATTACAATGAGAAGTTTCAAGGGCGCGTAACCATGACA
GCAGATACCAGTATAAGCACCGCCTATATGGAACTCTCTCGGTTGAGATCCGAT
GATACCGCTGTTTATTACTGCTCTACCGCACCTGGTGGTTTCGACGTTTGGGGCC
AAGGTACTACAGTGACCGTATCATCA

4A11.H4L2

507

CAGGTGCAACTGGTCCAGTCTGGGGCCGAGGTCAAAAAGCCTGGAGCCTCCGT
CAAAGTGTCATGTAAAGCCTCAGGGTATAGTTTCACCAACTACTATATACATTG
GGTCAGACAAGCCCCAGGCCAGCGTCTTGAGTGGATGGGATGGATTTATCCCG
GATCAGGGAATACAAACTATAACGAGAAATTTCAAGGCAGAGTTACTCTCACT
GCCGATACCTCTGCAAGTACTACCTATATGGAGCTCTCCAGTCTCAGAAGCGAA
GACACAGCAGTATATTACTGTAGCACCGCCCCAGGCGGGTTTGACGTGTGGGGC
CAAGGCACTACTGTAACCGTTAGCTCA

4G2.2G6

508

CAAATACAGCTCGTGCAGTCTGGTCCCGATTTGAAGAAGCCTGGAGAAACCGT
AAAGATAAGCTGTAAGGCTAGTGGTTACACTTTCACAACATACGTTATGTCATG
GGTTAAACAGGCTCCTGGAAAAGACCTTAAATGGATGGGATGGATTAACACCC
ATAGCGGTGTCCCAACTTACGCTGACGATTTTAAGGGACGATTTGACTTTTCTCT
CGAAACTTCTGCCAACACAGCTTTTITGCAGATCAACAATCTCAAGAATGAAGA
CACCGCAACCTATTTCTGCACTCGAGATGGGAACGACGGGGATGCAATGGATA
ACTGGGGACAAGGCACATCAGTTACCGTGAGCTCT

6B3.2D3

509

CAGGTGCAGCTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCT
GTCCATCACCTGCACAGTCTCTGGTTTCTCATTAACTAGTTATGGTGTACACTGG
GTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTGATATGGAGTGG
TGGAAGCACAGACTATAATGCTGCTTTCATATCCAGACTGAGCATCAGTAAGGA
CAACTCCAAGAGCCAAGTTTTCTTTAAAATGAACAGTCTGCAAGCTGATGACAC
TGCCATATACTACTGTGCCAAAGGGCCTTATGATTACGACTTAGGCTGGTTTGC
TTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

6H6.2D6

510

CAGATCCAGCTGGTGCAGTCCGGCCCCGAGCTGAAGAAGCCCGGCGAGACTGT
GAAGATCTCCTGCAAGGCCTCCGGCTACACCTTCACCACCTACGGCATGTCCTG
GGTGAAGCAGGCCCCCGGCAAGGGCCTGAAGTGGATGGCCTGGATCAACACCT
ACTCCGGCGTGCCCACCTACGCCGACGACTTCAAGGGCAGGTTCGCCTTCTCCC
TGGAGACTTCCGCCTCCACCGCCTACCTGCAGATCAACAACCTGACCAACGAGG
ACACCGCCACCTACTTCTGCGCCAGGGGCCCCTACGCCATGGACTACTGGGGCC
AGGGCACCTCCGTGACCGTGTCCTCC

9H2.2H10

511

CAGGTCCAGCTGCAGCAGCCTGGGGCTGAACTGGTGGGGCCTGGGTCTTCAGTG
AAGCTGTCCTGCAAGGCTTCTGGCTACACCTTCACCAACTACTGGATACATTGG
GTGAAGCAGAGGCCTCTACAAGGCCTTGAATGGATTGGTAACATTGACCCTTCT
GATAGTGAAACTCACTACAATCAAAAGTTCAAGGACAAGGCCACATTGACTGT
AGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCTGACATCTGAGG
ACTCTGCGGTCTATTACTGTGCAAGACATGGTTACTACGACTACTGGGGCCAAG
GCACCACTCTCACAGTCTCCTCA

13G4.2F8

512

CAGGTCCAGCTGCAGCAGCCTGGGGCTGAGCTGGTAAAGCCTGGGGCTTCAGT
GAAGTTGTCCTGCAAGGCTTCTGGCTACACTTTCACCAGCTACTGGATGCACTG
GGTGAAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGAATGATTCATCCTA
ACAGTGGTAGTACTGACTACAATGAGAAGTTCAAGAACAAGGCCACACTGAAT
GTAGACAAATCCTCCAGTACAGCCTACATACAACTCAGCAGCCTGACATCTGAG
GACTCTGCGGTCTATTACTGTACAAGATGGGGGATTTATTACTACGCGAGGGAC
TACTGGGGCCAAGGCACCACTCTCACAGTCTCCTCA
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13H12.2F8

513

CAGATCCAGCTGGTCCAATCAGGACCCGAACTGAAAAAACCAGGCGAGACAGT
CAAAATCAGCTGTAAGGCCTCAGGCTACACTTTCACAACCTACGGGATGTCATG
GGTAAAGCAAGCTCCTGGCAAGGGGCTGAAATGGATGGGTTGGATCAACACAT
ACTCTGGAGTGCCCACCTACGCTGACGACTTTAAGGGTAGATTCGCATTTAGCC
TGGAAACAAGTGCCAGTACAGCCTACCTCCAGATAAACAACTTGAAAAACGAG
GATACCGCAACCTATTTTTGCGCCGTCCCCTACGAGTACGACGGTGCCTATTGG

GGTCAGGGTACACTCGTAACAGTTTCCGCC

15G7.2A7

514

GAGGTCCAGCTGCAACAATCTGGACCTGAGCTGGTGAAGCCTGGGGCTTCAGT
GAAGATATCCTGTAAGGCTTCTGGATACACGTTCACTGACTACTACATGAACTG
GGTGAAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGAGATATTAATCCTA
ACAATGGTGGTACTAACTACAACCAGAAGTTCAAGGGCAAGGCCACATTGACT
GTAGACAAGTCCTCCAGCACAGCCTACATGGAGCTCCGCAGCCTGACATCTGAG
GACTCTGCAGTCTATTACTGCACCTCAGGCTACGGGTTTCCTTACTGGGGCCAG
GGGACTCTGGTCACTGTCTCTGCA

19D9.2E5

515

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGATATACCTTCACAACCTATGGAATGGGCTG
GGTGAAACAGGCTCCAGGAAAGGGTTTGAAGTGGATGGGCTGGATAAACACCT
ACTCTGGCGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTT
GGAAACCTCTACCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACATGGCTACATATTTCTGTGCAACCCCTTATGAATACGACGGGGCTTACTGGG
GCCAAGGGACTCTGGTCACTGTCTCTGCA

23B10.2B12

516

CAGGTCCAGCTGCAGCAGTCTGGACCTGAACTGGTGAAGCCTGGGGATTCTGTG
AAGATATCCTGCAAGGCTGCTGGCTACACCTTCAGTGACTATTATATAAACTGG
GTGAAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGT
AAGCGTTAATACTAAGTACAATGAGAAGTTCAAGGGCAAGGCCACATTGACTG
TAGACACATCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACCTCTGAGG
ACTCTGGGGTCTATTTCTGTGCCTACCTTGATTATTGGGGCCAAGGGACTCTGGT
CACTGTCTCTGCA

24D12.2H9

517

CAGGTGCAGCTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCT
GTCCATCACCTGCACAGTCTCTGGTTTCTCATTAACTAGCTATGGTGTACACTGG
GTTCGCCAGGCTCCAGGAAAGGGTCTGGAATGGCTGGGAGTGATATGGAGTGG
TGGAAGCACAGACTATAATGCTGCTTTCATGTCCAGACTGAGCATCAGCAAGGA
CAACTCCAAGAGCCAAGTTTTCTTTAAAATGAACAGTCTGCAAGCTGATGACAC
TGCCATATACTACTGTGCCAAAAGCCCTGATGGTTACGACGTCGCCTGGTTTGG
TTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA
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846.2D4

812

GAAGTGAAGCTTGAGGAGTCTGGAGGAGGCTTGGTGCAACCTGGAGGATCCAT
GAAACTCTCCTGTGTTGCCTCTGGATTCACTTTCAGTAACTACTGGATGAACTGG
GTCCGCCAGTCTCCAGAGAAGGGGCTTGAGTGGGTTGCTGAACTTAGATTGAAA
TCTAATAATTATGCAACACATTATGCGGAGTCTGTGAAAGGGAGGTTCACCATC
TCAAGAGATGATTCCAAAAGTAGTGTCTACCTGCAAATGAACAACTTAAGAGCT
GAAGACACTGGCATTTATTACTGTACCAGGCACTACGGCTTTCCCTACTGGTAC
TTCGATGTCTGGGGCGCAGGGACCACGGTCACCGTCTCCTCA

846.2F11

813

GAGGTCCAGCTGCAGCAGTCTGGACCTGAGCTGGTGAAGCCTGGGGCTTCAGT
GAAGATGTCCTGCAAGGCTTCTGGATACACATTCACTAGCTATGTTATGCACTG
GGTGAAGCAGAAGCCTGGGCAGGGCCTTGAGTGGATTGGATATATTAATCCTTA
CAATGATGGTACTAAGTACAATGAGAAGTTCAAAGGCAAGGCCACACTGACTT
CAGACAAATCCTCCAGCACAGCCTACATGGAGCTCAGCAGCCTGACCTCTGAG
GACTCTGCGGTCTATTACTGTGCAAGATTACTTTTITACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846T.10B1

814

CAGGTTCAGCTGCAGCAGTCTGGACCTGAGCTGGTGAGGCCTGGGGCTTTAGTG
AAGATTTCCTGCAAGGCTTCTGGTTACACCTTCACAAGCTACGATATAAACTGG
GTGAAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGG
AGATGGTAGTACTAAATACAATGAGAAATTCAAGGGCAAGGCCACACTGACTG
CAGACAAATCCTCCAGCACAGTTTACATGCAGCTCAGCAGCCTGACTTCTGAGA
ACTCTGCAGTCTATTTCTGTGCTAGAGAGGCGGCTTCTAATGCCATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846T.2E3

815

CAGGTCCAGCTGCAGCAGTCTGGACCTGAGCTGGTGAAGCCTGGGGCTTTAGTG
AAGATATCCTGCAAGGCTTCTGGTTACACCTTCACAAGCTACGATATAAACTGG
GTGAAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGG
AGATGGTAGTACTAAGTACAATGAGAAATTCAAGGGCAAGGCCGCACTGACTG
CAGACAAGTCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACTTCTGAGA
ACTCTGCAGTCTATTTCTGTGCAAGAGAGGCGGCTTCTAATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846T.4C9

816

GAGGTCCAGCTGCAGCAGTCTGGACCTGAGCTGGTAAAGCCTGGGGCTTCAGT
GAAGATGTCCTGCAAGGCTTCTGGATACTCATTCACTAACTATATTATGCACTG
GGTGAAGCAGAAGCCTGGGCAGGGCCTTGAGTGGATTGGATATATTAATCCTTA
CAATGATGGTACTAAGTACAATGAGAAGTTCAAAGGCAAGGCCACACTGACTT
CAGACAAATCCTCCAGCACAGCCTACATGGAGCTCAGCAGCCTGACCTCTGAG
GACTCTGCGGTCTATTACTGTGCAAGATTACTTTTTITACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846T.4E11

817

CAGGTTCAGCTGCAGCAGTCTGGAGCTGAACTGGTAAAGCCTGGGGCTTCAGTG
AAGTTGTCCTGCAAGGCTTCTGGCTACACCTTCAGAAGCTATGATATAAACTGG
GTGAGGCAGAGGCCTGAACAGGGACTTGAGTGGATTGGATGGATTTTTCCTGG
AGAAGGTATTTCTAAGTACAATGAGAAGTTCAAGGGCAAGGCCACACTGACTA
CAGACAAATTGTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACATCTGAG
GACTCTGCTGTCTATTTCTGTGCAAGAGAGGCTACGGCTGGGGCTATGGACTAC
TGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

846T.4F5

818

GAGGTGAAGCTTCTCGAGTCTGGAGGAGGCTTGGTGCAACCTGGAGGATCCAT
GAAACTCTCCTGTGTTGCCTCTGGATTCACTTTCAGTAACTTCTGGATGAACTGG
GTCCGCCAGTCTCCAGAGAAGGGGCTTGAGTGGGTTGCTGAAATTAGATTGAA
ATCTAATAATTATGCAACACATTATGCGGAGTCTGTGAAAGGGAGGTTCACCAT
CTCAAGAGATGATTCCAAAAGTAGTGTCTACCTGCAAATGAACAACTTAAGAG
CTGAAGACACTGGCATTTATTACTGTACCAGGCACTACGGCTTTCCCTACTGGT
ACTTCGATGTCTGGGGCGCAGGGACCACGGTCACCGTCTCCTCA
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846T.8D1

819

CAGATTCAGTTGCAGCAGTCTGGAGCTGAACTGGTAAAGCCTGGGGCTTCAGTG
AAGTTGTCCTGCAAGGCTTCTGGCTACACCTTCACAAGCTATGATATATGCTGG
GTGAGGCAGAGGCCTGAGCAGGGACTTGAGTGGATTGGATGGATTTTTCCTGG
AGATGGTACTACTAAGTACACTGAGAACTTCAAGGGCAAGGCCACACTGACTA
CAGACAAATCCTCCAGCACAGCCTACATGCACCTCAGCAGGCTGACATCTGAG
GACTCTGCTGTCTATTTCTGTGCAAGGGAGGGGGCGGGCTCCTGGTTTGCTTAC
TGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

847.10C9

820

GAGGTTCAGCTGCAGCAGTCTGGAGCTGAGCTGGTGCGGCCTGGGACTTCAGTG
AAGGTGTCCTGCAAGGCTTCGGAATACGCCTTCAATAATTACATGATGGAATGG
GTAAAACAGAGGCCTGGACAGGGCCTTGAGTGGATTGGAGTGATTAATCCCGG
AAGTGGTGCTACTAATTACAATGAGAATTTCAAGGACAAGGCAACACTGACTG
CAGACAAATCCTCCACCACTGCCTACATGCAGCTCAGCAGCCTGACATCTGATG
ACTCTGCGGTCTATTTCTGTACCTACAATGATCTTGGTTACTGGGGCCAAGGGA
CTCTGGTCACTGTCTCTGCA

847.11D6

821

GAGGTCAAGCTGCAGCAGTCTGGACCTGAGCTGATGAAGCCTGGAACTTCAAT
GAAGATATCCTGTAAGGCTTCTGGTTACTCATTCACCGGCTACACCATGAACTG
GGTGAAGCAGAGCCATGGAAAGAACCTTGAGTGGATTGGACTTATTAATCCTTA
CAATGGTGGTACTAACTACAACCAGAAGTTCAGGGGCAAGGCCACATTAAGTG
TAGACAAGTCATCCAACACAGCCTACATGGAGCTCCTCAGTCTGACATCTGAAG
ACTCTGCAGTCTATTACTGTGCAAGAAAGGACGATTATTACGGAAGTAGTCCCT
ATGCTCTGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

847.15D12

822

CAGGTCCAGCTGCAGCAGTCTGGAGCTGAGCTGATGAAGCCTGGGGCCTCAGT
GAAGATATCCTGCAAGGCTACTGGCTACACATTCACTAACTACTGGATAGAGTG
GGTAAAGCAGAGGCCTGGACATGGCCTTGAATGGATTGGAGAATTTTTACCTGG
AGATGGCAGTAGTCACTACAATGAGAAGTTCAAGGGCAAGGCCACATTCACTT
CAGATACATCCTCCAACACAGCCTACATACACCTCACCAGCCTGACATCTGAGG
ACTCTGCCGTCTATTACTGTGTAAGAGATGACTACGACAGTGACTACTGGGCCC
AAGGCACCACTCTCACAGTCTCCTCA

847.15F9

823

CAAATTGTTCTCTCCCAGTCTCCAGCAATCCTGTCTGCATCTCCAGGGGAGAAG
GTCACAATGACTTGCAGGGCCAGCTCAAGTGTAACTTACATGTACTGGTACCAG
CAGAAGCCAGGATCCTCCCCCCAACCCTGGATTTATGCCACATCCAACCTGGCT
TCTGGAGTCCCTGCTCGCTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCA
CAATCAGCAGAGTGGAGGCTGAAGATGCTGCCACTTATTACTGCCAGCAGTGG
AGTAGTAACCCACTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA

847.15H11

824

GAGGTCCAGCTTCAGCAGTCTGGGGCTGAAGTTGTGAAGCCTGGGGCTCCAGTG
AAGCTGTCCTGCAAGGCTTCTGGCTACACCTTCAACAACTACTGGCTGAACTGG
GTGAAACAGCGGCCTGGACGAGGCCTCGAGTGGATTGGAAGGATTGATCCTTC
CGATAGTGAAACTCACTACAATCAAAAGTTCAAGGACAAGGCCACACTGACTG
TAGACATGTCCTCCAGCACAGCCTACATCCAACTCAGCAGCCTGACATCTGAGG
ACTCTGCGGTCTATTACTGTGCAAGAGGGGATTATTATTACGGTACTAGGGGTC
CTATGGACTACTGGGGTCAAGGCACCTCAGTCACCGTCTCCTCA

847.20H7

825

CAGGTCCAGCTGCAGCAGTCTGGGGCTGAGCTGGTGAGGCCTGGGGCTTCAGT
GAACCTGTCCTGCAAGGCTTCTGGCTACACCTTCACCAACTACTGGATGAACTG
GGTGAAGCAGAGGCCTGGACAAGGCCTTGAATGGGTTGGTATGATTGATCCTTC
AGACAGTGAAACTCACTACAATCAAATGTTCAAGGACAAGGCCACATTGACTA
TAGACAAATCTTCCAGCATAGCCTACATGCAGCTCAGCAGCCTGACATCTGAGG
ACTCTGCGGTCTATTACTGTGCAAGATGGGGTGCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCA
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847.21B11

