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CcccC
Pro

&y
420

GIn
165

gac
Asp

gct
Ala

gat
Asp

oy

cece
Pro
245

atg
Met

tcg
Ser

cct
Pro

atg
Met

3Ty
325

atg
Met

cca
Pro

atg
Met

cca
Pro

aga
Arg
405

cct
Pro
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Pro Ile Thr val

TYr

tcc
ser

cag
Gln

gca
Ala

tct
Ser
230

cca
Pro

ccC
Pro

gca
Ala

cac
His

cag
Gln
310

ccc
Pro

cct
Pro

ttc
Phe

cgt
Arg

cga
Arg
390

CCcC
Pro

ctc
Leu

Leu

aag
Lys

aac
Asn

cct
Pro
215

gag
Gly

gt
Va

cca
Pro

&ty

cca
Pro
295

ctt
Leu

cca
Pro

cat
H1s

&ty

&1y
375

ccc
Pro

act
Thr

cct
Pro

Cys

&

ccg
Pro
200

cct
Pro

ctt
Leu

cca
Pro

cCa
Pro

acc
Thr
280

ttc
Phe

gca
Ala

oty

cct
Pro

tct
ser
360

cct
Pro

cca
Pro

cccC
Pro

cag
Gln

Asn

gag
Glu
185

ctc
Leu

cca
Pro

cct
Pro

cct
Pro

cct
Pro
265

cca
Pro

cca
Pro

cac
H1s

tct
Ser
gga
345

cccC
Pro

cct
Pro

CCC
Pro

cg9
Arg

taa

Arg
170

cgc
Arg

tcc
ser

cCcC
Pro

cca
Pro

cct
Pro
250

atg
Met

oty

ccg
Pro

cat
H1s

o1y
330

cct
Pro

atg
Met

cca
Pro

tat
TYr

cca
Pro
410

cat
H1s

cag
Gin

tct
Ser

cca
Pro
235

2ty

cct
Pro

gca
Ala

&y
ey
315
ety

cct
Pro

&

ctg
Leu

a1y
395

cca
Pro

ggc tca gca

Gly

gct
Ala

gct
Ala
220

¢ty

gce
Ala

cct
Pro

gga
Gly

31y
300

cct
Pro

cag
GlIn

cca
Pro

cac
His

atg
Met
380

tac
Tyr

gtt
val
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ser

gat

Asp
205

cCcC
Pro

atg
Met

ctc
Leu

oy

cat
His
285

atg
Met

C?t
His

cca
Pro

atg
Met

cca
Pro
365

ccc
Pro

cag
GIn

cccC
Pro

Ala
190

cgc
Arg

aat
Asn

cct
Pro

cca
Pro

gct
Ala
270

cct
Pro

cCccC
Pro

ggc

ccg
Pro

oy
350

&y

cccC
Pro

cgg
Arg

cct
Pro

ser
175

gcc
Ala

cct
Pro

cct
Pro

cct
Pro

cct
Pro
255

gca
Ala

&y

cat
His

tta
Leu

cce
Pro
335

atg
Met

cct
Pro

cat
His

9g99

cga
Arg
415

Tyr

gaa
Glu

cat
His

gt
Va

cct
Pro
240

oty

oty

th
H1s

cca
Pro

&ty
320

cga
Arg

CcCC
Pro

atg
Met

3ty

cct
Pro
400

2y

+.768

576
624

672

720

. 816 .

’ . ;-:8A6-4~ ',

912

960

1008 -,
1056

1152
1200

1248 .

1275 -
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<210>
<211>
<212>
<213>