826

CAGGTGCAACTGAAGCAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCT
GTCCATCACTTGCACTGTCTCTGGATTTTCATTAACCAGCTATGGTGTACACTGG
GTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAATAATATGGGCTGG
TGGAAGCACAAATTATAATCCGGCTCTCATGTCCAGACTGAGCATCAGCAAAG
ACAAATCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGAAAACTGATGAC
ACAGCCATGTACTACTGTGCCAGAGATCGGGCTTCATTACTACGGCCGGGGGCT
ATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

847.27B9

827

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCA
ACACTGGAGAGCCAACATATGCTGAAGAGTTCAAGGGACGGTTTGCCTTCTCTT
TGGAGACCTCTGCCAGCACTGCCTATTTGCAGATCAACTACCTCAAAAATGAGG
ACACGGCTACATTTTTCTGTGCAAGATTGGACTATGATTACGACGAGGACTACT
GGGGCCAAGGCACCACTCTCACAGTCTCCTCA

847.28D1

828

CAGGTGCAGCTTGTAGAGACCGGACCTGGCCTGGTGGCGCCCTCACAGAGCCT
GTCCATCACTTGCACTGTCTCTGGGTTTTCATTAACCAGCTATGGTGTACACTGG
ATTCGTCAGTCTCCAGGAAAGGGTCTGGAGTGGCTGGGAACTATATGGGCTGGT
GGAAGCACAGATTATAATTCGCCACTCATGTCCAGACTGAGCATCAGCAAAGA
CAACTCCAAGAACCAAGTTTTTTTAAAAATGAATAGTCTGCAGATTGATGACAC
AGCCATATATTATTGTGCCAGTCCTCCTTCTGGGTATGATTACGACGTGTTTGCT
TCCTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

847.2B8

829

CAGGTACAACTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCT
GTCCATCACCTGCACAGTCTCTGGTTTCTCATTAATCAACTATGGTGTACACTGG
GTTCGCCAATCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTGATATGGAGTGG
TGGAAGCACAGACTATAATGCAGCTTTCATATCCAGACTGAGCATCAGCAAGG
ACAATTCCAAGAGCCAAGTTTTCTTTAAAATGAACAGTCTGCAAGCTGATGACA
CAGCCATATATTACTGTGCCAGAATTTATTACTACGGTAGGGGCTATGCTATGG
ACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

847.3B3

830

CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCT
GTCCATCACTTGCACTGTCTCTGGGTTTTCATTAACCAGCTATGGTGTACACTGG
ATTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGGAATATGGGCTGG
TGGAAGTACAGATTACAATTCGCCTCTCATGTCCCGACTGAGTATCACTAAAGA
CAACTCCAAGAGCCAAGTTTTCTTAAAAATGAACAGTCTGCAAAGTGATGACAC
AGCCATGTACTACTGTGCCAGTCCTCCCTCTGGGTATGATTACGACGTGTTTGCT
TACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

849.1D2

831

CAGGTGCAGCTGAAGGAGTCAGGACCTGTCCTGGTGGCGCCCTCACAGAGCCT
GTCCATCACTTGCACTGTCTCTGGGTTTTCATTAAGCAGCTATGGTGTACACTGG
GTTCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTAATATGGGCTGG
TGGAAGCACAGATTATGATTCAGCTCTCATGTCCAGACTGAGCATCAGCAAAGA
CAACTCCAAGAGCCAAGTTTTCTTAAAAATGGACAGTCTGCAAACTGATGACAC
AGCCATGTACTACTGTGCCAAACCCCCATATGATTACGACGGGGCCTGGTTTGC
TTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

849.2D7

832

CAGGTGCAACTGCAGCAGTCTGGGCCTCAGCTGGTTAGGCCTGGGGCTTCAGTG
AAGATATCCTGCAAGGCTTCTGGTTACTCATTCACCAACTACTGGATGCACTGG
GTGAAGCAGAGGCCTGGACAAGGTCTTGAGTGGATTGGCATGATTGATCCTTCC
GATAGTGAAACTAGGTTAAATCAGAAGTTCAAGGACAAGGCCACATTGACTGT
AGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCCGACATCTGAGG
ACTCTGCGGTCTATTACTGTGCAACGGGGAGACCCGACTACTGGGGCCAAGGC
ACCACTCTCACAGTCTCCTCA
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849.2F12

833

CAGGTGCAACTGCAGCAGTCTGGGCCTCAGCTGGTTAGGCCTGGGGCTTCAGTG
AAGATATCCTGCAAGGCTTCTGGTTACTCATTCACCAGCTACTGGATGCACTGG
GTGAAGCAGAGGCCTGGACAAGGTCTTGAGTGGATTGGCATGATTGATCCTTCC
GATAGTGAAACTAGGTTAAATCAGAAGTTCAAGGACAAGGCCACATTGACTGT
AGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCCGACATCTGAGG
ACTCTATAGTCTATTACTGTGCAAAGGGGAGACCCGACTACTGGGGCCAAGGC
ACCACTCTCACAGTCTCCTCA

849.4B2

834

GATGGAAAACTTCAGGAGTCAGGACCTGGCCTCGTGAAACCTTCTCAGTCTCTG
TCTCTCACCTGCTCTGTCACTGGCTACTCCATCACCAGTGGTTATTACTGGAACT
GGATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCCACATAAGCTAC
GATGGTAGAAATAACTACAACCCATCTCTCAAAAATCGAATCTCCATCACTCGT
GACACATCTAAGAACCAGTTTTTCCTGAAGTTGAATTCTGTGACTACTGAGGAC
ACAGCCACATATTACTGTGCAGGCTATGATTTCCTCTGGTACTTCGATGTCTGGG
GCACAGGGACCACGGTCACCGTCTCCTCA

849.4F12

835

CAGGTGCAGCTGAAGGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTC
AGTCTGACTTGTTCTTTCTCTGGGTTTTCACTGAGCACTTTTGGTATGGGTGTAG
GCTGGATTCGTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCACACATTTGGT
GGGATGATGATAAACACTATAACCCAGCCCTGAAGAGCCGGCTCACAATCTCC
AAGGATACCTCCAAAAACCAGGTCTTCCTCAGGATCGCCAATGTGGACACTGCA
GATAATGCCACATATTACTGTGCTCGAATCGACTATGGTGACTACGTCGGGTTT
GCTTATTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

849.4F2

836

GATGGACAGCTTCAGGAGTCAGGACCTGGCCTCGTGAAACCTTCTCAGTCTCTG
TCTCTCACCTGCTCTGTCACTGGCTACTCCATCACCAGTGGTTATTACTGGAACT
GGATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCCACATAAGCTAC
GATGGTAGAAATAACTACAACCCATCTCTCAAAAATCGAATCTCCATCACTCGT
GACACATCTAAGAACCAGTTTTTCCTGAAGTTGAATTCTGTGACTACTGAGGAC
ACAGCCACATATTACTGTGCAGGCTATGATTTCCTCTGGTACTTCGATGTCTGGG
GCACAGGGACCACGGTCACCGTCTCCTCA

849.5C2

837

GAGGTTCAGCTGCAGCAGTCTGGGGCAGAGCTTGTGAAGTCAGGGGCCTCAGT
CAAGTTGTCCTGCACAGCTTCTGGCTTCAACATTAAAGACTACTATATGCACTG
GGTGAAGCAGAGGACTGAACAGGGCCTGGAGTGGATTGGAAGGATTTATCCTG
AGGATGATGAAACTAAATATGCCCCGAAATTCCAGGGCAAGGCCACTATAACA
GCAGACACATCCTCCAACACAGCCTACCTGCAGCTCAGCAGCCTGACATCTGAG
GACACTGCCGTCTATTACTGTGCTAGATCAGGGGGTTACTACGTTTGGTTTGCTT
ACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA

849.8D12

838

GAGGTCCAGCTACAACAGTCTGGACCTGAGCTGGTGAAGCCTGGGTCTTCAGTG
AAGATATCCTGCAAGGCTTCTAGATACACATTCACTGACTACAACATGGACTGG
GTGAAGCAGAGCCATGGAAAGAGACTTGAGTGGATTGGATATATTTATCCTAA
CAATGGTGGTACTGGCTACAACCAGAAGTTCAAGGGCAAGGCCACATTGACTG
TAGACAAGTCCTCCAGCACAGCCTACATGGAGCTCCGCAGCCTGACATCTGAGG
ACTCTGCAGTCTATTACTGTGCAAGGTCCTACTACGATGGTAGCTACGATGCTA
TGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA

F847C.21H6

839

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGT
CAAGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAATCTTTGGAATGAACTG
GGTGAAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGGTAAACACCT
ACACTGGAGAGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTT
TGGAAACCTCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGG
ACACGGCTACATATTTCTGTGCAAGAGGCTGGTTTGCTTACTGGGGCCAAGGGA
CTCTGGTCACTGTCTCTGCA
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TB0O1
(IMT001-4)

289

GACATCGTGCTGACCCAGTCTCCACTGAGCCTGCCTGTTACACCTGGCGAGCCAGCC
TCCATCTCCTGCAGATCCTCTAAGTCCCTGCTGTACAAGGACGGCAAGACCTACCTG
AACTGGTTCCTGCAGAAGCCCGGCCAGTCTCCTCAGCTCCTGATCTACCTGATGAGC
ACCCATGCCTCTGGCGTGCCCGATAGATTTTCCGGCTCTGGCTCTGGCACCGACTTC
ACCCTGAAGATCTCCAGAGTGGAAGCCGAGGACGTGGGCGTGTACTACTGTCAGCA
GCTGGTGGACTACCCTCTGACCTTTGGCGGCGGAACAAAGCTGGAAATCAAG

TB006
(4A11.H3L1)

290

GATATAGTGATGACCCAAACACCTTTGTCCCTGTCAGTCACCCCAGGCCAACCCGCA
TCTATCTCATGCAAATCCTCAAAAAGTCTTTTGCACTCTGACGGGATAACATATCTC
TACTGGTATCTTCAAAAACCTGGTCAGTCCCCCCAGCTCTTGATCTATAGAATGAGT
AACCTTGCCTCTGGTGTCCCCGACCGGTTTAGTGGAAGCGGGTCTGGGACCGACTTC
ACCCTCAAGATTAGTCGCGTCGAAGCCGAAGATGTGGGAGTGTATTACTGTGCCCA
GATGCTCGAATTTCCCCTGACATTTGGTCAAGGAACTAAATTGGAGATTAAG

12G5.D7

291

GACATCCTGATGACCCAATCTCCATCCTCCATGTCTGTATCTCTGGGAGACACAGTC
AGCATCACTTGCCATGCAAGTCAGGGCATTAACTCTAATATGGGGTGGTTGCAGCA
GAAACCAGGGAAATCATTTAAGGGCCTGATCTATCATGCAACCAACTTGGAAGATG
GAGTTCCATCAAGGTTCAGTGGCAGTGGATCTGGAGCAGATTATTCTCTCACCATCA
GCAGCCTGGAATCTGAAGATTTTGCAGACTATTACTGTGTACAGTATGCTCAGTTTC
CTCCTACGTTCGGATCGGGGACCAAGCTGGAAATAAAA

13A12.2E5

292

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTGCCATTGGACAACCAGCT
TCCATCTCTTGCAAGTCGAGTCAGAGCCTCTTATATACTAATGGAAAAACCTATTTG
AATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGCTGTCT
AAATTGGACTCTGGAGTCCCTGACAGGTTCAGTGCCAGTGGATCAGGGACAGATTT
CACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACTGCTTGC
AGAGTACACATTTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGATGAAA

14H10.2C9
(14H10)

293

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGCC
TCCATCTCTTGCAAGTCAAGTCAGAGCCTCTTCGATAGTGATGGAAAGACATATTTG
AATTGGTTGTTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGTGTCT
AAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACAGATTT
CACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTATTGCTGGC
AAGGTACACATTTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAAATGAAA

15F10.2D6
(15F10)

294

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGCC
TCCATCTCTTGCAGATCTAGTCAGAGCATTGTACATAATAATGGAAACACCTATTTA
GAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAACTCCTGATCTACAAAGTTTC
CAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACAGATT
TCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACTGCTTTC
AAGGTTCACATGTTCCGCTCACGTTCGGTGGTGGGACCAAGTTGGAGCTGAAA

19B5.2E6
(19B5)

295

GATATACAAATGACTCAAACTACCTCTTCTCTTTCCGCATCTTTGGGTGATCGGGTC
ACTATATCCTGCTCCGCCTCTCAAGGCATAAACAATTACCTGAATTGGTATCAGCAA
AAACCAGACGGAACTGTAAAATTGCTTATCTACTACGCTTCAAGTCTGCATAGTGGG
GTTCCCAGCAGATTTTCCGGTTCCGGGTCCGGCACTGATTATTCTCTCACAATTAGT
AACCTGGAACCTGAGGACATTGCAACTTATTACTGTCAACAATACAGTCAGGTACCT
TACACTTTCGGATCAGGAACAAAGTTGGAAATCAAG

20D11.2C6
(20D11)

296

GACATCCAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTCGGAGACACAATT
ACCATCACTTGCCGTGCCAGTCAGAACATTTATATTITGGTTAAGTTGGTACCAGCAG
AAACCAGGAAATATTCCTAAACTCTTGATCTATAAGGCTTCCAACTTGCACACAGGC
GTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGATTTCACATTAACCATCAGC
ACTCTGCAGCCTGAAGACATTGCCACTTACTTCTGTCTCCAGGGTCAAAGTTATCCT
CTCACGTTCGGTGCTGGGACCAAGCTGGAGATGAAA
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20HS5.A3
(20H5)

297

GATATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGAG
TCACCATCAATTGCAGTGCAAGTCAGGACATTAGCAATTATTTAAACTGGTATCA
GCAGAAACCAGATGGAACTGTTAAACTCCTGATCTATTACACATCAAGTTTACTCT
CAGGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCAC
CATCAGCAACCTGGAACCTGAAGATATTGCCACTTACTTTTGTCAGCAATATAGTA
AGCTTCCCTATACGTTCGGATCGGGGACCCACCTGGAAATAAAA

23H9.2E4
(23H9)

298

GATATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGAG
TCACCATCAGTTGCAGTGCAAGTCAGGGCATTAACAATTATTTAAACTGGTATCA
GCAGAAACCAGATGGAACTGTTAAACTCCTGATCTATTACGCATCAAGTTTACAC
TCAGGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCA
CCATCAGCAACCTGGAACCTGAAGATATTGCCACTTACTATTGTCAGCAGTATAG
TCAGGTTCCGTATACGTTCGGATCGGGGACCAAGTTGGAAATAAAA

2D10.2B2
(2D10)

299

GACATAGTAATGACACAGGCCGCATTTAGCAATCCAGTAACCTTGGGCACATCCG
CCTCCATATCTTGCAGGTCATCCAAAAGCTTGCTGCACTCTGACGGTATTACTTAC
CTGTACTGGTATTTGCAGCGACCTGGGCAATCCCCTCAACTCCTGATTTACCGCAT
GAGCAACCTGGCCTCAGGGGTGCCTGACCGCTTTTCAGGATCAGGGAGCGGCACT
GACTTCACCTTGCGAATCAGCAGAGTAGAAGCAGAGGATGTTGGAGTTTACTACT
GTGCCCAGATGATCGAATTTCCACTTACTTTTGGGGCCGGGACCATTCTGGAGCTT
AAA

3B11.2G2
(3B11)

300

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTGCCATTGGACAACCAGC
TTCCATCTCTTGCAAGTCGAGTCAGAGCCTCTTATATACTAATGGAAAAACCTATT
TGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGGT
GTCTAAATTGGACTCTGGAGTCCCTGACAGGTTCAGTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACT
GCTTGCAGAGTACACATTTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCT
GAAA

7D8.2D8 (7D8)

301

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGC
CTCCATCTCTTGCAGATCTAGTCAGAGCATTGTACATAGTAATGGAAACACCTATT
TAGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGCTCCTGATCTACAAAGT
TTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACA
GATTTCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACT
GCTTTCAAGGTTCACATGTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTG
AAA

F846C.1B2

302

AACATTTGGTTGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAATGG
TCACTATGACCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAA
CTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTAC
TGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTG
GGACAGACTTTTCTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCAGTTTAT
TACTGTCATCAATATCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCT
GAAA

F846C.1F5
(846.1F5)

303

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGG
TCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAA
CTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTAC
TGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTG
GGACAGATTTTACTCTTACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTAT
TACTGTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCT
GAAA
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AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGACAAAAGG
TCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAGTCAGAAGAA
CTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTTCTGATCTACT
GGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCTCAGGCAGTGGATCTGG
GACAGATTTTACTCTTACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTATT
ACTGTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTG
AAA

GATGTTGTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGC
CTCCATCTCTTGCAGATCTAGTCAGAGCCTTGTACACAATAGTGGAAACACCTATT
TACATTGGTACCTGCAGAGGCCAGGCCAGTCTCCAAACCTCCTGATCTACAAAGT
TTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACA
GATTTCACACTCAAGATCAGCAGAGTGGCGGCTGAGGATCTGGGAGTTTATTTCT
GCTCTCAAAGTACACATGTTCCTCCGACGTTCGGTGGAGGCACCAAGCTGGAAAT
CAAA

WO 2021/146218
SEQ
Antibody D
NO:
F846C.1H12
8461H12) | 0%
F846C.1HS5
(846.1H5) 305
F846C.2H3
(846.2H3) 306

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGG
TCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAA
CTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTAC
TGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTG
GGACAGATTTTACTCTTACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTAT
TACTGTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCT
GAAA

F846TC.14A2
(840T.14A2)

307

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCA
CACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGG
GTCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTATCAATAACC
GAGTTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCAGC
CCTCACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTA
TGGTATAGCAACCATTGGGTGTTCGGTGGAGGAACCAAACTGACTGTCCTA

F846TC.14E4
(846T.14E4)

308

GATATTGTGATGACGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACATCAGC
TTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTACATACTAATGGCATCACTTTTT
TGTATTGGTATCTGCAGAAGCCAGGCCAGTCTCCTCAGCCCCTGATTTATCAGATG
TCCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTAGCAGTGGGTCAGGAACTG
ATTTCACACTGAGAATCAGCAGAGTGGAGGCTGAGGATGTGGGTGTTTATTACTG
TGCTCAAAATCTAGAACTTCCTTGGACGTTCGGTGGAGGCACCAAGCTGGAAATC
AAT

F846TC.16B5
(846T.16B5)

309

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGG
TCACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAA
CTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTACTGATCTAC
TGGGCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTG
GGACAGATTTTACTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCAGTTTA
TTACTGTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGC
TGAAA

F846TC.7F10
(846T.7F10)

310

GACATTGTGATGACACAGTCTCCATCCTCCCTGGCTATGTCAGTAGGACAGAAGG
TCACTATGAGCTGCAAGTCCAGTCAGAGCCTTTTAAATAGTAGCAATCAAAAGAA
CTATTTGGCCTGGTACCAGCAGAAACCAGGACAGTCTCCTAAACTTCTGGTATACT
TTGCATCCACTAGGGAATCTGGGGTCCCTGATCGCTTCATAGGCAGTGGATCTGG
GACAGATTTCACTCTTACCATCAGCAGTGTGCAGGCTGAAGACCTGGCAGATTAC
TTCTGTCAGCAACATTATAGCACTCCGTACACGTTCGGAGGGGGGGCCAAGCTGG
AAATAAAA
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F847C.10B9
(847.10B9)

311

GACATCCGGATGACTCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAAT
TACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACAC
AGGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAACC
ATCAGCAGCCTGCAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAAA
GTTATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAA

F847C.11B1
(847.11B1)

312

GAAATTGTGTTGACCCAGTCTCCAGCATCCCTGTCCGTGACTACAGGAGAAAAAG
TCACTATCAGATGCATAACCAGCATTGATATTGATGATGATATGAACTGGTACCA
GCAGAAGCCAGGGGAACCTCCTAAGCTCCTTATTTCAGAAGGCAATACTCTTCGT
CCTGGAGTCCCATCCCGATTCTCCAGCAGTGGCTATGGCACAGATTTTGTTTTTAC
AATTGAAAACACGCTCTCAGAAGATGTTGCAGATTACTACTGTTTGCAAAGTGAT
AACAAGCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA

F847C.12F12
(847.12F12)

313

GACATCCAGGTGATTCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAAT
TACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACAC
AGGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAACC
ATCAGCAGCCTGCAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAAA
GTTATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAA

F847C.26F5
(847.26F5)

314

GAAATTAAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAA
TTACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAG
CAGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACA
CAGGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAAC
CATCAGCAGCCTACAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAA
AGTTATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAA

F847C.4B10
(847.4B10)

315

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCA
CACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGG
GTCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTACCAACAACC
GAGCTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCTGC
CCTCACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTA
TGGTACAGCAACCATTTAGTGTTCGGTGGAGGAACCAAACTGACTGTCCTA

F849C.8D10
(849.8D10)

316

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGC
CTCCATCTCTTGCAGATCTAGTCAGGACATTGTGCATAGTAGTGGAAACACCTATT
TAGAATGGTACCTGCAGAAACCAGGCCAGTCTCTAAAGCTCCTGATTTACAAAGT
TTCCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGCCAGTGGATCAGGGACA
GATTTCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACT
GCTTTCAAGGTTCACATGTTCCTCCCACGTTCGGCTCGGGGACAAAGTTGGAAAT
AAAA

F849C.8H3

317

GATATTGGGATGAGGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACATCAG

CTTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTATATAGTAATGGCATCACTTAT
TTGTATTGGTTTCTCCAGAAGCCAGGCCAGTCTCCTCAGCTCCTGATTTATCAGAT

GTCCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTAGCAGTGGGTCAGGAACT
GATTTCACACTGAGAATCAGCAGAGTGGAGGCTGACGATGTGGGTGTTTATTACT

GTGCTCAAAATCTAGAACTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAAT
CAAA
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GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGGTGTTTCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATG
CACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCATCCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAATCTATTACTGTC
AGCACAGTAGGGAGCTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAA
A

AACATTGTGCTGACCCAATCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGGGC
CACCATATCCTGCAGAGCCAGTGAAAGTGTTGATAGTTATGGCAATAGTTTTATG
CACTGGTACCAGCAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGA
CTTCACCCTCACCATTGATCCTGTGGAGGCTGATGATGCTGCAACCTATTACTGTC
AGCAAAATAATGAGGATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCA
AA

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCA
CACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGG
GTCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTACCAACAACC
GAGCTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCTGC
CCTCACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTA
TGGTACAGCAACCATTTAGTGTTCGGTGGAGGAACCAAACTGACTGTCCTA

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCTATCTCTTGCAAGTCAAGTCAGAGTCTCTTATATAGTAATGGAAAAACCTATT
TGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGT
GTCTAAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGAACA
GATTTTACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACT
GCGTGCAAGGTACACATTTTCCTCAGACGTTCGGTGGAGGCACCAAGCTGGAAAT
AAAA

GATATTGTTATTACTCAGGATGAGCTTAGTAATCCTGTCACTAGCGGGGAAAGTG
TTAGTATCAGTTGTCGTTCATCCAAGTCACTCCTCTACAAAGACGGCAAGACTTAT
CTCAACTGGTTTCTTCAACGACCCGGTCAATCTCCACAGCTCCTGATTTACCTGAT
GTCAACTCACGCTTCTGGTGTTAGCGACCGTTTCTCCGGAAGTGGCTCCGGGACA
GACTTCACTCTTGAAATCTCACGTGTAAAAGCAGAGGACGTAGGTGTCTATTATT
GTCAACAGCTTGTGGACTACCCCTTGACCTTTGGCGCTGGCACAAAGCTGGAACT
GAAG

GACATTGTGATGACTCAGGCAGCCTTTTCCAACCCTGTAACACTTGGAACTAGTGC
CTCCATCTCATGCCGTTCCAGCAAGAGTCTTTTGCACAGCGATGGGATAACCTATC
TCTATTGGTATCTGCAACGACCCGGTCAGTCACCCCAACTTCTTATCTATCGAATG
TCTAACTTGGCCTCCGGCGTGCCCGACCGCTTTTCCGGGAGTGGGAGCGGTACAG
ATTTCACCTTGCGAATTTCCCGGGTTGAGGCAGAGGACGTAGGTGTCTACTATTGT
GCTCAGATGCTTGAGTTTCCTCTCACTTTCGGAGCCGGCACCAAACTGGAACTGA
AA

WO 2021/146218
SEQ

Antibody D
NO:

846.2B11 518
846.4D5 519
847.14H4 520
846T.1H2 521
mIMTO001 522
4A11.2B5 523
4A11.HIL1 524

GATATAGTGATGACCCAAACACCTTTGTCCCTGTCAGTCACCCCAGGCCAACCCG
CATCTATCTCATGCAAATCCTCAAAAAGTCTTTTGCACTCTGACGGGATAACATAT
CTCTACTGGTATCTTCAAAAACCTGGTCAGTCCCCCCAGCTCTTGATCTATAGAAT
GAGTAACCTTGCCTCTGGTGTCCCCGACCGGTTTAGTGGAAGCGGGTCTGGGACC
GACTTCACCCTCAAGATTAGTCGCGTCGAAGCCGAAGATGTGGGAGTGTATTACT
GTGCCCAGATGCTCGAATTTCCCCTGACATTTGGTCAAGGAACTAAATTGGAGAT
TAAG
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GATATTGTAATGACCCAAAGCCCCCTGTCCTTGCCTGTTACCCCAGGTGAGCCTGC
CAGCATATCTTGCCGATCCAGTAAATCTCTGCTTCATAGCGATGGCATCACCTATT
TGTATTGGTATTTGCAGAAGCCCGGCCAGAGCCCCCAGTTGCTGATCTACAGAAT
GTCCAACCTTGCTAGTGGAGTGCCCGACCGGTTTAGCGGTTCAGGCTCAGGGACT
GATTTCACTCTTAAAATCAGTAGGGTAGAGGCCGAAGACGTTGGTGTATATTATT
GTGCTCAGATGTTGGAGTTTCCACTCACATTITGGACAAGGTACAAAGCTGGAAAT
TAAG

GATGTCGTAATGACTCAAACCCCCCTGACCCTTAGTGTTACTATAGGCCAGCCCGC
AAGCATCTCCTGCAAATCCTCCCAGTCTCTTCTTTATACTGATGGCAAAACCTACT
TGTCCTGGTTTTTGCAGCGCCCAGGTCAAAGTCCTAAACGTCTTATTTACTTGGTC
TCTAAACTCGATTCCGGCGTGCCTGACCGGTTCTCCGGTAGCGGTAGCGGTACCG
ATTTCACTTTGAAGATTAGCCGAGTTGAGGCAGAAGACCTCGGGGTCTACTACTG
CCTTCAGAGTACACACTTCCCACTTACATTTGGCGCAGGAACCAAGTTGGAGGTT
AAA

AGTATTGTGATGACCCAGACTCCCAAATTCCTGCTTGTATCAGCAGGAGACAGGG
TTACCATAACCTGCAAGGCCAGTCAGAGTGTGAGTAATGATGTAGCTTGGTACCA
ACAGAAGCCAGGGCAGTCTCCTAAATTGTTGATATATTATGCATCCAATCGCTAC
ACTGGAGTCCCTGATCGCTTCACTGGCAGTGGATATGGGACGGATTTCACTTTCAC
CATCAGCACTGTGCAGGCTGAAGACCTGGCAGTTTATTTCTGTCAGCAGGATTAT
ACCTCTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAA

GACATCCAGATGACCCAGACCACCTCCTCCCTGTCCGCCTCCCTGGGCGACAGGG
TGACCATCTCCTGCTCCGCCTCCCAGGGCATCTCCAACTACCTGAACTGGTACCAG
CAGAAGCCCGACGGCACCGTGAAGCTGCTGATCTACTACACCTCCTCCCTGCACT
CCGGCGTGCCCTCCAGGTTCTCCGGCTCCGGCTCCGGCACCGACTACTCCCTGACC
ATCTCCAACCTGGAGCCCGAGGACATCGCCACCTACTACTGCCAGCAGTACTCCG
AGCTGCCCTACACCTTCGGCTCCGGCACCAAGCTGGAGATCAAG

GACATTGTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGG
TCAGCATCACCTGCAAGGCCAGTCAGGATGTGAGTACTGCTGTAGCCTGGTATCA

ACAAAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTATACTCTCA

CCATCAGCAGTGTGCAGGCTGAAGACCTGGCACTTTATTACTGTCAGCAACATTA

TACCACTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA

GACATTGTGATGACCCAGTCTCAAAAATTCATGTCCACATCAGTAGGAGAGAGGG
TCAGCATCACCTGCAAGGCCAGTCAGAATGTAGGTACTAATGTAGCCTGGTATCA
GCAGAAAGCAGGGCAGTCTCTTGAACTGCTGATCTATGGGGCATCCAACCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCA
CCATCACCAATGTGCAGTCTGAAGACATGACAAATTATTTCTGTGAGCAATATAG
CAACTTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA

WO 2021/146218
SEQ

Antibody D
NO:

4A11.H4L2 525
4G2.2G6 526
6B3.2D3 527
6H6.2D6 528
9H2.2H10 529
13G4.2F8 530
13H12.2F8 531

GACGTTGTTATGACACAAACACCACTTACACTTTCTGTAACTATCGGTCAGCCTGC
CTCAATTTCATGTAAGTCTTCTCAGTCCCTGTTTCATAGCGACGGGAAGACTTACC
TGAATTGGCTTCTCCAACGACCAGGCCAATCACCCAAGCGCCTTATTTATTTGGTC
AGTAAATTGGACAGTGGAGTTCCCGATAGATTTACCGGGAGCGGTTCTGGGACCG
ATTTCACCCCAAAGATCTCCAGGGTAGAAGACGAAGATCTCGGTGTGTACTATTG

CTGGCAGGGGACACATTTCCCTCTGACATTCGGTGCTGGAACCAAACTTGAGATG

AAA
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GACATCCAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTCGGAGACACAA
TTTCCATCACTTGCCGTGCCAGTCAGAACATTAATATTTGGTTAAGCTGGTACCAG
CAGAAACCAGGAAATATTCCTCAACTATTGATCTATAAGGCTTCCAACTTGCACA
CAGGCGTCCCCTCAAGGTTTAGTGGCAGTGGATCTGGAACAGATTTCACATTAAC
CATCAGCAGTCTGCAGCCTGAAGACATTGCCACTTACTACTGTCTACAGGGTCAA
AGTTATCCTCTCACGTTCGGTGCTGGGACCAAGCTGGTGATGAAA

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCCATCTCTTGTAAGTCAAGTCAGAGCCTCTTACATAGTGATGGAAAGACATATT
TGAATTGGTTGTTACAGAGGCCAGGCCAGCCTCCAAAGCGCCTAATGTATCTGGT
GTCTACACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTATT
GCTGGCAAGGTACACATTTTCCTCTCACGTTCGGTGCTGGGACCAAGCCGGAG

GATATTGTGATGACGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACGTCAGC
TTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTACATAGTGATGGCATCACTTATT
TCTATTGGTATCTGCAGAGGCCAGGCCAGTCTCCTCAGCTCCTGATATATCGGATG
TCCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTGGCAGTGGGTCAGGAACTG
ATTTCACACTGAGAATCAGCAGAGTGGAGGCTGAGGATGTGGGTGTTTATTACTG
TGCTCAAATGCTAGAATTCCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAG

WO 2021/146218
SEQ

Antibody D
NO:

15G7.2A7 532
19D9.2ES 533
23B10.2B12 534
24D12.2H9 535

GACATTGTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGG
TCAGCATCACCTGCAAGGCCAGTCAGGATGTGCGTACTGCTGTAGCCTGGTATCA
ACAGAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCA
CCCTTAGCAATGTGCAGTCTGAAGACTTGGCAGATTATTTCTGTCAGCAATATAGT
AGTTATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA
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846.2D4

840

AACATTGTGCTCACCCAATCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGGGC
CACCATATCCTGCAGAGCCAGTGAAAGTGTTGATAGTTATGGCAATAGTTTTATG
CACTGGTACCAGCAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGA
CTTCACCCTCACCATTGATCCTGTGGAGGCTGATGATGCTGCAACCTATTACTGTC
AGCAAAATAATGAGGATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATAA
AA

846.2F11

841

GACATCCTGATGACCCAATCTCCATCCTCCATGTCTGTATCTCTGGGAGACACAGT
CAGCATCACTTGCCATGCAAGTCAGGGCATTAACAGTAATATAGGGTGGTTGCAG
CAGAAACCAGGGAAGTCATTTAAGGGCCTGATCTATCATGGAACCAACTTGGAAG
ATGGAGTTCCATCAAGGTTCAGTGGCAGTGGATCTGGAGCAGATTATTCTCTCAC
CATCAGCAGCCTGGAATCTGAAGATTTTGCGGACTATTACTGTGTACAGTATGATC
AGTTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA

846T.10B1

842

GACATTGTGATGTCACAGTCTCCTGCTTCCTTAGGTGTTTCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATG
CACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCATCCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAATCTATTACTGTC
AGCACAGTAGGGAGCTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAA
A

846T.2E3

843

GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATG
CACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCATCCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTC
AGCACAGTAGGGAGCTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAA
A

846T.4C9

844

GACATTTTGATGACCCAAACTCCATCCTCCATGTCTGTATCTCTGGGAGACACAGT
CAGCATCACTTGCCATGCAAGTCAGGGCATTAGCAGTAATATAGGGTGGTTGCAG
CAGAAACCACGGAAATCATTTAAGGGCCTGATCTATTATGGAACCAACTTGGAAG
ATGGAGTTCCATCAAGGTTCAGTGGCAGTGGATCTGGAGCAGATTATTCTCTCAC
CATCAGCAGCCTGGAATCTGAAGATTTTGCAGACTATTACTGTGTACAGTATGATC
AGTTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATAAAA

846T.4E11

845

GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTGTATG
CACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCGGTGGGTCTGGGACAGA
CTTCACCCTCAGCATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTC
ACCACAGTACGGAGCTTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAGTAG
AA

840T.4F5

846

GACATTGTGCTGACCCAATCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGGGC
CACCATATCCTGCAGAGCCAGTGAAAGTGTTGATAGTTATGGCAATAGTTTTATG
CACTGGTACCAGCAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGA
CTTCACCCTCACCATTGATCCTGTGGAGGCTGATGATGCTGCAACCTATTACTGTC
AGCAAAATAATGAGGATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCA
AA
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846T.8D1

847

GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATG
CACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCAT
CCATCCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGA
CTTCACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTC
AGCACAGTAGGGAGCTTCCTCTCACGTTCGGTGCTGGGACCAAGCTG

847.10C9

848

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCTATCTCTTGCAAGTCAAGTCAGAGCCTCTTATATAGTGATGGAAAAACCTATT
TGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGT
GTCTCAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGAACA
GATTTTACACTGAAAATCAGCAGAGTGGAGGCTGATGATTTGGGAGTTTATTGCT
GCGTGCAAGGTACACATCTTCCCACGTTCGGAGGGGGGACCAAGCTGGAAATAA
AA

847.11D6

849

GACATTGTGATGACACAGTCTCCCGCTTCTTTGGCTGTGTCTCTAGGGCAGAGGGC
CACCATATCCTGCAGAGCCAGTGAAAGTGTTGAAAATCATGTCAATAGTTTTATG
CACTGGTTCCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCGTGCAT
CCAACCTACAATCTGGGATCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGA
CTTCACCCTCACCATTAATCCTGTGGAGGCTGATGATGTTGCAACCTATTACTGTC
AGCAAAATAATGAGGTCCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAA
AA