<400>

4
424
PRT
Homo

4

Met Ala Ala
1

val

Phe

val

Glu

65

Gly

Asp

Glu

Thr

Ala

145

Ala

Ala

Arg

GIn

val

225

Gly

Gly

Leu

Thr

50

ASp

Lys

val

Lys

Pro

130

Phe

Met

Phe

Leu

Leu

210

Ser

Ser

Gly

Gln

35

Gly

Ala

Pro

Gly

Leu

115

Lys

Ile

Asn

Lys

Leu

195

Phe

Ser

Phe

sapiens
Gly Pro
5

Leu Asp
20

Ala Gly
GIn His
Asp Tyr
Ile Arg

85

Ala Asn
100
Leu Tyr
Ile Met
Asn Phe
Gly GIn
165
Lys Asp
Ala Ala
Ala Asp

Leu Gly

Pro Pro
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Ile

Glu

Pro

GlIn

Ala

70

val

Ile

Asp

Arg

Ala

150

Tyr

Ser

Gln

Ala

Ser

230

Pro

Ser

Lys

val

Gly

55

Ile

Asn

Phe

Thr

AsSp

135

Ser

Leu

Lys

Asn

Pro

215

val

Glu

val

val

40

Tyr

Lys

Lys

Ile

Phe

120

Pro

Phe

Cys

Gly

Pro

200

Pro

Leu

Pro

Arg

Ser

25

Asn

Gly

Ile

Ala

Asp

Asp

Asn

Glu

185

Leu

Pro

Pro

Pro

Asn Gln
10

Glu Pro
Thr His
Phe val
Met Asn

75

Ser Ala
90
AsSn Leu
Ala phe
Thr Gly
Ala Ser
155
Arg Pro
Arg His
ser Gln

Pro Ser

Pro Pro
235

Pro Gly
Page 15

Asp Ala Thr val

Leu

Met

Glu

60

Met

His

Asp

Gly

Asn
140

Asp

Ile

Gly

Ala

Ala

220

Gly

Ala

Leu

Pro

45

Phe

Ile

Asn

Pro

val

125

Ser

Ala

Thr

Ser

Asp

Pro

Met

Leu

15

Tyr

Trp Glu Leu

30

Lys

Leu

Lys

Lys

Glu

110

Ile

Lys

Ala

val

Ala

190

Arg

Asn

Pro

Pro

Asp

Ser

Leu

Asnh

95

Ile

Leu

Gly

Ile

Ser

175

Ala

Pro

Pro

Pro

Pro

Arg

Glu

Tyr

80

Leu

Asp

Gln

Tyr

Glu

160

Tyr

Glu

His

val

Pro

240

Gly
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245 250 255

Ile Pro Pro Ala Met Pro Pro Pro Pro Met Pro Pro Gly Ala Ala Gly
260 265 270

His Gly Pro Pro Ser Ala Gly Thr Pro Gly Ala Gly His Pro Gly His
275 280 285

Gly His Ser His Pro His Pro Phe Pro Pro Gly Gly Met Pro His Pro
290 295 300

Gly Met Ser GIn Met Gln Leu Ala His His Gly Pro His Gly Leu Gly
305 310 315 320

His Pro His Ala Gly Pro Pro Gly Ser Gly Gly GIn Pro Pro Pro Arg
325 330 335

Pro Pro Pro Gly Met Pro His Pro Gly Pro Pro Pro Met Gly Met Pro

Pro Arg g y Pro Pro Phe Gly Ser Pro Met Gly His Pro Gly Pro Met
5

360 365

Pro Pro His Gly Met Arg Gly Pro Pro Pro Leu Met Pro Pro His Gly
370 375 380

Tyr Thr Gly Pro Pro Arg Pro Pro Pro Tyr Gly Tyr GIn Arg Gly Pro
385 390 395 400

Leu Pro Pro Pro Arg Pro Thr Pro Arg Pro Pro val Pro Pro Arg Gly
405 . 410 415

Pro Leu Arg Gly Pro lLeu Pro Gln

<210> 5

<211> 126

<212> DNA

<213> Homo sapiens

<400> 5 o
tcgtcggage agacgggagt ttctcctegg ggtcggagca ggaggcacgc ggagtgtgag .60

gccacgeatyg agcggacgct aaccccctcc ccagccacaa agagtctaca tgtctagggt Lf20
ctagac ~1126
<210> 6

<211> 266

<212> DNA

<213> Homo. sapiens

<400> 6 .
gceecgegecy getgtgetge acagggggag gagagggaac cccaggcgcg agcgggaaga | 60
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ggggacctgc agccacaact tctctggtcc tctgecatcec tictgtccct ccacccegtec 120

ccttccccac cctetggece ccaccttctt ggaggcgaca acccccggga ggcattagaa 180
gggatttttc ccgcaggttg cgaagggaag caaacttggt ggcaacttgc ctcccggtge 240

gggcgtctct cccccaccgt ctcaac 266

<210> 7

<211> 27

<212> DNA

<213> Homo sapiens

<400> 7
tcgtcggage agacgggagt ttetect 27

<210> 8

<211> 32

<212> DNA

<213> Homo sapiens

<400> 8
ccaccttctt ggaggcgaca acccccggga gg 32

<210> 9

<211> 33

<212> DNA

<213> Artificial Sequence

<220> .
<223> QBprimer for amprifying the portion of cis-element of cis-element

<400> 9

gatcttcgtc ggagcagacg ggagtttctc cta 33
<210> 10

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<223> $3primer for amprifying the portion of cis-element of cis-element

<400> 10

agcttaggag aaactcccgt ctgctccgac gaa 33
<210> 11

<211> 30

<212> DNA

<213> Artificial Sequence

<220>

<223> 2 primer for amprifying the portion of cis-element of cis-element
4.

<400> 11

gatcttctgc atcccttctg tcectccaca 30
<210> 12

<211> 30
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<212> DNA .

<213> Artificial Sequence

<2 20> 3 » - - .

<223> 2 primer for amprifying the portion of cis-element of cis-element
4, '

<400> 12 -

agcttgtgga gggacagaag ggatgcagaa : 30

<210> 13

<211> 27

<212> DNA

<213> Artificial sequence

<220> L . ) W o

<223> 3 primer for amprifying the portion of cis-element of cis-element
2. - .

<400> 13 S -

aaaaaaagat ctgcccgege cggctgt T, - 27

<210> 14

<211> 29

<212> DNA

<213> Artificial Sequence )

<220> L. . T Co

<223> 3 primer for amprifying the portion of cis-element of cis-element
2. SRR R ;

<400> 14 L _ S

aaaaaaaagc ttgttgagac ggtggggga - C 29

<210> 15

<211> 27

<212> DNA

<213> Artificial Sequence

<220> o ) ) B .

<223> A primer for amprifying the portion of cis-element of cis-element

<400> 15 TR ) B

daaaaaagat cttcgtcgga gcagacg R - 27

<210> 16

<211> 27

<212> DNA .

<213> Artificial Sequence

<220> L . . A "

<223> ; primer for amprifying the portion of cis-element of cis-element
1. N

<400> 16 : N

aaaaaaaagc ttgtctagac cctagac ; . - 27

<210> 17

<211> 9

<212> DNA .

<213> Homo sapiens
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<220>

<221> misc_feature

<222> (4)..(6)

<223> "n" is a, ¢, g, or t
<220>

<221> misc_feature

<222> (9)..(®

<223> "v" is a or g or c.
<400> 17

gagnhnacv 9
<210> 18

<211> 10

<212> DNA

<213> Homo sapiens

<220>

<221> wmisc_feature

<222> (4)..(7)

<223> "n" is a, ¢, g, or t
<220>

<221> wmisc_feature

<222> (10)..(10)

<223> "v" is a or g or cC.
<400> 18

gagnnnnacyv 10
<210> 19

<211> 11

<212> DNA

<213> Homo sapiens

<220>

<221> misc_feature

<222> (4)..(8)

<223> "n" is a, ¢, g, or t
<220>

<221> misc_feature

<222> (11)..(11)

<223> "v" is a or g or c.
<400> 19

gaghnnnnac v 11
<210> 20

<211> 12

<212> DNA

<213> Homo sapiens

<220>

<221> misc_feature

<222> (4)..(9)

<223> "n" is a, ¢, g, or t
<220>

<221> misc_feature
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<222> (12)..(12)
<223> "r" is aor g

<220>
<221> misc_feature
<222> (12)..(12)

Nippi FA1238-14040PCT SeqList 2_ST25

<223> "v' is a or g or c.

<400> 20
gagnnnnnna cv

<210> 21

<211> 60

<212> DNA

<213> Homo sapiens

<400> 21
tcgtcggagc agacgggagt

<210> 22

<211> 66

<212> DNA

<213> Homo sapiens

<400> 22
gccacgcatg agcggacgct

ctagac

<210> 23

<211> 181

<212> DNA

<213> Homo sapiens

<400> 23
aacgggcgcc gcggcegggga

cccecteetg ctccaaggge
tgctcctgee gtttcgetge

C

<210> 24

<211> 30

<212> DNA

<213> Homo sapiens

<400> 24
cagggggagg agagggaacc

<210> 25

<211> 32

<212> DNA

<213> Homo sapiens

<400> 25
gagcgggaag aggggacctg

<210> 26
<211> 60
<212> DNA

ttctcctecgg ggtcggagca ggaggcacge ggagtgtgag

aaccccctec ccagccacaa agagtctaca tgtctagggt

gaagacgcag agcgctgetg ggetgecggg tctccegett
ctcctgeatg agggcgcggt agagacccgg acccgegcecg

gctccgceccg ggeccggetc agecaggece cgcggtgage

ccaggcgcga

cagccacaac tt

pPage 20
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© 60

66

.60

120
180 -
181

30
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<213> Homo sapiens

<400> 26

cagggggagg agagggaacc ccaggcgcga gcgggaagag gggacctgca gccacaactt 60
<210> 27

<211> 113

<212> DNA

<213> Homo sapiens

<400> 27

tcgtcggage agacgggagt ttctcctcgg ggtcggagca ggaggcacgc ggagtgtgag 60
gccacgcatg agcggacgct aaccccctcc ccagccacaa agagtctaca tgt 113
<210> 28