847.15D12

850

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCA
CACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGG
GTCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTACCAACAACC
GAGCTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCTGC
CCTCACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTA
TGGTACAGCAACCATTTGGTGTTCGGTGGAGGAACCAAACTGACTGTCCTA

847.15F9

851

TCCCAGTCTCCAGCAATCCTGTCTGCATCTCCAGGGGAGAAGGTCACAATGACTT
GCAGGGCCAGCTCAAGTGTAACTTACATGTACTGGTACCAGCAGAAGCCAGGATC
CTCCCCCCAACCCTGGATTTATGCCACATCCAACCTGGCTTCTGGAGTCCCTGCTC
GCTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATCAGCAGAGTGGA
GGCTGAAGATGCTGCCACTTATTACTGCCAGCAGTGGAGTAGTAACCCACTCACG
TTCGGTGCTGCCAGAATTTATTACTACGGTAGGGGCTATGCTATGGACTACGTGTT
CATCTTCCCTCCCAGCGACGAGCAGCTG

847.15H11

852

GACATTGTGCTAACACAGTCTCCAGCTTCTTITGGCTGTGTCTCTAGGGCAGAGGGC
CACCATCTCCTGCAGAGCCAGCGAAAGTCTTGATAATTCTGGCATTAGTTTTATGA
ACTGGTTCCAACAGAGACCAGGACAGCCACCCAAACTCCTCATCTATGCTGCATC
CAACCTAGAATCCGGGGTCCCTGCCAGGTTTAGTGGCAGTGGGTCTGGGACAGAC
TTCAGCCTCAACATCCATCCTATGGAGGAGGATGATGCTGCAATGTATTTCTGTCA
GCACAGTAAGGAGGTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAA
A

847.20H7

853

GACATTGTGATGACCCAGTCTCACAAAATCATGTCCACATCAGTAGGAGACAGGG
TCAGCATCACCTGCAAGGCCAGTCAGGATGTGAGTACCACTGTGGCCTGGTTTCA
GCAAAAACCAGGACAATCTCCTAAACTACTGCTTTACTGGGCATCCACCCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTATACTCTCA
CCATCAGCAGTGTCCAGGCTGAAGACCTGGCACTTTATTACTGTCAGCAACATTAT
AGCCCTCCATTCACGTTCGGCTCGGGGACCAAGCTGGAAATAAAA
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847.21B11

854

GACATTGTGATGACTCAGTCTCAAAAATTCATGTCCACATCAGTAGGAGACAGGG
TCAGCGTCACCTGCAAGGCCAGTCAGAATGTGGGTATTAATGTAGCCTGGTATCA
ACAGAAACCAGGGCAATCTCCTAAAGCACTGATTTACTCGGCATCCTACCGGTAC
AGTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCA

CCATCAGCAATGTGCAGTCTGAAGACTTGGCAGAGTATTTCTGTCAGCAATATAA

TAGTTATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATGAAA

847.27B9

855

GACGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCCTTGGACAACCCGC
CTCCATCTCTTGCAGGTCAAGTCAGAGCCTCTTAGATAGTGATGGAAAGACATAT
TTGAATTGGTTGTTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATTTGGT
GTCTAGACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTATT
GCTGGCAAGGTACACATTTTCCGTTCACGTTCGGAGGGGGGACCAAGCTGGAAAT
AAAA

847.28D1

856

GACATCCGGATGACTCAGTCTCCAGCCTCCCTATCTGCATCTGTGGGAGAAACTGT
CACCATCACATGTCGAGCAAGTGGGAATATTCACAATTATTTAGCATGGTATCAT
CAGAAACAGGGAAAATCTCCTCAGCTCCTGGTCTATAATGTAAAAACCTTAGCAG
ATGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGGAACACAATTTITCTCTCAA
GATCAACAGTTTGCAGCCTGAAGATTTTGGGACTTATTATTGTCAACATTTTTGGA
GTATTTTTCCGACGTTCGGTGGAGGCACCAAGCTGGAAATAAAA

847.2B8

857

CAAATTCTTCTCTCCCAGTCTCCAGCAATCCTGTCTGCATCTCCAGGGGAGAAGGT
CACAATGACTTGCAGGGCCAGCTCAAGTGTAACTTACATGTACTGGTACCAGCAG

AAGCCAGGATCCTCCCCCCAACCCTGGATTTATGCCACATCCAACCTGGCTTCTGG
AGTCCCTGCTCGCTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATCA

GCAGAGTGGAGGCTGAAGATGCTGCCACTTATTACTGCCAGCAGTGGAGTAGTAA
CCCACTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA

847.3B3

858

GACATTTTGATGACTCAGTCTCCAGCCTCCCTATCTGCATCTGTGGGAGAAACTGT
CACCATCACATGTCGAGCAAGTGGGAATATTCACAATTATTTAGCATGGTATCAG
CAGAAACAGGGAAAATCTCCTCAACTCCTGGTCTATAGTGCAAAAACCTTAGCAG
ATGGTGTGCCATCAAGGTTCAGTGGCAGTGGATCAGGAACACAATTTTCTCTCAA
GATCGACAGCCTGCAGCCTGAAGATTTTGGGACTTATTACTGTCAACATTTTTGGA
GTCTTTTTCCGACGTTCGGTGGAGGCACCAAGCTGGAA

849.1D2

859

GACGTTGTGATGACCCAGACTCCCAAATTCCTGCTTGTATCAGCAGGAGACAGGG
TTACCATAACCTGCAAGGCCAGTCAAAGTGTGAGTAGTGATGTAGCTTGGTACCA
ACAGAAGCCAGGGCAGTCTCCTAAACTGCTGATATACTTTGCATCCAATCGCTAC
ACTGGAGTCCCTGATCGCTTCACTGGCAGTGGATATGGGACGGATTTCACTTTCAC
CATCAGCACTGTCCAGGCTGAAGACCTGGCAGTTTATTTCTGTCAGCATAATTATA
TCTCTCCGTTCACGTTCGGAGGGGGGACCAAGCTGGAAATAAAA

849.2D7

860

GACATTGTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGG
TCAGCATCACCTGCAAGGCCAGTCAGGATGTGAGTACTGCTGTAGCCTGGTATCA

ACAAAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTATACTCTCA

CCATCAGCAGTGTGCAGGCTGAAGACCTGGCACTTTATTACTGTCAGCAACATTA

TAGCACTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAA
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849.2F12

861

GACATTGCGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGG
TCAGCATCACCTGCAAGGCCAGTCAGGATGTGAGTACTGCTGTAGCCTGGTATCA

ACAAAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCAC
ACTGGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTATACTCTCA

CCATCAGCAGTGTGCAGGCTGAAGACCTGGCACTTTATTACTGTCAGCAACATTA

TAACACTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAA

849.4B2

862

GATGTGGGGATGACCCAGACTCCACTCATTTTGTCGGTTACCATTGGACAACCAG
CITCCATCTCTTGCAAGTCAAGTCAGAGCCTCTTATATATTAATGGAAAAACCTAT
TTGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGGT
GTCTAAATTGGACTCTGGAGTCCCTAACAGATTCAGTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACT
GCTTGCAGAGTACACATTTTCCTCAGACGTTCGGTGGAGGCACCAAGCTGGAAAT
CAAA

849.4F12

863

GACATCCTGCTGACCCAGTCTCCATCCTCCATGTCTGTATCTCTGGGAGACACAGT
CAGCATCACTTGCCATGCAAGTCAGGGCATTAACAGTAATATAGGGTGGTTGCAG
CAGAAACCAGGGAAGTCATTTAAGGGCCTGATCTATCATGGAACCAACTTGGAAG
ATGGAGTTCCATCAAGGTTCAGTGGCAGTGGATCTGGAGCAGATTATTCTCTCAC
CATCAGCAGCCTGGAATCTGAAGATTTTGCGGACTATTACTGTGTACAGTATGATC
AGTTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA

849.4F2

864

GATGTTGGGATGACCCAGACTCCACTCATTTTGTCGGTTACCATTGGACAACCAGC
TTCCATCTCTTGCAAGTCAAGTCAGAGCCTCTTATATATTAATGGAAAAACCTATT
TGAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGGT
GTCTAAATTGGACTCTGGAGTCCCTAACAGATTCAGTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACT
GCTTGCAGAGTACACATTTTCCTCAGACGTTCGGTGGAGGCACCAAGCTGGAAAT
CAAA

849.5C2

865

GATATTGTGATGACTCAGGCTGCACCCTCTGTACCTGTCACTCCTGGAGAGTCAGT
ATCCATCTCCTGCAGGTCTAGTAGGAGTCTCCTGCATAGTAATGGCTACACTTACT
TGTATTGGTTCCTGCAGAGGCCAGGCCAGTCTCCTCGGCTCCTGATATATCGGATG
TCCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTGGCAGTGGGTCAGGAACTG
CTTTCACACTGAGAATCAGTAGAGTGGAGGCTGAGGATGTGGGTGTTTATTACTG
TATGCAACATCTAGAATATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATA
AAA

849.8D12

866

GACATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGAG
TCACCATCAGTTGCAGTGCAAGTCAGGGCATTAGCAATTATTTAAACTGGTATCA
GCAGAAACCAGATGGAACTGTTAAACTCCTGATCTATTACACATCAAGTTTACAC
TCAGGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCA
CCATCAGCAACCTGGAACCTGAAGATATTGCCACTTACTATTGTCAGCAGTATAG
TAAGCTTCCTCGGACGTTCGGTGGAGGCACCAAGCTGGAAATC

F847C.21H6

867

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCCATCTCTTGCAAGTCAAGTCGGAGCCTCTTAGATAGTGATGGAAAGACATAT
TTGAATTGGTTGTTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGT
GTCCAAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACA
GATTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTATT
GCTGGCAAGGTACACATTTTCCTCAGACGTTCGGTGGAGGCACCAAGCTGGAAAT
CAAT
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TBOO1
(IMT001-4)

318

CAGGTGCAGCTGGTGCAGTCCGGCTCCGAGCTGAAAAAACCCGGCGCCTCCGTGA
AAGTGTCCTGCAAAGCCTCCGGCTACACATTCACAAACTACGGCATGAACTGGGTG
AGGCAGGCCCCCGGCCAGGGCCTGAAATGGATGGGCTGGATCAACACAAACACAG
GCGAGCCCACATACGTGGAGGAGTTCACAGGCAGGTTCGTGTTCTCCCTGGAGACA
TCCGTGTCCACAGCCTACCTGCAGATCTCCTCCCTGAAAGCCGAGGACACAGCCGT
GTACTTCTGCGCCCCCTACGACAACTTCTTCGCCTACTGGGGCCAGGGCACAACAG
TGACAGTGTCCTCCGCTTCCACCAAGGGACCCAGCGTGTTCCCTCTGGCTCCTTGCT
CCAGATCCACCTCCGAGTCTACAGCTGCTCTGGGCTGCCTGGTCAAGGACTACTTT
CCTGAGCCTGTGACCGTGTCCTGGAACTCTGGCGCTCTGACATCTGGCGTGCACAC
CTTTCCAGCTGTGCTGCAGTCCTCCGGCCTGTACTCTCTGTCCTCTGTCGTGACCGT
GCCTTCCTCTAGCCTGGGCACCAAGACCTACACCTGTAATGTGGACCACAAGCCTT
CCAACACCAAGGTGGACAAGCGCGTGGAATCTAAGTACGGCCCTCCTTGTCCTCCA
TGTCCTGCTCCAGAGTTTCTCGGCGGACCCTCCGTGTTCCTGTTTCCTCCAAAGCCT
AAGGACACCCTGATGATCTCTCGGACCCCTGAAGTGACCTGCGTGGTGGTGGATGT
GTCCCAAGAGGATCCCGAGGTGCAGTTCAATTGGTACGTGGACGGCGTGGAAGTG
CACAACGCCAAGACCAAGCCTAGAGAGGAACAGTTCAACTCCACCTACAGAGTGG
TGTCCGTGCTGACCGTGCTGCACCAGGATTGGCTGAACGGCAAAGAGTACAAGTG
CAAGGTGTCCAACAAGGGCCTGCCTTCCAGCATCGAAAAGACCATCTCCAAGGCC
AAGGGCCAGCCTAGGGAACCCCAGGTTTACACCCTGCCTCCAAGCCAAGAGGAAA
TGACCAAGAACCAGGTGTCCCTGACCTGCCTCGTGAAGGGCTTCTACCCTTCCGAT
ATCGCCGTGGAATGGGAGAGCAATGGCCAGCCTGAGAACAACTACAAGACAACCC
CTCCTGTGCTGGACTCCGACGGCAGCTTCTTCCTGTATTCCCGCCTGACCGTGGACA
AGTCCAGATGGCAAGAGGGCAACGTGTTCAGCTGCTCCGTGATGCACGAGGCCCT
GCACAATCACTACACCCAGAAGTCCCTGTCTCTGTCCCTGGGCTGATGA

TB0O06
(4A11.H3L1)

319

CAGATTCAATTGGTTCAGAGCGGCTCAGAACTGAAAAAGCCTGGAGCCAGCGTTA
AAGTGAGCTGTAAAGCCAGTGGATACACATTCACCACTTACGTCATGTCCTGGGTT
AGACAGGCCCCTGGACAGGGGCTGGAATGGATGGGCTGGATAAACACTCACTCTG
GAGTGCCCACATACGCCGACGACTTTACAGGCAGGTTCGTGTTTTCCCTAGATACT
AGTGTGAATACTGCATACTTGCAAATCTCTTCTCTGAAAGCAGAGGATACCGCCGT
GTACTTTTGCACCCGCGATGGGAATGATGGGGATGCCATGGACAACTGGGGCCAG
GGGACGACTGTGACAGTGTCTTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCT
CGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGA
AGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCC
GGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTC
CGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTG
GACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGAC
CCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTT
TCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCG
TCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGA
CGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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12G5.D7

320

CAGGTGCAGCTGAAGCAGTCTGGGGCTGAGCTGGTGAGGCCTGGGGCTTCAGTGA
AGCTGTCCTGCAAGGCTTCTGGCTACACTTTCACTGACTACTATATAAACTGGGTG
AAGCAGAGGCCTGGACAGGGACTTGAGTGGATTGCAAGGATTTATCCTGGAACTG
GTAATACTGACTACAATGAGAAGTTCAAGGGCAGGGCCACACTGACTGCAGAAAA
CTCCTCCAGCACTGCCTACATGCAGCTCAGCAGTCTGACATCTGAGGACTCTGCTG
TCTATTTCTGTGCAAGATTTGCGTATTACTACGGTAGTGGAGGGTACTTTGACTACT
GGGGCCACGGCACCACTCTCACAGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTG
TTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTG
TCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCC
TGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGC
CTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTG
CAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAG
TATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTC
TTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGT
CACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGT
ACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTT
CAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCA
ACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGA
GAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTC
CCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGA
AGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGA
GAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGT
ACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTG
CTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGA
GCCTCGGCTAGTAA

13A12.2E5

321

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGACTTCTGGGTATAAATTCAAAACCTATGTGATGAGCTGGGTG
AAACAGGCTCCAGGAAAGGCTTTAAAGTGGATGGGCTGGATAAACACCTACTCTG
GAGTGCCAACATATGCTGATGACTTCAAGGGACGATTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGGAGATCATCAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAGAGATGGTAACTACGGGGATCCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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14H10.2C9
(14H10)

322

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAACCTATGGAATGGGCTGGGTG
AAACAGGCTCCAGGAAAGGATTTAAAGTGGATGGGCTGGATAAACACCTACTCTG
GAGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAGCAACCTCAAAAATGAAGACACGGCTAC
ATATTTCTGTTCAACCCCTTATGAATACGACGGGGCTTACTGGGGCCAGGGGACTC
TGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCT
GCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTA
CTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCC
ACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTC
ACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATA
AGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTG
TCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCC
AAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGT
GGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTG
GAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATC
GGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTAC
AAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAA
GGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAG
GAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTC
CGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACC
ACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGT
GGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAG
GCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

15F10.2D6
(15F10)

323

GAAGTACAGCTGGTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGA
AACTCTCCTGTGCAGCCTCTGGATTCGCTTTCAGTTCCTATGCCATGTCTTGGGTTC
GCCAGACTCCGGAAAAGAGGCTGGAGTGGGTCGCAACCATTAGTGATGGTGGTGT
TTACACCTACTATACAGACCATGTAAAGGGCCGATTCACCATCTCCAGAGACAATG
CCGAGGACAACCTGTACCTGCAAATGAGCCATCTGAAGTCTGAGGACACAGCCAT
GTATTATTGTGTGAGAGATGGGGGCTACTGGGGCCAAGGCACCACTCTCACAGTCT
CCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGGAGC
ACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGAACC
CGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCCCCG
CTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCTAGC
AGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCAACA
CCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGCCCT
GCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAGGAC
ACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAGCCA
GGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCATAAC
GCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGTCCG
TGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAAGGT
GTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGGGCC
AACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGACCAA
GAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCGCTG
TGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCCCGT
GCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAATCCC
GGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCACAA
CCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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19B5.2E6
(19B5)

324

CAGATCCAACTTGTTCAGAGCGGGCCTGAATTGAAGAAACCAGGCGAGACTGTAA
AGATCTCCTGTAAGGCCAGTGGCTATACATTCACCACCTACGCAATGAGCTGGGTC
AAGCAGGCACCCGGAAAGGGTCTGAAGTGGATGGGTTGGATAAATACATACTCAG
GCGTCCCAACCTACGCTGATGATTTGAAGGGGCGCTTTGCCTTTTCTCTTGAAACCT
CAGCATCAACCGCCTACTTGCAGATAAATAACCTCAAAAATGAAGACACCGCTAC
CTATTTCTGCGCAAGGGGGCCTTATGCTATGGACTACTGGGGCCAGGGCACCTCTG
TGACTGTAAGTTCTGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

20D11.2C6
(20D11)

325

GAGGTCCAGCTGCAACAATCTGGACCTGAACTGGTGAAGCCTGGGGCTTCAGTGA
AGATATCCTGTAAGGCTTCTGGATACACGTTCACTGACTTCTACATAAACTGGGTG
AAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGAGATATTAATCCTAAGAATG
GTGGTATTAACTACAACCCGAAGTTCAAGATCAAGGCCACATTGACTGTAGACAA
GTCCTCCAGCACATCCTACATGGACCTCCGCGGCCTGACATCTGAGGACTCTGCAG
TCTATTACTGCACCTCAGGCTACGGATTTCCTTACTGGGGCCAAGGGACTCTGGTC
ACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAG
CCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCC
CTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACA
TTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGT
GCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCC
TCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCC
TTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCC
CAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATG
TCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGT
GCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTC
GTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTG
CAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTA
AGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGAT
GACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACA
TCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACC
CCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACA
AATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTC
CACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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20HS5.A3
(20H5)

326

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGTCAGTCA
AGATCTCCTGCAAGGCTTCTGGTTATGCCTTCACAACCTATGGAATGAGCTGGGTG
CAACAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGGTAAACACCTACTCTG
GAGTGCCAACATGTGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAGAAATGAGGACACGGCTAC
ATATTTCTGTGCAAGAGGGCCCTATGCTATGGACTACTGGGGTCAAGGAACCTCAG
TCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

23H9.2E4
(23H9)

327

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAACCTATGCAATGAGCTGGGTG
AAACAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACTCTG
GAGTGCCAACATATGCTGATGACCTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAGAGGGCCCTATGCTATGGACTACTGGGGTCAAGGAACCTCAG
TCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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2D10.2B2
(2D10)

328

CAAGTACAGCTCCAGCAATCAGGACCTGAACTTGTTAAGCCAGGTGCAAGCGTCA
AAATAAGTTGTAAAGCATCAGGTTACACCTTTACAGACTACTATATCAACTGGGTC
AAGCAACGGCCTGGTCAGGGACTTGAATGGATAGGTTGGATCTACCCTGGGTCAC
AAGACACCAAGTACAATGAAAAATTTAAGGGGAAAGCCACTCTGACAGTAGATAC
TAGCTCAAGTACCGCCTACATGCAGCTCGGCAGCCTCACTTCCGAGGACTCTGCCG
TATATTTCTGTGCCAACTACTTCGGGTCTTCTGGGTGGTTCTTTGATGTGTGGGGAA
CCGGCACCACCGTAACCGTTTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCT
CTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGT
GAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACAT
CCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGC
TCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGT
GGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGA
CCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGT
TTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGC
GTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGG
ACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACA
GCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGC
AAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGA
CCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCC
AGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGAT
TTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAA
CTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCA
GGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGT
GATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCG
GCTAGTAA

3B11.2G2
(3B11)

329

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGACTTCTGGGTATAAATTCAAAACCTATGTAATGAGCTGGGTG
AAACAGGCTCCAGGAAAGGCTTTAAAGTGGATGGGCTGGATAAACACCTACTCTG
GAGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGGAGATCATCAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAGAGATGGTAATTACGGGGATCCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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7D8.2D8
(7D8)

330

GAAGTGCAGCTGGTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGA
AACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATGCCATGTCTTGGGTTC
GCCAGACTCCGGAAAAGAGGCTGGAGTGGGTCGCAACCATCAGTGATGGTGGTAT
TTACACCTACTATCCAGACAATGTAAAGGGCCGATTCACCATTTCCAGAGACAATG
CCAAGAACAACCTGTTCCTGCAAATGAGCCATCTGAAGTCTGAGGATACAGCCATG
TATTACTGTGTAAGAGATGGGGGCTACTGGGGCCAAGGCACCACTCTCACAGTCTC
CTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGGAGCA
CATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGAACCC
GTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCCCCGC
TGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCTAGCA
GCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCAACAC
CAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGCCCTG
CTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAGGACA
CCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAGCCAG
GAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCATAACG
CCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGTCCGT
GCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAAGGTG
TCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGGGCCA
ACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGACCAAG
AATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCGCTGT
GGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCCCGTG
CTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAATCCCG
GTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCACAAC
CACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

F846C.1B2

331

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAATTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAAGATGGGGGGGTTACGCTGGGGATTACTATGCTATGGACTTCT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGT
GTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCT
GTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCC
CTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAG
CCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCT
GCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAA
GTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGT
CTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAG
TCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGG
TACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGT
TCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTC
AACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCG
AGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCT
CCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTG
AAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTG
AGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTG
TACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCT
GCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTG
AGCCTCGGCTAGTAA
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F846C.1F5
(846.1F5)

332

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGT
GTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCT
GTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCC
CTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAG
CCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCT
GCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAA
GTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGT
CTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAG
TCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGG
TACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGT
TCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTC
AACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCG
AGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCT
CCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTG
AAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTG
AGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTG
TACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCT
GCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTG
AGCCTCGGCTAGTAA

F846C.1HI2
(846.1H12)

333

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTTTGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATTGCTAC
ATATTTCTGTGCAAGATGGGGGGGTTACGCTGGGGATTACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGT
GTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCT
GTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCC
CTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAG
CCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCT
GCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAA
GTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGT
CTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAG
TCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGG
TACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGT
TCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTC
AACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCG
AGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCT
CCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTG
AAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTG
AGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTG
TACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCT
GCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTG
AGCCTCGGCTAGTAA
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F846C.1HS
(846.1H5)

334

GAGGTCCAGCTGTTGGAGTCTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGA
AACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGCAGCTATGCCATGTCTTGGGTTC
GCCAGACTCCAGAGAAGAGGCTGGAGTGGGTCGCATCCATTAGTAGTGGTGGTGA
CACCTACTATCCAGACAGTGTGAAGGGCCGATTCACCATCTCTAGAGATAATGCCA
GGAACATCCTGTACCTGCAAATGAGCAGTCTGAGGTCTGAGGACACGGCCATGTAT
TACTGTGCAAGTTATGGTAACTCCCTCTTTGACTACTGGGGCCAAGGCACCACTCT
CACAGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

F846C.2H3
(846.2H3)

335

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCATCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGT
GTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCT
GTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCC
CTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAG
CCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCT
GCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAA
GTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGT
CTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAG
TCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGG
TACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGT
TCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTC
AACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCG
AGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCT
CCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTG
AAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTG
AGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTG
TACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCT
GCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTG
AGCCTCGGCTAGTAA
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336

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATGCTGGTGACCTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGTAAGATATACTATGGACTACTGGGGTCAAGGAACCTCAGTCACCG
TCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGG
AGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGA
ACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCC
CCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCT
AGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCA
ACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGC
CCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAG
GACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAG
CCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCAT
AACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGT
CCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAA
GGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGG
GCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGAC
CAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCG
CTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCC
CGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAAT
CCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCAC
AACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

F846TC.14E4
(846T.14E4)

337

CAGGTTACTCTGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAG
TCTGACTTGTTCTTTCTCTGGGTTTTCACTGAGCACTTCTGGTATGGGTGTAGGCTG
GATTCGTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCACACATTTGGTGGGATG
ATGATAAGTACTATAACACAGCCCTGAAGAGCGGGCTCACAATCTCCAAGGATGC
CTCCAAAAACCAGGTCTTCCTCAAGATCGCCAGTATGGACACTGCAGATACTGCCA
CATACTACTGTGCTCGAAACCTCTATGATGGTTCCTACGGGTACTATGCTATGGACT
ACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGC
GTGTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGG
CTGTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCG
CCCTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTAC
AGCCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACA
CCTGCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATC
CAAGTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTC
CGTCTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCG
AAGTCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAA
CTGGTACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAG
CAGTTCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTG
GCTCAACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCC
ATCGAGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATA
CCCTCCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTC
GTGAAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAAC
CTGAGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTC
CTGTACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCA
GCTGCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCC
CTGAGCCTCGGCTAGTAA
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338

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAGCATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAAGATGGGGGGGTTACGATGGGGATTACTATGCTATGGACTACT
GGGGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGT
GTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCT
GTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCC
CTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAG
CCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCT
GCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAA
GTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGT
CTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAG
TCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGG
TACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGT
TCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTC
AACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCG
AGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCT
CCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTG
AAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTG
AGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTG
TACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCT
GCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTG
AGCCTCGGCTAGTAA

F846TC.7F10
(846T.7F10)

339

GAAGTGCAGCTGGTGGAGTCTGGGGGAGACTTAGTGAAGCCTGGAGGGTCCCTGA
AACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACTATGGCTTGTCTTGGATTC
GCCAGACTCCAGACAAGAGGCTGGAGTGGGTCGCAACCATTAGTAGTGGTGGTAG
TTACACCTACTATCCTGACAGTGTGAAGGGGCGATTCACCATCTCCAGAGACAGTG
CCAAGAACACCCTGTACCTGCAAATGAGCAGTCTGAAGTCTGAGGACACAGCCAT
GTATTACTGTGCAAGACATGCGCATTACTACGGTGTTAGCCCGTACTACTTTGACT
ACTGGGGCCAAGGCACCTGTCTCACAGTCTCCTCAGCTAGCACCAAGGGCCCCAGC
GTGTTTCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGG
CTGTCTCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCG
CCCTGACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTAC
AGCCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACA
CCTGCAACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATC
CAAGTATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTC
CGTCTTCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCG
AAGTCACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAA
CTGGTACGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAG
CAGTTCAACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTG
GCTCAACGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCC
ATCGAGAAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATA
CCCTCCCTCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTC
GTGAAGGGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAAC
CTGAGAACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTC
CTGTACAGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCA
GCTGCTCCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCC
CTGAGCCTCGGCTAGTAA
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F847C.10B9
(847.10B9)

340

CAGATCCAGTTGGTGCAGTCTGGACCTGAGGTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATATCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATACTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA

F847C.11B1
(847.11B1)

341

GAGGTCCAGCTTCAGCAGTCTGGACCTGAGCTGGTGAAACCTGGGGCCTCAGTGA
AGATATCCTGCAAGGCTTCTGGAAACACATTCACTGACCACAACATGCACTGGGTG
AAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGATATATTTATCCTTACAATGG
TGGTACTGGCTACAACCAGAAGTTCAAGAGCAAGGCCACATTGACTGTAGACAAT
TCCTCCAGCACAGTCTACATGGAGCTCCGCAGCCTGACATCTGAGGACTCTGCAGT
CTATTACTGTGCAAGAGGGGAGTATGATTACCTGGCCTGGTTTGCTTACTGGGGCC
AAGGGACTCTGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCT
CTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGT
GAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACAT
CCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGC
TCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGT
GGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGA
CCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGT
TTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGC
GTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGG
ACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACA
GCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGC
AAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGA
CCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCC
AGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGAT
TTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAA
CTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCA
GGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGT
GATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCG
GCTAGTAA
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F847C.12F12
(847.12F12)

342

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATGTTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCGGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA

F847C.26F5
(847.26F5)

343

CAGATCCAGTTGGTGCAGTCTGGACCTGAGGTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATATCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATACTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAAAGTTTGGTAACTACGTGGGAGCTATGGACTACTGGGGTCAAG
GAACCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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F847C.4B10
(847.4B10)

344

GAGGTGCAGCTTGTTGAGACTGGGGGAGGCTTAGTGAAGCCTGGAGGGTCCCTGA
AACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAGCTATGCCATGTCTTGGGTTC
GCCAGACTCCAGAGAAGAGGCTGGAGTGGGTCGCATCCATTAGTAGTGGTGGTAG
CACCTACTATCCAGACAGTGTGAAGGGCCGATTCACCATCTCCAGAGATAATGCCA
GGAACATCCTGTACCTGCAAATGAGCAGTCTGAGGTCTGAGGACACGGCCATGTAT
TACTGTACAAGGTTTACTACGGTAGTAGAGATGGACTACTGGGGTCAAGGAACCTC
AGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTG
CAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACT
TCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCAC
ACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCAC
CGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAG
CCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTC
CTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCA
AGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTG
GATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGG
AGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCG
GGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACA
AGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAG
GCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGG
AGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCC
GACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCA
CACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTG
GACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGG
CTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

F849C.8D10
(849.8D10)

345

CAGGTCCAACTGCAGCAGACTGGTGCTGAGCTTGTGAAGCCTGGGGCCTCAGTGA
AGCTGTCCTGCAAGGCTTCTGGCTATACTTTCACCAGCTACTGGATAAACTGGGTG
AAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGAAACATTTATCCTGGTAGTA
GTAGTATTTACTACAGTGAGAAGTTCAAGAGTAAGGCCACACTGACTGTAGACAC
ATCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACATCTGACGACTCTGCGG
TCTATTATTGTGCAAGATGGGGCTACTGGGGCCAAGGCACCACTCTCACAGTCTCC
TCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGGAGCAC
ATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGAACCCG
TCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCCCCGCT
GTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCTAGCAG
CAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCAACACC
AAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGCCCTGC
TCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAGGACAC
CCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAGCCAGG
AAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCATAACGC
CAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGTCCGTG
CTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAAGGTGTC
CAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGGGCCAA
CCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGACCAAGA
ATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCGCTGTG
GAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCCCGTGC
TGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAATCCCGG
TGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCACAACC
ACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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F849C.8H3

346

CAGGTTACTCTGAAAGAGTCTGGCCCTGGGATATTGCAGCCCTCCCAGACCCTCAG
TCTGACTTGTTCTTTCTCTGGGTTTTCACTGAGCACTTTTGGTATGGGTGTAGGCTG
GATTCGTCAGCCTTCAGGGAAGGGTCTGGAGTGGCTGGCACACATTTGGTGGGATG
ATGATAAACACTATAACCCAGCCCTGAAGAGCCGGCTCACAATCTCCAAGGATAC
CTCCAAAAACCAGGTCTTCCTCAGGATCGCCAATGTGGACACTGCAGATAATGCCA
CATATTACTGTGCTCGAATCGACTATGGTGACTACGTCGGGTTTGCTTATTGGGGCC
AAGGGACTCTGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCT
CTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGT
GAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACAT
CCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGC
TCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGT
GGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGA
CCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGT
TTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGC
GTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGG
ACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACA
GCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGC
AAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGA
CCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCC
AGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGAT
TTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAA
CTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCA
GGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGT
GATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCG
GCTAGTAA

846.2B11

536

CAGGTCCAGCTACAGCAGTCTGGACCTGAGCTGGTGAGGCCTGGGGCTTTAGTGAA
GATTTCCTGCAAGGCTTCTGGTTACACCTTCACAAGCTACGATATAAACTGGGTGA
AGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGGAGATGG
TAGTACTAAATATAATGAGAAATTCAAGGGCAAGGCCACACTGACTGCAGACAAA
TCCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACTTCTGAGAACTCTGCAGT
CTATTTCTGTGCAAGAGAGGCGGCTTCTAATGCTATGGACTACTGGGGTCAAGGAA
CCTCAGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTC
CCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGAC
TACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGT
CCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGG
TCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCA
TAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCC
TGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCC
CCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTG
GTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAG
TGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTA
TCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGT
ACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCC
AAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGG
AGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCC
CTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAG
ACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGAC
CGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCAC
GAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTA
A
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846.4D5

537

GAAGTGAAGCTTGAGGAGTCTGGAGGAGGCTTGGTGCAACCTGGAGGATCCATGA
AACTCTCCTGTGTTGCCTCTGGATTCACTTTCAGTAACTACTGGATGAACTGGGTCC
GCCAGTCTCCAGAGAAGGGGCTTGAGTGGGTTGCTGAAATTAGATTGAAATCTAAT
AATTATGCAACACATTATGCGGAGTCTGTGAAAGGGAGGTTCACCATCTCAAGAG
ATGATTCCAAAAGTAGTGTCTACCTGCAAATGAACAACTTAAGAGCTGAAGACACT
GGCATTTATTACTGTACCAGGCACTACGGCTTTCCCTACTGGTACTTCGATGTCTGG
GGCGCAGGGACCACGGTCACCGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTT
TCCTCTCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTC
TCGTGAAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTG
ACATCCGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCT
GAGCTCCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGC
AACGTGGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGT
ATGGACCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCT
TCCTGTTTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTC
ACCTGCGTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTA
CGTGGACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTC
AACAGCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAA
CGGCAAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAG
AAGACCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCC
TCCCAGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAG
GGATTTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGA
ACAACTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTAC
AGCAGGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCT
CCGTGATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGC
CTCGGCTAGTAA

847.14H4

538

CAGATCCAGTTGGTGCAGTCTGGACCTGAACTGACGAAGCCTGGAGAGACAGTCA
AGATCTCCTGTAAGGCTTCTGGCTATACCTTCACAGACTATGGAATGAACTGGGTG
AGGCAGGCTCCAGGAGAGACTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATGCTGATGACTTCAAGGGGCGGTTTGCCTTCTCTTTGGAATCC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACGTGGCTAC
ATATTTCTGTGCAAGATACCCTATGGACTACTGGGGTCAAGGAACCTCAGTCACCG
TCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGG
AGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGA
ACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCC
CCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCT
AGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCA
ACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGC
CCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAG
GACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAG
CCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCAT
AACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGT
CCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAA
GGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGG
GCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGAC
CAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCG
CTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCC
CGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAAT
CCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCAC
AACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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539

CAGATCCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCAACACTG
GAGAGCCAACATATGCTGAAGAGTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACACGGCTAC
ATATTTCTGTGCAACCGGGGGGGGTAACTGGGACTTTGACTACTGGGGCCAAGGCA
CCACTCTCACAGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTC
CCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGAC
TACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGT
CCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGG
TCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCA
TAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCC
TGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCC
CCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTG
GTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAG
TGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTA
TCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGT
ACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCC
AAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGG
AGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCC
CTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAG
ACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGAC
CGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCAC
GAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTA
A

mIMTO001

540

CAGATCCAACTTGTGCAGTCAGGTCCAGAATTGAAGAAGCCTGGTGAGACCGTCA
AGATTTCCTGTAAGGCCTCTGGTTATACTTTTACCAACTATGGCATGAATTGGGTCA
AGCAGGCACCTGGGAAGGGTTTGAAATGGATGGGGTGGATAAATACCAACACAGG
GGAACCAACTTACGTTGAAGAGTTTAAGGGTCGTTTTGCATTCAGTCTTGAGACTT
CTGCAAGCACAGCTTACCTCCAAATTAACAATCTCAAAAATGAAGATACTGCTACA
TATTTCTGTGCTCCTTATGATAATTTTTTCGCCTACTGGGGACAGGGAACTCTGGTC
ACCGTCTCAGCAGCTAAGACTACTCCTCCCAGTGTCTACCCCCTGGCCCCCGTGTG
CGGCGACACAACAGGCTCCTCCGTGACACTGGGCTGCCTGGTGAAAGGCTACTTCC
CCGAGCCCGTGACACTGACATGGAACTCCGGCTCCCTGTCCTCCGGCGTGCACACA
TTCCCCGCCGTGCTGCAGTCCGACCTGTACACACTGTCCTCCTCCGTGACAGTGAC
ATCCTCCACATGGCCCTCCCAGTCCATCACATGCAACGTGGCCCACCCCGCCTCCT
CCACAAAAGTGGACAAAAAAATCGAGCCCAGGGGCCCCACAATCAAACCCTGCCC
CCCCTGCAAATGCCCCGCCCCCAACGCCGCCGGCGGCCCCTCCGTGTTCATCTTCC
CCCCCAAAATCAAAGACGTGCTGATGATCTCCCTGTCCCCCATCGTGACATGCGTG
GTGGTGGACGTGTCCGAGGACGACCCCGACGTGCAGATCTCCTGGTTCGTGAACAA
CGTGGAGGTGCACACAGCCCAGACACAGACACACAGGGAGGACTACAACTCCACA
CTGAGGGTGGTGTCCGCCCTGCCCATCCAGCACCAGGACTGGATGTCCGGCAAAG
AGTTCAAATGCAAAGTGAACAACAAAGACCTGGGCGCCCCCATCGAGAGGACAAT
CTCCAAACCCAAAGGCTCCGTGAGGGCCCCCCAGGTGTACGTGCTGCCCCCCCCCG
AGGAGGAGATGACAAAAAAACAGGTGACACTGACATGCATGGTGACAGACTTCAT
GCCCGAGGACATCTACGTGGAGTGGACAAACAACGGCAAAACAGAGCTGAACTAC
AAAAACACAGAGCCCGTGCTGGACTCCGACGGCTCCTACTTCATGTACTCCAAACT
GAGGGTGGAGAAAAAAAACTGGGTGGAGAGGAACTCCTACTCCTGCTCCGTGGTG
CACGAGGGCCTGCACAACCACCACACAACAAAATCCTTCTCCAGGACACCCGGCA
AATAGTAA
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4A11.2B5

541

CAGGTACAACTTCAGCAGAGCGGTCCAGAACTTGTGAAGCCCGGTGCTAGTGTCA
AAATATCTTGCAAAGCAAGTGGTTATTCCTTCACCAACTATTACATACACTGGGTA
AAACAACGTCCAGGGCAAGGACTCGAATGGATTGGTTGGATCTACCCCGGCAGCG
GCAACACTAACTACAACGAGAAGTTTAAAGGCAAAGCTACTCTCACAGCAGACAC
TTCTAGCAGTACAACAAATATGCAGTTGTCCTCTCTGACTTCCGAAGACAGCGCCG
TCTATTACTGTTCTACTGCACCCGGAGGTTTTGACGTCTGGGGTTCCGGCACCACAG
TTACCGTTAGTTCCGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

4A11.H1L1

542

CAGGTGCAGCTGGTGCAATCAGGAGCCGAAGTTAAGAAGCCTGGCGCCAGCGTCA
AGGTCTCATGTAAAGCCTCCGGTTACAGTTTCACCAACTACTATATGCACTGGGTT
AGGCAAGCACCAGGCCAGGGGCTTGAGTGGATGGGATGGATCTATCCAGGGAGCG
GTAACACCAATTACAATGAGAAGTTTCAAGGGCGCGTAACCATGACAGCAGATAC
CAGTATAAGCACCGCCTATATGGAACTCTCTCGGTTGAGATCCGATGATACCGCTG
TTTATTACTGCTCTACCGCACCTGGTGGTTTCGACGTTTGGGGCCAAGGTACTACAG
TGACCGTATCATCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGC
AGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTT
CCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACA
CATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACC
GTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGC
CCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCT
CCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAG
CCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGA
TGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAG
GTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGG
TCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAG
TGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGC
TAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAG
ATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGA
CATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACA
CCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGA
CAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCT
CTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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CAGGTGCAACTGGTCCAGTCTGGGGCCGAGGTCAAAAAGCCTGGAGCCTCCGTCA
AAGTGTCATGTAAAGCCTCAGGGTATAGTTTCACCAACTACTATATACATTGGGTC
AGACAAGCCCCAGGCCAGCGTCTTGAGTGGATGGGATGGATTTATCCCGGATCAG
GGAATACAAACTATAACGAGAAATTTCAAGGCAGAGTTACTCTCACTGCCGATACC
TCTGCAAGTACTACCTATATGGAGCTCTCCAGTCTCAGAAGCGAAGACACAGCAGT
ATATTACTGTAGCACCGCCCCAGGCGGGTTTGACGTGTGGGGCCAAGGCACTACTG
TAACCGTTAGCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGC
AGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTT
CCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACA
CATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACC
GTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGC
CCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCT
CCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAG
CCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGA
TGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAG
GTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGG
TCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAG
TGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGC
TAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAG
ATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGA
CATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACA
CCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGA
CAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCT
CTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

4G2.2G6

544

CAAATACAGCTCGTGCAGTCTGGTCCCGATTTGAAGAAGCCTGGAGAAACCGTAA
AGATAAGCTGTAAGGCTAGTGGTTACACTTTCACAACATACGTTATGTCATGGGTT
AAACAGGCTCCTGGAAAAGACCTTAAATGGATGGGATGGATTAACACCCATAGCG
GTGTCCCAACTTACGCTGACGATTTTAAGGGACGATTTGACTTTTCTCTCGAAACTT
CTGCCAACACAGCTTTTTTGCAGATCAACAATCTCAAGAATGAAGACACCGCAACC
TATTTCTGCACTCGAGATGGGAACGACGGGGATGCAATGGATAACTGGGGACAAG
GCACATCAGTTACCGTGAGCTCTGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTC
GCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAA
GGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCG
GCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCC
GTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGG
ACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACC
CCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTT
CCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGT
CGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGAC
GGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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6B3.2D3

545

CAGGTGCAGCTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCTGT
CCATCACCTGCACAGTCTCTGGTTTCTCATTAACTAGTTATGGTGTACACTGGGTTC
GCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGGAGTGATATGGAGTGGTGGAAG
CACAGACTATAATGCTGCTTTCATATCCAGACTGAGCATCAGTAAGGACAACTCCA
AGAGCCAAGTTTTCTTTAAAATGAACAGTCTGCAAGCTGATGACACTGCCATATAC
TACTGTGCCAAAGGGCCTTATGATTACGACTTAGGCTGGTTTGCTTACTGGGGCCA
AGGGACTCTGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTC
TCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTG
AAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATC
CGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCT
CCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGT
GGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGA
CCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGT
TTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGC
GTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGG
ACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACA
GCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGC
AAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGA
CCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCC
AGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGAT
TTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAA
CTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCA
GGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGT
GATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCG
GCTAGTAA

6H6.2D6

546

CAGATCCAGCTGGTGCAGTCCGGCCCCGAGCTGAAGAAGCCCGGCGAGACTGTGA
AGATCTCCTGCAAGGCCTCCGGCTACACCTTCACCACCTACGGCATGTCCTGGGTG
AAGCAGGCCCCCGGCAAGGGCCTGAAGTGGATGGCCTGGATCAACACCTACTCCG
GCGTGCCCACCTACGCCGACGACTTCAAGGGCAGGTTCGCCTTCTCCCTGGAGACT
TCCGCCTCCACCGCCTACCTGCAGATCAACAACCTGACCAACGAGGACACCGCCAC
CTACTTCTGCGCCAGGGGCCCCTACGCCATGGACTACTGGGGCCAGGGCACCTCCG
TGACCGTGTCCTCCGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCA
GCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTC
CCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACAC
ATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCG
TGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCC
CTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTC
CTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGC
CCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGAT
GTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGG
TGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGT
CGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGT
GCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCT
AAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGA
TGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGAC
ATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACAC
CCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGAC
AAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTC
TCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

FIG. 39 cont.




WO 2021/146218

PCT/US2021/013136

126/185

Antibody

SEQ
ID
NO:
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9H2.2H10

547

CAGGTCCAGCTGCAGCAGCCTGGGGCTGAACTGGTGGGGCCTGGGTCTTCAGTGA
AGCTGTCCTGCAAGGCTTCTGGCTACACCTTCACCAACTACTGGATACATTGGGTG
AAGCAGAGGCCTCTACAAGGCCTTGAATGGATTGGTAACATTGACCCTTCTGATAG
TGAAACTCACTACAATCAAAAGTTCAAGGACAAGGCCACATTGACTGTAGACAAA
TCCTCCAGCACAGCCTACATGCAACTCAGCAGCCTGACATCTGAGGACTCTGCGGT
CTATTACTGTGCAAGACATGGTTACTACGACTACTGGGGCCAAGGCACCACTCTCA
CAGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGC
CGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCC
TGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACAT
TCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTG
CCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCT
CCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCT
TGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCC
AAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGT
CAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTG
CATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCG
TGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGC
AAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAA
GGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATG
ACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACAT
CGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCC
CCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAA
ATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCC
ACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

13G4.2F8

548

CAGGTCCAGCTGCAGCAGCCTGGGGCTGAGCTGGTAAAGCCTGGGGCTTCAGTGA
AGTTGTCCTGCAAGGCTTCTGGCTACACTTTCACCAGCTACTGGATGCACTGGGTG
AAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGAATGATTCATCCTAACAGTG
GTAGTACTGACTACAATGAGAAGTTCAAGAACAAGGCCACACTGAATGTAGACAA
ATCCTCCAGTACAGCCTACATACAACTCAGCAGCCTGACATCTGAGGACTCTGCGG
TCTATTACTGTACAAGATGGGGGATTTATTACTACGCGAGGGACTACTGGGGCCAA
GGCACCACTCTCACAGTCTCCTCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCT
CGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGA
AGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCC
GGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTC
CGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTG
GACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGAC
CCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTT
TCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCG
TCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGA
CGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGC
ACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAA
GGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACC
ATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAG
CCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTT
TACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACT
ACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGG
CTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGA
TGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGC
TAGTAA
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13H12.2F8

549

CAGATCCAGCTGGTCCAATCAGGACCCGAACTGAAAAAACCAGGCGAGACAGTCA
AAATCAGCTGTAAGGCCTCAGGCTACACTTTCACAACCTACGGGATGTCATGGGTA
AAGCAAGCTCCTGGCAAGGGGCTGAAATGGATGGGTTGGATCAACACATACTCTG
GAGTGCCCACCTACGCTGACGACTTTAAGGGTAGATTCGCATTTAGCCTGGAAACA
AGTGCCAGTACAGCCTACCTCCAGATAAACAACTTGAAAAACGAGGATACCGCAA
CCTATTTTTGCGCCGTCCCCTACGAGTACGACGGTGCCTATTGGGGTCAGGGTACA
CTCGTAACAGTTTCCGCCGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCC
TGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTA
CTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCC
ACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTC
ACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATA
AGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTG
TCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCC
AAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGT
GGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTG
GAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATC
GGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTAC
AAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAA
GGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAG
GAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTC
CGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACC
ACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGT
GGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAG
GCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

15G7.2A7

550

GAGGTCCAGCTGCAACAATCTGGACCTGAGCTGGTGAAGCCTGGGGCTTCAGTGA
AGATATCCTGTAAGGCTTCTGGATACACGTTCACTGACTACTACATGAACTGGGTG
AAGCAGAGCCATGGAAAGAGCCTTGAGTGGATTGGAGATATTAATCCTAACAATG
GTGGTACTAACTACAACCAGAAGTTCAAGGGCAAGGCCACATTGACTGTAGACAA
GTCCTCCAGCACAGCCTACATGGAGCTCCGCAGCCTGACATCTGAGGACTCTGCAG
TCTATTACTGCACCTCAGGCTACGGGTTTCCTTACTGGGGCCAGGGGACTCTGGTC
ACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAG
CCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCC
CTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACA
TTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGT
GCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCC
TCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCC
TTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCC
CAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATG
TCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGT
GCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTC
GTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTG
CAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTA
AGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGAT
GACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACA
TCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACC
CCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACA
AATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTC
CACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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19D9.2E5

551

CAGATCCAGTTGGTACAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGATATACCTTCACAACCTATGGAATGGGCTGGGTG
AAACAGGCTCCAGGAAAGGGTTTGAAGTGGATGGGCTGGATAAACACCTACTCTG
GCGTGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTCTCTTTGGAAACC
TCTACCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAACCCCTTATGAATACGACGGGGCTTACTGGGGCCAAGGGACTC
TGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCT
GCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTA
CTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCC
ACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTC
ACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGTGGACCATA
AGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTG
TCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCC
AAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGT
GGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTG
GAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATC
GGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTAC
AAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAA
GGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAG
GAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTC
CGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACC
ACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGT
GGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAG
GCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA

23B10.2B12

552

CAGGTCCAGCTGCAGCAGTCTGGACCTGAACTGGTGAAGCCTGGGGATTCTGTGAA
GATATCCTGCAAGGCTGCTGGCTACACCTTCAGTGACTATTATATAAACTGGGTGA
AGCAGAGGCCTGGACAGGGACTTGAGTGGATTGGATGGATTTATCCTGTAAGCGTT
AATACTAAGTACAATGAGAAGTTCAAGGGCAAGGCCACATTGACTGTAGACACAT
CCTCCAGCACAGCCTACATGCAGCTCAGCAGCCTGACCTCTGAGGACTCTGGGGTC
TATTTCTGTGCCTACCTTGATTATTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA
GCTAGCACCAAGGGCCCCAGCGTGTTTCCTCTCGCTCCCTGCAGCCGGAGCACATC
CGAGAGCACCGCTGCTCTGGGCTGTCTCGTGAAGGACTACTTCCCTGAACCCGTCA
CCGTCAGCTGGAATAGCGGCGCCCTGACATCCGGCGTCCACACATTCCCCGCTGTC
CTGCAGAGCAGCGGCCTGTACAGCCTGAGCTCCGTGGTCACCGTGCCTAGCAGCAG
CCTGGGAACAAAGACCTACACCTGCAACGTGGACCATAAGCCCTCCAACACCAAG
GTGGACAAGCGGGTGGAATCCAAGTATGGACCCCCCTGTCCTCCTTGCCCTGCTCC
TGAATTTCTCGGAGGCCCCTCCGTCTTCCTGTTTCCCCCCAAGCCCAAGGACACCCT
GATGATCTCCCGGACACCCGAAGTCACCTGCGTCGTGGTGGATGTCAGCCAGGAA
GATCCCGAGGTGCAGTTCAACTGGTACGTGGACGGAGTGGAGGTGCATAACGCCA
AAACCAAGCCCAGGGAAGAGCAGTTCAACAGCACCTATCGGGTCGTGTCCGTGCT
CACCGTCCTGCATCAGGATTGGCTCAACGGCAAGGAGTACAAGTGCAAGGTGTCC
AACAAGGGCCTGCCCTCCTCCATCGAGAAGACCATCTCCAAGGCTAAGGGCCAAC
CTCGGGAGCCCCAAGTGTATACCCTCCCTCCCAGCCAGGAGGAGATGACCAAGAA
TCAAGTGAGCCTGACCTGCCTCGTGAAGGGATTTTACCCCTCCGACATCGCTGTGG
AATGGGAAAGCAATGGCCAACCTGAGAACAACTACAAGACCACACCCCCCGTGCT
GGACTCCGATGGCTCCTTCTTCCTGTACAGCAGGCTGACCGTGGACAAATCCCGGT
GGCAAGAGGGAAACGTGTTCAGCTGCTCCGTGATGCACGAGGCTCTCCACAACCA
CTACACCCAGAAGAGCCTCTCCCTGAGCCTCGGCTAGTAA
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24D12.2H9