<211> 32

<212> DNA

<213> Artificial Sequence

<220>

<223> Qsprimer for amprifying the portion of cis-element of cis-element

<400> 28

aaaaaaagat cttcgtcgga gcagacggga gt 32
<210> 29

<211> 32

<212> DNA

<213> Artificial Sequence

<220>

<223> Qsprimer for amprifying the portion of cis-element of cis-element

<400> 29

aaaaaaaagc ttctcacact ccgcgtgect cc 32
<210> 30

<211> 32

<212> DNA

<213> Artificial Sequence

<220>

<223> geprimer for amprifying the portion of cis-element of cis-element

<400> 30

aaaaaaagat ctgccacgca tgagcggacg ct 32
<210> 31

<211> 32

<212> DNA

<213> Artificial Sequence

<220>

<223> Qsprimer for amprifying the portion of cis-element of cis-element

<400> 31
aaaaaaaagc ttgtctagac cctagacatg ta 32
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<210> 32

<211> 36

<212> DNA .

<213> Artificial Sequence

<220> .
<223> A primer for amprifying the portion of cis-element of cis-element *
#8. X

<400> 32
gatctcaggg ggaggagagg gaaccccagg cgcgaa 36

<210> 33

<211> 36 )
<212> DNA . o
<213> Artificial Sequence

<220> :f '
<223> A primer for amprifying the portion of cis-element of cis-element -
#8. L

<400> 33 L
agctttcgcg cctggggttc cctctcctee cectga 36

<210> 34

<211> 38

<212> DNA .

<213> Artificial Sequence

<220> -
<223> A primer for amprifying the portion of cis-element of cis-element _

#9.

<400> 34 o
gatctgagcg ggaagagggg acctgcagece acaactta 38 '

<210> 35

<211> 38

<212> DNA .

<213> Artificial Sequence

<220> )
<223> A primer for amprifying the portion of cis-element of cis—e]emeht -

<400> 35 o
agcttaagtt gtggctgcag gtcccctctt cccgetea 1 38

<210> 36

<211> 66

<212> DNA

<213> Artificial Sequence

<220> S
<223> A primer for amprifying the portion of cis-element of cis-element
#10. .

<400> 36
gatctcaggg ggaggagagg gaaccccagg cgcgagcggg aagaggggac ctgcagecac . . 60

aactta - 66
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Artificial Sequence

agcttaagtt gtggctgcag gtcccctctt ceegetegeg cotggggttc cctctectee

<210> 37
<211> 66
<212> DNA
<213>
<220>
<223>

#10
<400> 37
ccctga
<210> 38
<211i> 32
<212> DNA
<213>
<220>
<223>

<400> 38

Artificial Sequence

aaaaaaagat cttcgtcgga gcagacggga gt

<210> 39
<211> 32
<212> DNA
<213>
<220>
<223>
<400> 3%

aaaaaaaadc ttacatgtag

<210>
<211>
<212>
<213> Pan

<400> 40
tccagaaaga

40
DNA

aaaggccggg
aagacgctgg
atcgagatcc
aagggtgacc
acagagcagg
gcagcagaaa
<gggagcagg
aaggaggtgc
cccaacacgc

caggctacga

2907

paniscus

agcttccggt
gcagacctcc
tctccacggt
tgtctgagaa
ctgtggcgat
aagatgcggce
aggccaaagc
agatcacggc
agcagctgca
agctggeecg
gccaggtgga

Artificial Sequence

actctttgtg

tctgaggtec
taggccccca
tgggagcatg
ggctggceatc
tctgaaacgc
tgtcgccaag
agcagccggg
tgtgcaggca
gggcaagatc
cctgcageag

gagcaagcag

gc

tggaggtgcc
gatgccgacg
gtgttcaacg
attcaggaca
cagctggaag
agcaaactga
gaggccaaag
cgcatgcagg
cggactcttc
gagaactcca

aacgcagagc

Page 23

atttccctct
gccctctcta
agggcgaggc
cctggcacaa
agaaggaaaa
gggagctcaa
tgaaaaagca
ccagctaccg
aggagcagct
tcctgeggga
tggccaaget

ctgttgaagc
cctcecectac
ccagcggctc
ggccactcag
actgctggcc
caaggagatg
gctggtggec
ggagcacgtg
ggagaatggc
tgccttgaac

tcggcaggag

A primer for amprifying the portion of cis-element of cis-element

66

glgrimer for amprifying the portion of cis-element of cis-element

32

ngrimer for amprifying the portion of cis-element of cis-element

32

60
120
180
240
300
360
420
480
540
600
660
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ctcagcaagg
cagcggaaag
gcgtcccaca
ctgtgccaca
caacagcagc
agcaaatgcg
tcccagctca
gacgcccagg
gagctggagt
gagcagcaga
ctgaccacgg
gaatcggaga
ctcccagaac
gagaaaggcc
gcctccaagt
taccgcagca
gaggaggagc
cgggtcacag
tccgaccagg
gccgecagceg
ctagaatctc
cttgcectgg
gctggggccc
aagacgcagc
ctcacggecg
aagctccgca
gagagactag
caggagcttc
ctgcaggaac
tgagtctect
cttacaaata
agagaagcca
tttgtaaatg
cgctgagtga

tcagcaaaga
ctctggaagce
gggagagtga
cgcagagcag
agatggccga
aggagctgag
cagagagaat
acgcccaggc
cccaggtgtc
aagtgaagaa
ccgagcaggce
agcagctctg
tctctgtett
ccacgctget
tgagggaggc
tcctggegga
aggtgtggag
tgaaacatct
tgagggagca
ccgagtgeca
aatctcagct
tcaggcagca
cagcttectce
tggagcggac
agtttgagga
cagccggecc
aaaaagagaa
tgaagacgac
agctggaaaa
ctttggaaaa
aaccaaccaa
tgagagacaa
aacctgtgtc

cgccaaagec

Nippi FA1238-14040PCT SeqList 2_ST25

gctggtggag aagtcagagg ctgtgcggca

caaggcagct
ggagggcctg
ccacgccagc
gctgcacagc
tggcctecac
ccgttccatt
cagccaggeg
gggtctggag
caatgacctc
ctgcaaggag
cctgattgag
ggcacaacag
gaagcacccg
cgaggagacg
gacggagggc
ggccaaggtg
cgaagagatt
cacgtcgcat
gaactacgcc
cgatgccgcec
gttgagtgaa
cccagaggceg
agaagccatc
ggctcagacc
cctagagtct
gaagttaaca
ccaggagcag
gacagaggac
agaagttact
cctacacagc
gtctcttaga
acatttgata

ctggttgact

gccttcgaga
cagaagcgcc
ctccgggegg
aagttacagt
gggcagctcec
gaggccctgc
gaggctgacc
aaggaggcca
cgggagaaga
aagctgcact
gcgcagacca
agttacaccg
ccagctcctyg
cagagcacac
atgctcagag
ggcgecgceag
gtagagaagc
ttggaggcag
aaggaggtgg
aagagcgaag
atgaagagcc
cccccagetg
ctggaggatg
tcggcatgtc
tcagaaacag
agtgacctgg
ctggcaaggg
ggcagcagct
gttcaactta
gttatccagg
gccacagaag
aacactatcc

ctgacagccec

agcaggtcct
tggacgaggt
atgccgagaa
cctecgaggce
aggaggccag
tggaggcggg
agcagcagac
ttgagctcag
actggaaggc
ccctgaccca
tggaggccct
agtggctgca
cggagccctc
tgcaggcecga
acctgcagaa
aggaggagct
taaaaggaga
agctggaaaa
cagggctgag
cccagaaaca
acgtagagga
agcaggaccc
agcagacaca
ggttacaaga
aggaggcctc
ggcgegeege
agaaggacac
caaaggaggg
ccaaaatgcc
cccaacttcc
tagaccttcec
tgggcgcage
cgtgggtgtyg
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agatgagcag
gcagctgcag
cagccgggag
ggcccaggag
ggaggtgcgc
ggcggagaac
ccaggtgcgy
tcgcctcaag
ggaggccgtce
catggaggca
ggccaaggag
gctggctctyg
ggatctcaaa
ctcggaccty
gtgtgaccag
gagcgtggag
ccagaagtca
acttgaaagt
gcacatggcyg
gcaacttctc
gagcgatgag
tggtgacata
cgttcagctyg
gcggcagaag
agaattggag
acagctgaag
cataaaactg
ggtgaagaag
cacctctgte
ttacaccttc
ggtagctccg
agagccccag
cctgggecac

tgggaggccg

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
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ggcgctctgg ggtctgtctg tcagtgcaat cgtttagtgt tttttcagtg gggcgggacg 2760
ggaagcgggt gggaccgggc agccagttct caaaggctgt ggggccgact ggaggecaca 2820
gccecctcace cctagacatt gccaaccaga actgacgtgt gacctcctgg gtattgatgc 2880
cattaaaacc aacgttggtg cccggtg 2907
<210> 41
<211> 751
<212> PRT .
<213> Pan paniscus
<400> 41
Met val Phe Asn Glu Gly Glu Ala Gln Arg Leu Ile Glu Ile Leu Ser
1 5 10 15

Glu Lys Ala gay ITe Ile Gln Asp g?r Trp His Lys Ala ;gr Gln Lys

Gly Asp Pro val Ala Ile Leu Lys Arg GIn Leu Glu Glu Lys Glu Lys
35 40 45

Leu Egu Ala Thr GTu Gln g}u Asp Ala Ala val 2ga Lys Ser Lys Leu

Arg Glu Leu Asn Lys Glu Met Ala Ala Glu Lys Ala Lys Ala Ala Ala
65 70 75 80

Gly Glu Ala Lys gg] Lys Lys Gln Leu g81 Ala Arg Glu Gln ggu Ile

Thr Ala val GIn Ala Arg Met Gln Ala Ser Tyr Arg Glu His val Lys
100 105 110

Glu val GIn GIn Leu GIn Gly Lys Ile Arg Thr Leu GIn Glu GIn Leu
115 120 125

Glu Asn Gly Pro Asn Thr Gln Leu Ala Arg Leu Gln GIn Glu Asn Ser
130 135 140

ITe Leu Arg Asp Ala Leu Asn Gin Ala Thr ser GIn val Glu Ser Lys
145 150 155 160

GIn Asn Ala Glu Leu Ala Lys Leu Arg GIn Glu Leu Ser Lys val Ser
165 170 175

Lys Glu Leu val Glu Lys Ser Glu Ala val Arg GIn Asp Glu Gln Gin
180 185 190

Arg Lys Ala Leu Glu Ala Lys Ala Ala Ala phe Glu Lys GIn val Leu
1385 200 205
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Ser
Gln
Glu
370
Leu
Ala

Leu

Gly

Gin

Glu

Arg

Leu

Glu

275
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Gly

Thr
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Pro

435

Leu

Ala
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Glu

ser
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Leu
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Thr

Gln
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Thr
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Glu
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Ser
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Ser
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Glu
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Met
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Ser

Cys
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<210> 42

S

<213> Mus musculus

<400> 42

gaaggcagga ggcggcgatc ccggcggagg gggccgttcg ccagctccga ggcagaaagt 60
gccacgactc cacacacgcg cacgcageca gcgagcggee ggageggacg .gcggacgggg 120
cggacggcgc cagggtcgca gtgtgtgcag ctgctcaggg gcggcttcte ggtggagget 180
cggccggcte ccctettgeg gttccgegge ggeggcggeg getgetcttg cccteteget 240
ctcccteteg cgtctcccge tgcaggtgga aagcaagcca gccaagatgg atatctacga 300
caétcagacc ttgggggttg tggtctttgg cgggtttatg gttgtttctg pcaicggcat 360
cttcctggtg tcaaccttct ccatgaagga gacgtcgtat gaagaagcccfttgccaacca 420
gcgcaaggag atggcgaaaa ctcaccacca gaaaggagag aagaaaaaga aggagaaaac 480
cgtggagaag aaaggaaaga ccaagaaaaa ggaagagaaa cctaatggga agaiacctga “ 540
acatgacctg gatcccaacg tgaccatcat cctcaaggaa ccagtgcgtg tatccgctgt ' A600
ggctgtggct ccaacttcag tccattctte tgtgggccat acccctatag céacagtacc :660
agccatgect caggaaaagc tggcttcctc ccctaaggac agaaagaaga aégagaaaaa 720
agtggcaaag gtggagccag cagtcagttc tattgtgaat tccatccagg ttcttgcttc 780
aaagtctgcc atcttggaag ccacacccaa ggaggtgcct atggtggctg tgcctccagt .840
gggctctaag gccagttctc ctgccaccag cagtcagggc aagaagggac agggagccca 960
gaaccaggcc aagaaggggg agggagccca gaaccaaggc aagaagggag agggggccca 960
gaaccaagct aagaaaggag agggggccca gaaccaggcc aagaaggggg agggggccca 1p20
gaaccaaggc aagaaggggg agggagccca gaaccaggcc aagaaggggg aaggaggcca 1080
gaaccaggcc aagaaggggg agggggccca gaaccaaggec aagaagggag agggggecca 1140
gaaccaaggc aagaaggggg agggagccca gaaccaggct aagaagggdg agggggctcea 1200
gaaccaagct aagaagggtg agggggccca gaaccaaggc aagaagggag agggggccca 1260
gaaccagtcc aagaaaggag agggggctca gaaccaggcc aagaaggggg aagggggcca 1320
aaaccaggcc aagaagggag agggggctca gaaccaggcc aagaagdggg agggagcecca 1380
gaaccaagct aagaaggggg agggggtcca gaaccaggcc aagaaggggg tagaaggggce 1440.
cCadaatcag ggcaaaaagg gggaagcaaa ccaaaaccag gctaagaagg gtgagggagg 1500 '
cCagaaccaa accaagaagg gggaaggacc ccagaaccaa ggcaagaagg gagaagcagc 1560
tcaaaaacag gacaaaaaaa tagaaggagc ccagaatcaa ggcaagaagc cagagdgaac 1620
ctcaaaccaa ggcaagaagg gggagggggc ccagaaccaa ggcaagaagg gagagggggc 1680
CCagaaccaa ggcaagaagg gagagggddc ccagaaccaa ggcaagaadd gagagagggc 1740
ccagaaccaa ggcaagaagg gagagggggc ccagaaccaa ggcaagaagd gagagggggc 11800
CCaaaaccaa gdcaagaagg gadagggggc ccagaaccaa ggcaagaagg gagaggggéc 1860

Page 28


ip-temp
Rectangle


ccagaaccag
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aagggaactc
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tcaggaacag
catcttgagg
actggcaaag
ggcctecegg
gaagcaggtc
cttggaggag
ggatgctgaa
gtcatctgag
caaggaggcc
tctggaagca
gactcgtctc
caaggaggct
ggccatggag
ccaggccaag
cctgetggee
acaggaattc
catggacata

gtgtgaccag

gccaagaaag
ggcaagaaagd
agcaagaaag
ggcaagaagd
ggcacaaagc
ggtaaaaagg
gccaaaaaad
ggtcaaaagg
aagaagtctg
ttectgecect
gcccageggc
aaggccactc
aagctgetgag
aacaaggagda
cagctggtag
cgggaccatg
ctggagaatg
gatgccttga
ctccgacagg
caggaggagc
ctacagttgc
gtcacccgad
aaggctcagg
gtggaggtaa
agggcggaga
ggccaggcec
aaggagctgg
atggaacaac
gcactggcct
gaggagtcag
ttgctteegg
aaagagaadd
gtcttgaagt

taccgcacca
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gagagggggc
gagagggggc
gggaagggac
dgggaggaagc
aagagggtgt
cagagggagc
tggatgcagce
caagcatggt
gttccaggaa
acaagacact
ttattgagat
agaagggtga
ccacagagca
tggcttcaga
cccgggagea
tgaaggaggt
gccctaacac
accaggctac
agctcagcaa
aacaacggaa
aggcatccca
aactctgecg
aacagcagca
aaagcaagtg
actcacagct
aagacaccca
agtcccaggt
agaaggggaa
tagctgagcg
aaaagcagct
ggctctctat
gctctgaget
tgagggaagc
tcctggeaga

ccagaaccag
ccagaaccag
ccagaatcag
ttccaaccag
ctcaaaccag
cccaaaccaa
tgccaatcag
ccagagccag
aaaaggagag
ggtctctacg
tctctctgag
ccctgtagea
adaggatgcg
gaaggccaag
ggagatcgca
gcaacagctg
ccagctggec
cagccaggty
ggtcaacaag
ggcgctggaa
caaagagagt
ggcacaaacg
gcgagtggca
tgaagagctg
cacagagagg
ggccagecac
gtcgtgtctg
gaacaatgac
ggcctgtoag
gcacctgget
ctcagcacac
gctgaagaaa
tgaggagacc

gacggagggc
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ggcaagaaag
ggcaaaaagg
ggcaaaaagg
aacagaaaga
gtgaaaaagt
ggcaaaaaga
ggtaaaaagt
gaggcaccaa
cctgggccce
gttggaagca
aagactggag
attctgaaac
gcegtegeca
gctgcagetg
gctgtgcagg
cagggcaaga
cgcctacage

gaaagcaagc

.gagctagtgg

gccaaggcag
gaagaggctc
agccatgeca
gagttgcaca
agtagtctcc
atccgttcca
gctgaggcca
gagaaggaaa
ctccgggaaa
gagaagctgce
gaggcccaga
cagaactatg
ccacctaccc
caaaactctt

atgctcaaag

gagagggggc
cagagggggt
gggatggaaa

cagatacagt
cagaagggtc
aagatggatc
cagagatggc
agcaagacgc
cagattgcga
tggtgttcag
tcattcaaga
gccaactaga
agagcaagct
gggaggccaa
cacgcatgca
tccggactct

aggagaactc

agaacacaga ’

agaagtcaga
ccacctttga
tgcagaagcg
acctccgagce
gcaaattaca
atgggcagct
tcgaagcect
accagcagca
ccagtgagct
agaactggaa
gttccctaac
ccaaggagac
ccgagtgget
tagagccctc
tgcaggctga

acctgcagaa

1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
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3300
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gagtgtggag
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acttgaaagc
gcacatggca
gcagcttctg
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aacacagctg
cacagctgag
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ggagctgttg
acaagaacaa
agtctectcg
caaccaacac
aaccacagaa
aacactattc
gctgacagac
attgtetgta
agaggctget
ccctggaagt
caacgtgttg

<210>
<211>
<212>
<213>

<400>

43

1464

PRT

Mus musculus

43

gaagaagagc
cgggtcacag
tcagatcagg
gcggccagtg
ctagaatcgc
cttgccctgg
gctgggtctce
gagcggacag
tttgaggagg
gctggececc
aaagagaaga
aagacaaccc
ctgggaaaag
gcaaactgtt
agcgttatcc
taaagcttgc
ccgggagceag
cagggtgtgc
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gagcagactg
tgccaagcag

cccggcaaaa

Nippi FA1238-14040PCT SeqList 2_ST25

gagtgtggaa
tgaaacatct
taagggagca
cagagtgtca
agtctcagcet
tcaggcagca
cagctgtccc
aagccaccect
ctcaacgcac
tggagtcgtc
ggttaacaag
aggagcagct
cagaggatgg
caacttacca
aggcccaact
ggaaccccag
ccctggacca
tgggagtcca
gggccaggtt
gagggcctca
aactgacatg

daaaadadaa

ggccaaggtg
agaagacatt
cacatcacat
gaattatgcc
ggatgaagcc
gttgagtgac
tccagccgag
ggaggctgag
agcgtgtcgg
aggaaaagaa
tgacctgggc
gacgaaagag
tagcagctca
aaatgcctta
tccagtgaag
tctgtaagag
cctcgageag
ggactctcgg
gggaagcaac
gcccagecca
tgactgcectg

aad

get Asp Ile Tyr Asp Thr GIn Thr Leu Gly val
5 10

Phe Met val val Ser Ala Ile Gly Ile Phe Leu

20

25

Met Lys Glu Thr Ser Tyr Glu Glu Ala Leu Ala
35 40

Met ?1a Lys Thr His His GlIn Lys Gly Glu Lys
0 55

ggagctgctyg
gtggagaagc
ctggaagcgg
aaggaggtgg
aagagtgaag
atgaggagcc
caggacccta
cagacacggc
atacaagaag
gagattacac
cgtgétgcca
aaggacacag
aaggagggaa
cacattcctt
ccattggaga
aacctttgtc
acgccaaagce
ggtttatgte
aggccaggtg
gcaaggctgce

gatgtcaatg

aggaggagct
taaaaggaga
agctggagaa
cagggttaag
cccagaaaca
acgtagagga
tgaagttgaa
ggcagaagct
agctggagaa
agctgaagga
tcaaacttca
tgaagaagtt
cctetgtcty
acaaataaac
caagtctcag
acacttgata
cctectcaac
aatcagtgca
gtgagttctc
agcccatcac

ccattaaaac

val val Phe G1y Gly
15

val Ser Thr Phe ser
30

Asn Gln Arg Lys-G1u
45 o

Lys Lys Lys Glu.Lys
60
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Lys Gln Asn Thr Glu Leu Ala Lys Leu Arg GIn Glu Leu Ser Lys val
885 890 895

Asn Lys Glu Leu val Glu Lys Ser Glu Ala Ser Arg GIn Glu Glu Gln
900 905 " 910

GIn Arg Lys Ala Leu Glu Ala Lys Ala Ala Thr Phe Glu Lys Gln val
915 920 925

Leu GIn Leu Gln Ala Ser His Lys Glu Ser Glu Glu Ala Leu GIn Lys
930 935 940

Arg Lteu Glu Glu val Thr Arg Glu Leu Cys Arg Ala GIn Thr Ser His
945 950 955 960

Ala Asn Leu Arg Ala Asp Ala Glu Lys Ala GIn Glu GIn GIn Gln Arg
965 970 975

val Ala Glu Leu His Ser Lys Leu Gln Ser Ser Glu val Glu val Lys
980 985 990

Ser Lys Cys Glu Glu Leu Ser Ser Leu His Gly GIn Leu Lys Glu A1aﬁf
995 1000 1005

Arg Ala Glu Asn Ser GIn Leu Thr Glu Arg Ile Arg Ser Ile Glu
1010 1015 1020

Ala Leu Leu Glu Ala Gly GIn Ala GIn Asp Thr GIn Ala Ser His
1025 1030 1035

Ala Glu Ala Asn GIn GIn GIn Thr Arg Leu Lys Glu Leu Glu Ser
1040 1045 1050

GIn val Ser Cys Leu Glu Lys Glu Thr Ser Glu Leu Lys Glu Ala
1055 1060 1065

Met Glu Gin GIn Lys Gly Lys Asn Ash Asp Leu Arg Glu Lys Asn
1070 1075 1080

Ala Met Glu Ala Leu Ala Leu Ala Glu Arg Ala Cys Glu

Trp Lys
1085 1090 1095

Glu Lys Leu Arg Ser teu Thr GIn Ala Lys Glu Glu Ser Glu Lys
1100 1105 1110

Gln Leu His Leu Ala Glu Ala Gln Thr Lys Glu Thr Leu Leu Ala
1115 1120 1125

teu Leu Pro Gly Leu Ser ITe Ser Ala His GIn Asn Tyr Ala Glu
1130 1135 1140

Page 34


ip-temp
Rectangle


Nippi FA1238-14040PCT SeqList 2_ST25

Trp Leu GIn Glu Phe Lys Glu Lys Gly Ser Glu Leu Leu Lys Lys
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His Leu Glu Asp Ile val Glu Lys Leu Lys Gly Glu Leu Glu Ser
1235 1240 1245

Ser Asp GIn val Arg Glu His Thr Ser His Leu Glu Ala Glu Leu
1250 1255 1260

Glu Lys His Met Ala Ala Ala Ser Ala Glu Cys GIn Asn Tyr Ala
1265 1270 1275

Lys Glu val Ala Gly Leu Arg Gln Leu Leu Leu Glu Ser Gln Ser
1280 1285 1290

Gln Leu Asp Glu Ala Lys Ser Glu Ala Gln Lys GIn Ser Asp Glu
1295 1300 1305

Leu Ala Leu val Arg Gln GIn Leu Ser Asp Met Arg Ser His val
1310 1315 1320

Glu Asp Gly Asp val Ala Gly Ser Pro Ala val Pro Pro Ala Glu
1325 1330 1335

Gln Asp Pro Met Lys Leu Lys Thr GIn Leu Glu Arg Thr Glu Ala
1340 1345 1350

Thr Leu Glu Ala Glu Gln Thr Arg Arg GIn Lys Leu Thr Ala Glu
1355 1360 1365

Phe Glu Glu Ala Gln Arg Thr Ala Cys Arg Ile Gln Glu Glu Leu
1370 1375 1380

Glu Lys Leu Arg Ala Ala Gly Pro Leu Glu Ser Ser Gly Lys Glu
1385 1390 1395
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0

; Asp Leu Gly Arg

0 Thr G1n Glu Gln

Gln Glu G1n Leu
5

Gly Thr ser val
0

44
5008

DNA

Bos taurus

misc_feature
(4185) .. (4234)
nis a, ¢, g, or t

44

aaa ccagccagga tggatattta
ttc atggttgttt ctgccatcgg
tcg tatgaagaag ctctggccaa
gtg gagaagaaga agaaggagaa
gag aagcccaacg ggaagatacc
aag gacccagtgt gggcacctgce
gtc actgcccctg tagccacagt

aag gacaaaaaga agaaggagaa

gtg cctatggtgg tggtgtcccc
aca cagggcaaga agggagaggg
aac caaggcaaga agggagaggg
aac caaggcaaga agggagaggg
aac caaggcaaaa aagcagaggg
aac caaggcaaga aggcagaggg
aac caaggcaaga aatcagaggg
aac caaggcaaga aggcagagdg

aac cagggcaaga aggcagaagg

cgacactcag
catcttecctce
ccagcgcaag
gacagtggag
tgaccatgag
agtggcggtg
atcagccatg
aaaagtggca
ctcaaaggct
agtgggcgcec
ggcccagaac
tgcccagaac
cgcccagaac
cgcccagaac
ggcccagaac
ggcccagaac
ggcccagaac

ggcccagaac

1425

accttgggag
gtgtcaacct

gaaatggcga
aagaaaggaa
cccaccectg
gctccaacct
cctcaagaga
aaggtggaac
gccatcttgg
aaaggtagtg
caaggcaaga
caaggcaaga
caaggcaaga
caaggcaaga
caaggcaaga
caaggcaaga
cagggcaaga

cagggcaaga
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Tu Arg Leu Glu Lys Glu Lys Arg Leu
05 1410

Ala Ala Ile Lys Leu GIn Glu Leu Leu
Thr Lys Glu Lys Asp Thr val Lys

5 1440
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ttgtggtctt
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agaccaacca
agaccaagaa
gagtgaccat

cagtccagtc

agctggettce

cagcagtcag
aagctgctcce
ccectgetac
agggagaggg
agggagaggyg
aagcagagdgg
aggcagaggg
aagcagaggg
aatcagaggg
aggtagaggg
aggtagaggg
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180
240
300
360
420
480
540
600
660
720
780
840
900
960
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1080
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gaaccagaat
ggttcaaaac
ggcccagaac
ggcccagaac
ggcccagaac
agttgctaat
gaccccaaat
gtcccccaac
agctcctace
ggctcctgca
caatggcact
cagcgaggga
ggacacgtgg
ggaagagaag
gctgegggag
caaagtgaag
gcaggccagce
actgcaggag
ctccatcctg
agagctggec
ggaggccgtg
ggagaaacag

cagggcaaga
caaggcaaga
caaggtaaga
cagagcaaga
caaggcaaga
caaggcaaga
caaggcaaga
cagggcaaga
cagggcaaga
cagggcaaaa
cagggcagaa
cagggcaaaa
cagggcagaa
cagagtaaaa
cagggtagga
cagggcaaga
cagggcagaa
cagggcacaa
caagggaaaa
cagggcaaga
cagggcaaaa
aagaagaagt
ctacacttgc
gaggcccagce
cacaaggcca
gagaagctgc
ctcaacaagg
aagcagctgg
taccgggage
cagctggaga
agggacgcect
aagcteccggce
cggcaggagg
gtcctgcagt
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aggcagaagg
agggagaggg
aatcagaggg
aggtagaggg
aggcagaggg
aggcagaggg
aatcagaggg
aggcagaggg
aggcagaggg
aggcagaggg
aggcagaggg
aagcagaggg
aagagcagag
aagcagacgg
aggcagaagg
aggcagaggg
aagtggaggce
aggtggagag
aggcagaggg
aggtggatgc
atgcagacat
ctgggtcaaa
cctacaagac
ggctcatgga
ctcagaaggg
tggccacaga
agctggeagce
tagcccggga
acgtgaagga
atggccccag
tgaaccaggc
aggagctggg
agcagcagcg

tgcaggcatc

ggcccagaac

cagggcaaga

aatcagaggg

ggcccagaac caaggcaaga aggcagaggg

ggcccagaac
ggcccagaac
ggcccagaac
ggcccaaaat
ggcccagaac
ggcccagaac
gaaccagaac
gggccagaac
ggcccagaac
gaaccagaat
taccctggac
gacccccaac
gacccccaat
agcccagaac
aggccagaat
tattgcgaac
aacttcaaac
atctgccaat
ggtccagagc
gaagaagggt
getggtcetec
gattctggcc
cgaccccgta
gcaggaggat
agaaaaggcc
gcaggagatc
ggtgcagcag
tgcgcagctg
cacgagccag
caaggtcagc
caaggccctg

tcacaaggag
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caaggcaaga
caaggcaaga
caaggcaaga
cagggcaaga
caaggcaaga
cagggcaaga
cagggaaaga
caagggaaga
caaggcaaga
caggggaaaa
cagggcaaaa
cagggcaaga
cagggcaaga
cagggcaaga
cagggcaaaa
caggggaaaa
caaggcaaaa
cagggtaaaa
caggaagcac
gagcctgggc
gctgttggaa
gacaaggcgg
gtgattctga
gcagccgteg
aaggcagccg
acggccgtge
ctgcagggca
gceccgettge
gtggagagca
aaggagctgg
gaggccaagg
agcgaggagg

aatcagaggg
agacagaggg
aggcagaggg
aggcagaagg
aggcagaagg
aggtagaggg
aatcagaggg
aatcagaggg
aagcagaggg
aggcagaggg
tggtagaagt
aggcagaggg
aggcagaggg
aggcagaggg
aggcagattc
aagcagatgg
agtcagaagg
aggcagagtc
caaagcaaga
ccccagatge
gcatggtgct
gcatcgtgca
aacgccagtt
ccaagagcaa
ctggggaggc
aggcgcgeat
agatccggac
agcaggagaa
agcagaatac
tggaaaagtc
cggccgeegt

ccctgcagaa

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
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gcgectggac
ggcagacgcec
gcagtectcc
gctggatgag
cctgctggag
gcaggeccgce
gctcagggag
gaaggccatg
gactcaggcc
ggccctgetg
gttgcaggag
ggagcccteg
ggccgagtgt
gcagaagagc
ggagctccag
aggggaactt
ggagaagcac
gttgaggcag
nnnnnnnnnn
gcteegttge
gaggctagag
ggagcttttg
gcaggagcgg
ctcctygeaga
ataaaccaac
gacaagagtt
tttgtcacat
gccaaagcecc
gtctgtatgt
tgctgagtcec
cagtccccgg
aaaacccgcg

<210> 45
<211> 1492

gaggtcagcc
gagaaggccc
gaggctgagg
gcccgggege
gccagccagg
ctcatggagc
gcggtggage
gaggctctgg
aaggaggaat
gccctgctéc
ctcaaagaga
gacttggccg
gaccagtacc
gtggaggagg
gagtcacggg
gaaagttctg
gtggcggctg
ctcttattag
nRnnnNNnnn
accgcgccct
aaagagaaga
aagacgaccc
ctggacagac
aaatgaaatt
cgacacagcg
tcttagcace
tcgagaaaca
tcgtcagecg
cagtcagtgc
ctaaggctgce
aagatgctgce
tgtcgcccgg
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gggagctgig
gggagcagca
tgaggggcaa
agaactcgca
cccaggacéc
tggagtcaca
agcagaaggc
cctecggecga
cggagaagca
cggggctccc
atgcctgttt
ccaagctgag
gcagcattct
aggaacaggt
tcaccgtaaa
atcaggtgag
ccagcgecga
aatctcagtt
nnnnnnnnnn
tgaggtcttc
agttaactgg
aggagcagct
cagaggacgg
actgttcaac
ttatccggge
agaagtagat
ctatcgecect
tgcgacagac
aattgtgtct
agagcagact
ccccagaacc

cactctgg

ccgcgegeag
gcagcagatg
gtgtgaggag
gctcacggag
ccaggccagt
ggtgtggtgc
gaagaacaat
gaagagctgce
actcagcctg
cacctccacc
ggagttgtcg
ggaggcggag
ggccgagacyg
gtggaaggcc
acatctcgaa
ggagcacacc
gtgccagagc
cagctggatg
nnnnagtcag
ggagaattag
tgacctggga
ggcaaaagag
cagctcaaag
ttaccaaaat
ccaacttcgg
ctteccagacc
ggceeggecc
ccagggcttg
ttcgcggggt
ggaaggtcac

gacgcgtgac

agcagccacg
gcagagctge
ctgcgtggte
aggatccgct
cgagtggagg
ctggagaagg
gacctccgag
gaggagaagc
acggaggccc
aaccagagtt
aagcggcege
gagacgcaga
gaggccatgc
cgggtgagcg
gaggttgtcg
tggcgeetgg
tatgcccagg
cggcnnnnnn
ctgcaggggg
gaagctgcac
cgtgcggeca
aaggacacdg
gaaggcactt
gccttacaca
tagctctgag
cagtttgtac
tggaccacca
ttctgggagy
tgggggtcgg
agccagcgag

tcctgggtgt
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Gly

Ala

375

Lys

Asn

Glu

Gly

Ala

455

Lys

Gly

Gln

Gly

Lys

280

Gln

ser

Gln

Gly

Lys

360

Gln

Ala

Gln

Gly

Lys

440

Gln

Ala

Glu

Gly

Ala

265

Lys

AsSh

Glu

Gly

Ala

345

Lys

Asn

Glu

Gly

Ala

Lys

Asn

Glu

Gly

Lys

250

Glin

Ala

GlIn

Gly

Lys

330

Gin

Ala

Gln

Gly

Lys

410

GIn

Ala

Gln

Gly

Ala
235

Lys

Asn

Glu

Gly

Ala
315

Lys

Asn

Glu

Gly

Ala
395

Lys

Asn

Glu

Gly

Ala
475

Gln

Ala

Gln

Gly

Lys
300

Gln

-val

6ln

Gly

Lys

380

Gln

ser
Gln
Gly
Lys
460

GIn

Page 40

Asn

Glu

Gly

Ala

285

Lys

Asn

Glu

Gly

Ala

365

Lys

Asn

G1y
Gly

Ala

445

Lys

Ash

GIn

Gly.

Lys
270

GIn
Ser
GIn

Gly

GIn
Gly
Gln

Gly

Ala

Gln

Glu

GTy'

Ala
255
Lys
Asn
Glu
Gly

Ala
335

Lys
350

Asn

Glu

Gly

Thr

415

Lys

Asn

Glu

Gly

Gly

Lys
240
Gln
Ala
Gln
Gly
Lys
320
Gln
val
Gln
Gly
Lys
400
Pro
Thr
Gln

Gly

Lys
480


ip-temp
Rectangle


Lys

Asn

Glu

Gly

Asn

Glu

Gly

Thr

625

Lys

Asn

Glu

Gly

Ile

705

Lys

Asn

ser

GlIn

Gly

Ala

Gln

Gly

Lys

610

Pro

Ala

GlIn

Gly

Lys

690

Ala

Ala

Gln

Glu

Gly

Ala

515

Lys

Asn

Glu

Gly

Asn

595

Met

Asn

Glu

Gly

Ala

675

Lys

Asn

Glu

Gly

Gly

Lys

Gln

Ser

GIn

Gly

Lys

580

Gln

val

Gln

Gly

Lys

660

GIn

Ala

Glin

Gly

Lys
740

Ala

485

Lys

Asn

Glu

Gly

Ala

565

Lys

Asn

Glu

Gly

Thr

645

Lys

Asn

Asp

Gly

Thr

725

Lys
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GIn Asn GIn Gly Lys Lys Ala Glu Gly Thr Pro

Ala

Gln

Gly

Ala

GlIn

val

Lys

630

Pro

Ala

GlIn

sSer

Lys

710

Ser

val

Glu

Gly

Thr

535

Lys

Asnh

Glu

Gly

val

615

Lys

Asn

Glu

Gly

val

695

Lys

Asn

Asp

Gly
Lys
520
Pro
Ser

Gln

Gly

Ala
GIn
Gly
Arg
6

Ala
Ala
Gln

Ala

Ala

505

Lys

Ash

Glu

Gly

Asn

585

Lys

Asn

Glu

Gly

Ala

665

Lys

Asn

Asp

Gly

Ser
745

490

Gln
Ala
Gln
Gly
570
GIn
Glu
Gln
Gly
Lys
650
G1n
val
Gln
Gly
Lys

730

Ala

495

Asn GIn Gly Lys Lys

Glu Gly

Gly Lys

Ala Gln

555

Lys Ala

Asn Gln

GIn ser

Ser Lys

Ala GIn

Lys Ala

Asn Gln

Glu Ala

Gly Thr

700

Thr Pro
715

Lys Ser

Asn GlIn
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Asn

525

Lys

Asn

Glu

Gly

Thr

605

Lys

Asn

Glu

Gly

Lys

Asn

Glu

Gly

510

Gin

Ala

Gln

Gly

Ala

Gln

Gly

Lys

Gln

val

Gln

Gly

Lys
750

Asn

Glu

Gly

Ala

575

Lys

Asp

Asp

Gly

Ala

655

Lys

Asn

Glu

Gly

Ser

735

Lys

val

Gly

Arg

Gln

Ala

Gly

Arg

640

GlIn

Ala

Gln

Gly

720

Pro

Ala
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Glu Ser Ala Pro Thr Gln Gly Lys Asn Ala Asp Met val Gln Ser Gln
755 760 765 :

Glu Ala Pro Lys GIn