553

CAGGTGCAGCTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCTGT
CCATCACCTGCACAGTCTCTGGTTTCTCATTAACTAGCTATGGTGTACACTGGGTTC
GCCAGGCTCCAGGAAAGGGTCTGGAATGGCTGGGAGTGATATGGAGTGGTGGAAG
CACAGACTATAATGCTGCTTTCATGTCCAGACTGAGCATCAGCAAGGACAACTCCA
AGAGCCAAGTTTTCTTTAAAATGAACAGTCTGCAAGCTGATGACACTGCCATATAC
TACTGTGCCAAAAGCCCTGATGGTTACGACGTCGCCTGGTTTGGTTACTGGGGCCA
AGGGACTCTGGTCACTGTCTCTGCAGCTAGCACCAAGGGCCCCAGCGTGTTTCCTC
TCGCTCCCTGCAGCCGGAGCACATCCGAGAGCACCGCTGCTCTGGGCTGTCTCGTG
AAGGACTACTTCCCTGAACCCGTCACCGTCAGCTGGAATAGCGGCGCCCTGACATC
CGGCGTCCACACATTCCCCGCTGTCCTGCAGAGCAGCGGCCTGTACAGCCTGAGCT
CCGTGGTCACCGTGCCTAGCAGCAGCCTGGGAACAAAGACCTACACCTGCAACGT
GGACCATAAGCCCTCCAACACCAAGGTGGACAAGCGGGTGGAATCCAAGTATGGA
CCCCCCTGTCCTCCTTGCCCTGCTCCTGAATTTCTCGGAGGCCCCTCCGTCTTCCTGT
TTCCCCCCAAGCCCAAGGACACCCTGATGATCTCCCGGACACCCGAAGTCACCTGC
GTCGTGGTGGATGTCAGCCAGGAAGATCCCGAGGTGCAGTTCAACTGGTACGTGG
ACGGAGTGGAGGTGCATAACGCCAAAACCAAGCCCAGGGAAGAGCAGTTCAACA
GCACCTATCGGGTCGTGTCCGTGCTCACCGTCCTGCATCAGGATTGGCTCAACGGC
AAGGAGTACAAGTGCAAGGTGTCCAACAAGGGCCTGCCCTCCTCCATCGAGAAGA
CCATCTCCAAGGCTAAGGGCCAACCTCGGGAGCCCCAAGTGTATACCCTCCCTCCC
AGCCAGGAGGAGATGACCAAGAATCAAGTGAGCCTGACCTGCCTCGTGAAGGGAT
TTTACCCCTCCGACATCGCTGTGGAATGGGAAAGCAATGGCCAACCTGAGAACAA
CTACAAGACCACACCCCCCGTGCTGGACTCCGATGGCTCCTTCTTCCTGTACAGCA
GGCTGACCGTGGACAAATCCCGGTGGCAAGAGGGAAACGTGTTCAGCTGCTCCGT
GATGCACGAGGCTCTCCACAACCACTACACCCAGAAGAGCCTCTCCCTGAGCCTCG
GCTAGTAA
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TBOO1
(IMT001-4)

347

GACATCGTGCTGACCCAGTCTCCACTGAGCCTGCCTGTTACACCTGGCGAGCCAGC
CTCCATCTCCTGCAGATCCTCTAAGTCCCTGCTGTACAAGGACGGCAAGACCTACC
TGAACTGGTTCCTGCAGAAGCCCGGCCAGTCTCCTCAGCTCCTGATCTACCTGATG
AGCACCCATGCCTCTGGCGTGCCCGATAGATTTTCCGGCTCTGGCTCTGGCACCGA
CTTCACCCTGAAGATCTCCAGAGTGGAAGCCGAGGACGTGGGCGTGTACTACTGTC
AGCAGCTGGTGGACTACCCTCTGACCTTTGGCGGCGGAACAAAGCTGGAAATCAA
GCGGACAGTGGCCGCTCCTTCCGTGTTCATCTTCCCACCTTCCGACGAGCAGCTGA
AGTCCGGCACAGCTTCTGTCGTGTGCCTGCTGAACAACTTCTACCCTCGGGAAGCC
AAGGTGCAGTGGAAGGTGGACAATGCCCTGCAGTCCGGCAACTCCCAAGAGTCTG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGTCCTCCACACTGACCCTG
TCCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAAGTGACCCATCAGG
GCCTGTCTAGCCCTGTGACCAAGTCTTTCAACCGGGGCGAGTGCTGATGA

TB0O06
(4A11.H3L1)

348

GATATAGTGATGACCCAAACACCTTTGTCCCTGTCAGTCACCCCAGGCCAACCCGC
ATCTATCTCATGCAAATCCTCAAAAAGTCTTTTGCACTCTGACGGGATAACATATCT
CTACTGGTATCTTCAAAAACCTGGTCAGTCCCCCCAGCTCTTGATCTATAGAATGA
GTAACCTTGCCTCTGGTGTCCCCGACCGGTTTAGTGGAAGCGGGTCTGGGACCGAC
TTCACCCTCAAGATTAGTCGCGTCGAAGCCGAAGATGTGGGAGTGTATTACTGTGC
CCAGATGCTCGAATTTCCCCTGACATTTGGTCAAGGAACTAAATTGGAGATTAAGC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

12G5.D7

349

GACATCCTGATGACCCAATCTCCATCCTCCATGTCTGTATCTCTGGGAGACACAGT
CAGCATCACTTGCCATGCAAGTCAGGGCATTAACTCTAATATGGGGTGGTTGCAGC
AGAAACCAGGGAAATCATTTAAGGGCCTGATCTATCATGCAACCAACTTGGAAGA
TGGAGTTCCATCAAGGTTCAGTGGCAGTGGATCTGGAGCAGATTATTCTCTCACCA
TCAGCAGCCTGGAATCTGAAGATTTTGCAGACTATTACTGTGTACAGTATGCTCAG
TTTCCTCCTACGTTCGGATCGGGGACCAAGCTGGAAATAAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

13A12.2E5

350

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTGCCATTGGACAACCAGC
TTCCATCTCTTGCAAGTCGAGTCAGAGCCTCTTATATACTAATGGAAAAACCTATTT
GAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGCTGT
CTAAATTGGACTCTGGAGTCCCTGACAGGTTCAGTGCCAGTGGATCAGGGACAGAT
TTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACTGCTT
GCAGAGTACACATTTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGATGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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14H10.2C9
(14H10)

351

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCCATCTCTTGCAAGTCAAGTCAGAGCCTCTTCGATAGTGATGGAAAGACATATT
TGAATTGGTTGTTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGTG
TCTAAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACAGA
TTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTATTGCT
GGCAAGGTACACATTTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAAATGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

15F10.2D6
(15F10)

352

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGCC
TCCATCTCTTGCAGATCTAGTCAGAGCATTGTACATAATAATGGAAACACCTATTT
AGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAACTCCTGATCTACAAAGTTT
CCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACAGAT
TTCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACTGCTT
TCAAGGTTCACATGTTCCGCTCACGTTCGGTGGTGGGACCAAGTTGGAGCTGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

19B5.2E6
(19B5)

353

GATATACAAATGACTCAAACTACCTCTTCTCTTTCCGCATCTTTGGGTGATCGGGTC
ACTATATCCTGCTCCGCCTCTCAAGGCATAAACAATTACCTGAATTGGTATCAGCA
AAAACCAGACGGAACTGTAAAATTGCTTATCTACTACGCTTCAAGTCTGCATAGTG
GGGTTCCCAGCAGATTTTCCGGTTCCGGGTCCGGCACTGATTATTCTCTCACAATTA
GTAACCTGGAACCTGAGGACATTGCAACTTATTACTGTCAACAATACAGTCAGGTA
CCTTACACTTTCGGATCAGGAACAAAGTTGGAAATCAAGAGGACCGTGGCCGCCC
CCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAGC
GTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAGGT
GGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACTCC
AAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTACG
AGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCCGT
GACCAAGAGCTTCAACCGGGGCGAGTGCTAA

20D11.2C6
(20D11)

354

GACATCCAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTCGGAGACACAAT
TACCATCACTTGCCGTGCCAGTCAGAACATTTATATTTGGTTAAGTTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTCTTGATCTATAAGGCTTCCAACTTGCACACA
GGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGATTTCACATTAACCAT
CAGCACTCTGCAGCCTGAAGACATTGCCACTTACTTCTGTCTCCAGGGTCAAAGTT
ATCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGATGAAACGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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20H5.A3
(20HS)

355

GATATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGAGT
CACCATCAATTGCAGTGCAAGTCAGGACATTAGCAATTATTTAAACTGGTATCAGC
AGAAACCAGATGGAACTGTTAAACTCCTGATCTATTACACATCAAGTTTACTCTCA
GGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCACCAT
CAGCAACCTGGAACCTGAAGATATTGCCACTTACTTTTGTCAGCAATATAGTAAGC
TTCCCTATACGTTCGGATCGGGGACCCACCTGGAAATAAAACGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

23H9.2E4
(23H9)

356

GATATCCAGATGACACAGACTACATCCTCCCTGTCTGCCTCTCTGGGAGACAGAGT
CACCATCAGTTGCAGTGCAAGTCAGGGCATTAACAATTATTTAAACTGGTATCAGC
AGAAACCAGATGGAACTGTTAAACTCCTGATCTATTACGCATCAAGTTTACACTCA
GGAGTCCCATCAAGGTTCAGTGGCAGTGGGTCTGGGACAGATTATTCTCTCACCAT
CAGCAACCTGGAACCTGAAGATATTGCCACTTACTATTGTCAGCAGTATAGTCAGG
TTCCGTATACGTTCGGATCGGGGACCAAGTTGGAAATAAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

2D10.2B2
(2D10)

357

GACATAGTAATGACACAGGCCGCATTTAGCAATCCAGTAACCTTGGGCACATCCGC
CTCCATATCTTGCAGGTCATCCAAAAGCTTGCTGCACTCTGACGGTATTACTTACCT
GTACTGGTATTTGCAGCGACCTGGGCAATCCCCTCAACTCCTGATTTACCGCATGA
GCAACCTGGCCTCAGGGGTGCCTGACCGCTTTTCAGGATCAGGGAGCGGCACTGAC
TTCACCTTGCGAATCAGCAGAGTAGAAGCAGAGGATGTTGGAGTTTACTACTGTGC
CCAGATGATCGAATTTCCACTTACTTTTGGGGCCGGGACCATTCTGGAGCTTAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

3B11.2G2
(3B11)

358

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTGCCATTGGACAACCAGC
TTCCATCTCTTGCAAGTCGAGTCAGAGCCTCTTATATACTAATGGAAAAACCTATTT
GAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAACGCCTAATCTATCTGGTGT
CTAAATTGGACTCTGGAGTCCCTGACAGGTTCAGTGGCAGTGGATCAGGGACAGAT
TTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACTGCTT
GCAGAGTACACATTTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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7D8.2D8
(7D8)

359

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGCC
TCCATCTCTTGCAGATCTAGTCAGAGCATTGTACATAGTAATGGAAACACCTATTT
AGAATGGTACCTGCAGAAACCAGGCCAGTCTCCAAAGCTCCTGATCTACAAAGTTT
CCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACAGAT
TTCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACTGCTT
TCAAGGTTCACATGTTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846C.1B2

360

AACATTTGGTTGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAATGGT
CACTATGACCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAACT
ACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTACTGG
GCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGAC
AGACTTTTCTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCAGTTTATTACT
GTCATCAATATCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846C.1F5
(846.1F5)

361

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGGT
CACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAACT
ACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTACTGG
GCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGAC
AGATTTTACTCTITACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTATTACT
GTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846C.1H12
(846.1H12)

362

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGACAAAAGGT
CACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAGTCAGAAGAACT
ACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTTCTGATCTACTGG
GCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCTCAGGCAGTGGATCTGGGAC
AGATTTTACTCTTACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTATTACT
GTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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PCT/US2021/013136

134/185

LC nucleic acid sequence

GATGTTGTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGC
CTCCATCTCTTGCAGATCTAGTCAGAGCCTTGTACACAATAGTGGAAACACCTATT
TACATTGGTACCTGCAGAGGCCAGGCCAGTCTCCAAACCTCCTGATCTACAAAGTT
TCCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGGCAGTGGATCAGGGACAGA
TTTCACACTCAAGATCAGCAGAGTGGCGGCTGAGGATCTGGGAGTTTATTTCTGCT
CTCAAAGTACACATGTTCCTCCGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAAGGA

WO 2021/146218
SEQ
Antibody ID
NO:
F846C.1H5
(846.1H5) 363
F846C.2H3
(846.2H3) 364

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGGT
CACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAACT
ACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTACTGG
GCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGAC
AGATTTTACTCTTACCATCAGCAGTGTACAACCTGAAGACCTGGCAGTTTATTACT
GTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846TC.14A2
(846T.14A2)

365

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCAC
ACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGGG
TCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTATCAATAACCGA
GTTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCAGCCCT
CACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTATGGT
ATAGCAACCATTGGGTGTTCGGTGGAGGAACCAAACTGACTGTCCTACGGACCGTG
GCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCAC
CGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGT
GGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGC
AGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGC
CGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCT
AGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846TC.14E4
(846T.14E4)

366

GATATTGTGATGACGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACATCAGC
TTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTACATACTAATGGCATCACTTTTTT
GTATTGGTATCTGCAGAAGCCAGGCCAGTCTCCTCAGCCCCTGATTTATCAGATGT
CCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTAGCAGTGGGTCAGGAACTGAT
TTCACACTGAGAATCAGCAGAGTGGAGGCTGAGGATGTGGGTGTTTATTACTGTGC
TCAAAATCTAGAACTTCCTTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAATC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

FIG. 40 cont.




WO 2021/146218 PCT/US2021/013136
135/185
SEQ
Antibody ID LC nucleic acid sequence
NO:

F846TC.16B5
(846T.16B5)

367

AACATTATGATGACACAGTCGCCATCATCTCTGGCTGTGTCTGCAGGAGAAAAGGT
CACTATGAGCTGTAAGTCCAGTCAAAGTGTTTTATACAGTTCAAATCAGAAGAACT
ACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTACTGATCTACTGG
GCATCCACTAGGGAATCTGGTGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGAC
AGATTTTACTCTTACCATCAGCAGTGTACAAGCTGAAGACCTGGCAGTTTATTACT
GTCATCAATACCTCTCCTCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA
CGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAA
GTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCA
AGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCG
TGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCT
GAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAG
GGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F846TC.7F10
(846T.7F10)

368

GACATTGTGATGACACAGTCTCCATCCTCCCTGGCTATGTCAGTAGGACAGAAGGT
CACTATGAGCTGCAAGTCCAGTCAGAGCCTTTTAAATAGTAGCAATCAAAAGAACT
ATTTGGCCTGGTACCAGCAGAAACCAGGACAGTCTCCTAAACTTCTGGTATACTTT
GCATCCACTAGGGAATCTGGGGTCCCTGATCGCTTCATAGGCAGTGGATCTGGGAC
AGATTTCACTCTTACCATCAGCAGTGTGCAGGCTGAAGACCTGGCAGATTACTTCT
GTCAGCAACATTATAGCACTCCGTACACGTTCGGAGGGGGGGCCAAGCTGGAAAT
AAAACGGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGC
TGAAGTCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAG
GCCAAGGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAG
AGCGTGACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGA
CCCTGAGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCA
CCAGGGACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F847C.10B9
(847.10B9)

369

GACATCCGGATGACTCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAAT
TACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACACA
GGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAACCAT
CAGCAGCCTGCAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAAAGTT
ATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F847C.11B1
(847.11B1)

370

GAAATTGTGTTGACCCAGTCTCCAGCATCCCTGTCCGTGACTACAGGAGAAAAAGT
CACTATCAGATGCATAACCAGCATTGATATTGATGATGATATGAACTGGTACCAGC
AGAAGCCAGGGGAACCTCCTAAGCTCCTTATTTCAGAAGGCAATACTCTTCGTCCT
GGAGTCCCATCCCGATTCTCCAGCAGTGGCTATGGCACAGATTTTGTTTTTACAATT
GAAAACACGCTCTCAGAAGATGTTGCAGATTACTACTGTTTGCAAAGTGATAACAA
GCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAACGGACCGTGGCCGCCC
CCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAGC
GTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAGGT
GGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACTCC
AAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTACG
AGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCCGT
GACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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F847C.12F12
(847.12F12)

371

GACATCCAGGTGATTCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAAT
TACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACACA
GGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAACCAT
CAGCAGCCTGCAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAAAGTT
ATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F847C.26F5
(847.26F5)

372

GAAATTAAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTTGGAGACACAAT
TACCATCACTTGCCATGCCAGTCAGAACATTAATGTTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTAAACTATTGATCTATAAGGCTTCCAACTTGCACACA
GGCGTCCCATCAAGGTTTAGTGGCAGTGGATCTGGAACAGGTTTCACATTAACCAT
CAGCAGCCTACAGCCTGAAGACATTGCCACTTACTACTGTCAACAGGGTCAAAGTT
ATCCGTACACGTTCGGAGGGGGGACCAAGCTGGAGCTGAAAAGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAAG

F847C.4B10
(847.4B10)

373

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCAC
ACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGGG
TCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTACCAACAACCGA
GCTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCTGCCCT
CACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTATGGT
ACAGCAACCATTTAGTGTTCGGTGGAGGAACCAAACTGACTGTCCTAAGGACCGTG
GCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCAC
CGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGT
GGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGC
AGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGC
CGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCT
AGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

F849C.8D10
(849.8D10)

374

GATGTTTTGATGACCCAAACTCCACTCTCCCTGCCTGTCAGTCTTGGAGATCAAGCC
TCCATCTCTTGCAGATCTAGTCAGGACATTGTGCATAGTAGTGGAAACACCTATTT
AGAATGGTACCTGCAGAAACCAGGCCAGTCTCTAAAGCTCCTGATTTACAAAGTTT
CCAACCGATTTTCTGGGGTCCCAGACAGGTTCAGTGCCAGTGGATCAGGGACAGAT
TTCACACTCAAGATCAGCAGAGTGGAGGCTGAGGATCTGGGAGTTTATTACTGCTT
TCAAGGTTCACATGTTCCTCCCACGTTCGGCTCGGGGACAAAGTTGGAAATAAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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F849C.8H3

375

GATATTGGGATGAGGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACATCAGC
TTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTATATAGTAATGGCATCACTTATTT
GTATTGGTTTCTCCAGAAGCCAGGCCAGTCTCCTCAGCTCCTGATTTATCAGATGTC
CAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTAGCAGTGGGTCAGGAACTGATT
TCACACTGAGAATCAGCAGAGTGGAGGCTGACGATGTGGGTGTTTATTACTGTGCT
CAAAATCTAGAACTTCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

846.2B11

554

GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGGTGTTTCTCTGGGGCAGAGGGC
CACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATGC
ACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCATCC
ATCCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGACTT
CACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAATCTATTACTGTCAGC
ACAGTAGGGAGCTTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAACG
GACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGT
CTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAG
GTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTG
ACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGA
GCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGG
ACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

846.4D5

555

AACATTGTGCTGACCCAATCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGGGC
CACCATATCCTGCAGAGCCAGTGAAAGTGTTGATAGTTATGGCAATAGTTTTATGC
ACTGGTACCAGCAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCATCC
AACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTAGGACAGACTT
CACCCTCACCATTGATCCTGTGGAGGCTGATGATGCTGCAACCTATTACTGTCAGC
AAAATAATGAGGATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACG
GACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGT
CTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAG
GTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTG
ACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGA
GCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGG
ACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

847.14H4

556

CAGGCTGTTGTGACTCAGGAATCTGCACTCACCACATCACCTGGTGAAACAGTCAC
ACTCACTTGTCGCTCAAGTACTGGGGCTGTTACAACTAGTAACTATGCCAACTGGG
TCCAAGAAAAACCAGATCATTTATTCACTGGTCTAATAGGTGGTACCAACAACCGA
GCTCCAGGTGTTCCTGCCAGATTCTCAGGCTCCCTGATTGGAGACAAGGCTGCCCT
CACCATCACAGGGGCACAGACTGAGGATGAGGCAATATATTTCTGTGCTCTATGGT
ACAGCAACCATTTAGTGTTCGGTGGAGGAACCAAACTGACTGTCCTAAGGACCGTG
GCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCAC
CGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGT
GGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGC
AGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGC
CGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCT
AGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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138/185

LC nucleic acid sequence

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCTATCTCTTGCAAGTCAAGTCAGAGTCTCTTATATAGTAATGGAAAAACCTATTT
GAATTGGTTATTACAGAGGCCAGGCCAGTCTCCAAAGCGCCTAATCTATCTGGTGT
CTAAACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGAACAGAT
TTTACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTACTGCGT
GCAAGGTACACATTTTCCTCAGACGTTCGGTGGAGGCACCAAGCTGGAAATAAAAa
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

GATATTGTTATTACTCAGGATGAGCTTAGTAATCCTGTCACTAGCGGGGAAAGTGT
TAGTATCAGTTGTCGTTCATCCAAGTCACTCCTCTACAAAGACGGCAAGACTTATC
TCAACTGGTTTCTTCAACGACCCGGTCAATCTCCACAGCTCCTGATTTACCTGATGT
CAACTCACGCTTCTGGTGTTAGCGACCGTTTCTCCGGAAGTGGCTCCGGGACAGAC
TTCACTCTTGAAATCTCACGTGTAAAAGCAGAGGACGTAGGTGTCTATTATTGTCA
ACAGCTTGTGGACTACCCCTTGACCTTTGGCGCTGGCACAAAGCTGGAACTGAAGC
GTGCTGATGTTGCCCCTACTGTGTCCATCTTCCCCCCCTCCTCCGAGCAGCTGACAT
CCGGCGGCGCCTCCGTGGTGTGCTTCCTGAACAACTTCTACCCCAAAGACATCAAC
GTGAAATGGAAAATCGACGGCTCCGAGAGGCAGAACGGCGTGCTGAACTCCTGGA
CAGACCAGGACTCCAAAGACTCCACATACTCCATGTCCTCCACACTGACACTGACA
AAAGACGAGTACGAGAGGCACAACTCCTACACATGCGAGGCCACACACAAAACAT
CCACATCCCCCATCGTGAAATCCTTCAACAGGAACGAGTGCTAATAA

GACATTGTGATGACTCAGGCAGCCTTTTCCAACCCTGTAACACTTGGAACTAGTGC
CTCCATCTCATGCCGTTCCAGCAAGAGTCTTTTGCACAGCGATGGGATAACCTATC
TCTATTGGTATCTGCAACGACCCGGTCAGTCACCCCAACTTCTTATCTATCGAATGT
CTAACTTGGCCTCCGGCGTGCCCGACCGCTTTTCCGGGAGTGGGAGCGGTACAGAT
TTCACCTTGCGAATTTCCCGGGTTGAGGCAGAGGACGTAGGTGTCTACTATTGTGC
TCAGATGCTTGAGTTTCCTCTCACTTTCGGAGCCGGCACCAAACTGGAACTGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

WO 2021/146218
SEQ

Antibody ID
NO:

846T.1H2 557
mIMTO001 558
4A11.2B5 559
4A11.HILI 560

GATATAGTGATGACCCAAACACCTTTGTCCCTGTCAGTCACCCCAGGCCAACCCGC
ATCTATCTCATGCAAATCCTCAAAAAGTCTTTTGCACTCTGACGGGATAACATATCT
CTACTGGTATCTTCAAAAACCTGGTCAGTCCCCCCAGCTCTTGATCTATAGAATGA
GTAACCTTGCCTCTGGTGTCCCCGACCGGTTTAGTGGAAGCGGGTCTGGGACCGAC
TTCACCCTCAAGATTAGTCGCGTCGAAGCCGAAGATGTGGGAGTGTATTACTGTGC
CCAGATGCTCGAATTTCCCCTGACATTTGGTCAAGGAACTAAATTGGAGATTAAGC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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139/185

LC nucleic acid sequence

GATATTGTAATGACCCAAAGCCCCCTGTCCTTGCCTGTTACCCCAGGTGAGCCTGC
CAGCATATCTTGCCGATCCAGTAAATCTCTGCTTCATAGCGATGGCATCACCTATTT
GTATTGGTATTTGCAGAAGCCCGGCCAGAGCCCCCAGTTGCTGATCTACAGAATGT
CCAACCTTGCTAGTGGAGTGCCCGACCGGTTTAGCGGTTCAGGCTCAGGGACTGAT
TTCACTCTTAAAATCAGTAGGGTAGAGGCCGAAGACGTTGGTGTATATTATTGTGC
TCAGATGTTGGAGTTTCCACTCACATTTGGACAAGGTACAAAGCTGGAAATTAAGC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

GATGTCGTAATGACTCAAACCCCCCTGACCCTTAGTGTTACTATAGGCCAGCCCGC
AAGCATCTCCTGCAAATCCTCCCAGTCTCTTCTTTATACTGATGGCAAAACCTACTT
GTCCTGGTTTTTGCAGCGCCCAGGTCAAAGTCCTAAACGTCTTATTTACTTGGTCTC
TAAACTCGATTCCGGCGTGCCTGACCGGTTCTCCGGTAGCGGTAGCGGTACCGATT
TCACTTTGAAGATTAGCCGAGTTGAGGCAGAAGACCTCGGGGTCTACTACTGCCTT
CAGAGTACACACTTCCCACTTACATTTGGCGCAGGAACCAAGTTGGAGGTTAAACG
GACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGT
CTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAG
GTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTG
ACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGA
GCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGG
ACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

AGTATTGTGATGACCCAGACTCCCAAATTCCTGCTTGTATCAGCAGGAGACAGGGT
TACCATAACCTGCAAGGCCAGTCAGAGTGTGAGTAATGATGTAGCTTGGTACCAAC
AGAAGCCAGGGCAGTCTCCTAAATTGTTGATATATTATGCATCCAATCGCTACACT
GGAGTCCCTGATCGCTTCACTGGCAGTGGATATGGGACGGATTTCACTTTCACCAT
CAGCACTGTGCAGGCTGAAGACCTGGCAGTTTATTTCTGTCAGCAGGATTATACCT
CTCCGTACACGTTCGGAGGGGGGACCAAGCTGGAAATAAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

WO 2021/146218
SEQ

Antibody ID
NO:

4A11.H4L2 561
4G2.2G6 562
6B3.2D3 563
6H6.2D6 564

GACATCCAGATGACCCAGACCACCTCCTCCCTGTCCGCCTCCCTGGGCGACAGGGT
GACCATCTCCTGCTCCGCCTCCCAGGGCATCTCCAACTACCTGAACTGGTACCAGC
AGAAGCCCGACGGCACCGTGAAGCTGCTGATCTACTACACCTCCTCCCTGCACTCC
GGCGTGCCCTCCAGGTTCTCCGGCTCCGGCTCCGGCACCGACTACTCCCTGACCAT
CTCCAACCTGGAGCCCGAGGACATCGCCACCTACTACTGCCAGCAGTACTCCGAGC
TGCCCTACACCTTCGGCTCCGGCACCAAGCTGGAGATCAAGAGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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PCT/US2021/013136

140/185

Antibody

SEQ
ID
NO:

LC nucleic acid sequence

9H2.2H10

565

GACATTGTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGGT
CAGCATCACCTGCAAGGCCAGTCAGGATGTGAGTACTGCTGTAGCCTGGTATCAAC
AAAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCACACT
GGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTATACTCTCACCAT
CAGCAGTGTGCAGGCTGAAGACCTGGCACTTTATTACTGTCAGCAACATTATACCA
CTCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAACGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

13G4.2F8

566

GACATTGTGATGACCCAGTCTCAAAAATTCATGTCCACATCAGTAGGAGAGAGGGT
CAGCATCACCTGCAAGGCCAGTCAGAATGTAGGTACTAATGTAGCCTGGTATCAGC
AGAAAGCAGGGCAGTCTCTTGAACTGCTGATCTATGGGGCATCCAACCGGCACACT
GGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCAT
CACCAATGTGCAGTCTGAAGACATGACAAATTATTTCTGTGAGCAATATAGCAACT
TTCCTCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAACGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

13H12.2F8

567

GACGTTGTTATGACACAAACACCACTTACACTTTCTGTAACTATCGGTCAGCCTGC
CTCAATTTCATGTAAGTCTTCTCAGTCCCTGTTTCATAGCGACGGGAAGACTTACCT
GAATTGGCTTCTCCAACGACCAGGCCAATCACCCAAGCGCCTTATTTATTTGGTCA
GTAAATTGGACAGTGGAGTTCCCGATAGATTTACCGGGAGCGGTTCTGGGACCGAT
TTCACCCCAAAGATCTCCAGGGTAGAAGACGAAGATCTCGGTGTGTACTATTGCTG
GCAGGGGACACATTTCCCTCTGACATTCGGTGCTGGAACCAAACTTGAGATGAAAC
GGACCGTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAG
TCTGGCACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAA
GGTGCAGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGT
GACCGAGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTG
AGCAAGGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGG
GACTGTCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

15G7.2A7

568

GACATCCAGATGAACCAGTCTCCATCCAGTCTGTCTGCATCCCTCGGAGACACAAT
TTCCATCACTTGCCGTGCCAGTCAGAACATTAATATTTGGTTAAGCTGGTACCAGC
AGAAACCAGGAAATATTCCTCAACTATTGATCTATAAGGCTTCCAACTTGCACACA
GGCGTCCCCTCAAGGTTTAGTGGCAGTGGATCTGGAACAGATTTCACATTAACCAT
CAGCAGTCTGCAGCCTGAAGACATTGCCACTTACTACTGTCTACAGGGTCAAAGTT
ATCCTCTCACGTTCGGTGCTGGGACCAAGCTGGTGATGAAACGGACCGTGGCCGCC
CCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCAG
CGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAAG
GTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGACT
CCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGACTA
CGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCCCC
GTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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Antibody

SEQ
ID
NO:

LC nucleic acid sequence

19D9.2E5

569

GATGTTGTGATGACCCAGACTCCACTCACTTTGTCGGTTACCATTGGACAACCAGC
CTCCATCTCTTGTAAGTCAAGTCAGAGCCTCTTACATAGTGATGGAAAGACATATT
TGAATTGGTTGTTACAGAGGCCAGGCCAGCCTCCAAAGCGCCTAATGTATCTGGTG
TCTACACTGGACTCTGGAGTCCCTGACAGGTTCACTGGCAGTGGATCAGGGACAGA
TTTCACACTGAAAATCAGCAGAGTGGAGGCTGAGGATTTGGGAGTTTATTATTGCT
GGCAAGGTACACATTTTCCTCTCACGTTCGGTGCTGGGACCAAGCCGGAGCGGACC
GTGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGG
CACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGC
AGTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCG
AGCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAA
GGCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTG
TCTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

23B10.2B12

570

GATATTGTGATGACGCAGGCTGCATTCTCCAATCCAGTCACTCTTGGAACGTCAGC
TTCCATCTCCTGCAGGTCTAGTAAGAGTCTCCTACATAGTGATGGCATCACTTATTT
CTATTGGTATCTGCAGAGGCCAGGCCAGTCTCCTCAGCTCCTGATATATCGGATGT
CCAACCTTGCCTCAGGAGTCCCAGACAGGTTCAGTGGCAGTGGGTCAGGAACTGAT
TTCACACTGAGAATCAGCAGAGTGGAGGCTGAGGATGTGGGTGTTTATTACTGTGC
TCAAATGCTAGAATTCCCGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCGGACCG
TGGCCGCCCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGC
ACCGCCAGCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCA
GTGGAAGGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGA
GCAGGACTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAG
GCCGACTACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGT
CTAGCCCCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA

24D12.2H9

571

GACATTGTGATGACCCAGTCTCACAAATTCATGTCCACATCAGTAGGAGACAGGGT
CAGCATCACCTGCAAGGCCAGTCAGGATGTGCGTACTGCTGTAGCCTGGTATCAAC
AGAAACCAGGGCAATCTCCTAAACTACTGATTTACTGGGCATCCACCCGGCACACT
GGAGTCCCTGATCGCTTCACAGGCAGTGGATCTGGGACAGATTTCACTCTCACCCT
TAGCAATGTGCAGTCTGAAGACTTGGCAGATTATTTCTGTCAGCAATATAGTAGTT
ATCCGTGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGGACCGTGGCCGC
CCCCAGCGTGTTCATCTTCCCTCCCAGCGACGAGCAGCTGAAGTCTGGCACCGCCA
GCGTGGTGTGCCTGCTGAACAACTTCTACCCCCGCGAGGCCAAGGTGCAGTGGAA
GGTGGACAACGCCCTGCAGAGCGGCAACAGCCAGGAGAGCGTGACCGAGCAGGA
CTCCAAGGACAGCACCTACAGCCTGAGCAGCACCCTGACCCTGAGCAAGGCCGAC
TACGAGAAGCACAAGGTGTACGCCTGCGAGGTGACCCACCAGGGACTGTCTAGCC
CCGTGACCAAGAGCTTCAACCGGGGCGAGTGCTAA
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Binding parameters between Gal3 and TGF-b receptors

Ka (1/Ms) ka (1/s) Kp (M)
Gal3: TGFBR1 1.118x10° 3.512x107 314 nM
Gal3: TGFBR2 1.155%10° 8.373%102 725 nM
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Probes

ca;fure Ligand Analyte ('1‘7;') (1'/(&?5) Ko(M) | R?

ligand
hFc rhVEGFR2/hFc rhGal3-His | 0.0508 177 0.000287 | 0.999
hFc rhVEGFR3/hFc rhGal3-His | 0.0452 | 1.34x10* | 3.37x10° | 0.999
hFc rhEGFR/hFc rhGal3-His | 0.0886 92.5 0.000958 | 0.996
hFc rhPDGFRa/hFc rhGal3-His 0.111 119 0.000936 | 0.996
hFc rhPDGFRp/hFc rhGal3-His | 0.0794 95.4 0.000832 | 0.997
hFc rhErbB2/hFc rhGal3-His 0.125 41.3 0.00303 0.99

FIG. 44E cont.
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Association and dissociation fitted
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Ligand Analyte Kott (1/8) kon (1/Ms) Kb (M) R?
6H6 migG2a rhGalectin-3 0.000299 8.80x10* | 3.39x10° | 0.997

6H6 mlgG2a | rhGalectin-3-CRD No binding/weak binding
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»
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Ligand Analyte kott (1/8) Kon (1/Ms) Kb (M) R?
2D10 hlgG4 rhGalectin-3 0.000942 1.42x10° 6.63x10° | 0.995
2D10 hlgG4 rhGalectin-3-CRD No binding / low binding
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# Antibody Name # Antibody name
1 849.8D10 35 847.11B1
3 F846C.1B2 37 847.15F9
4 846.2D4 38 847.26F5
5 846.1H12 40 847.21B11
6 846T.4C9 41 847.4B10
7 846T.2E3 42 847.14H4
8 846.2H3 43 849.4F12
9 846.2B11 44 14D11
10 849.4B2 45 24D12.2H9
12 846T.10B1 46 13A12.2E5
13 846.1F5 47 15F10.2D6
14 846T.4E11 48 14H10.2C9
15 849.1D2 49 23H9.2E4
16 846T.2E3 50 15G7.2A7
17 846.2F11 51 7D8.2D8
18 849.8D12 52 3B11.2G2
19 849.5C2 53 12G5.D7
20 849.2F12 54 9H2.2H10
21 846T.14A2 55 13G4.2F8
22 846T.4F5 56 20D11.2C6
23 846T.7F10 57 6B3.2D3
24 846T.8D1 58 847.3B3
25 846T.16B5 59 847.10C9
26 846T.14E4 60 847.11D6
27 849.2D7 65 847.28D1
28 849.4F2 67 847.15D12
30 846.4D5 68 847.15H11
31 846.1H5 69 847.20H7
32 847.2B8 70 847.27B9
34 847.10B9 71 F847C.21H6

FIG. 63D cont.
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Murine IMT(001 TB0O01 4A11.HIL1 TB006 4A11.H4L2
mIMT001 IMTO001 IMTO006-1 4A11.H3L1 IMTO006-8
IMTO001-4 IMTO006b IMTO006-5 IMT006¢
IMT006a

Antibody names shown in each column refer to the same antibody as provided in the present
disclosure and may be used interchangeably
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Peptide A1 PGAYPGQAPPGAYPGAPGAY (SEQ ID NO: 582)
Peptide B: GAYPGAPGAYPGAPAPGVYP (SEQ 1D NQO: 583)
Peptide C: PCAPAPGVYPGPPSGPGAYP (SEQ 1D NO: 584)
Peptide [ GPPSGPGAYPSSGQPSATGA (SEQ 1D NO: 585)
Peptide E: SSGQPSATGAYPATGPYGAP (SEQ 1D NO: 586)

Peptide F: YPATGPYGAPAGPLIVPYNL (SEQ 1D NO: 587)

FIG. 65C



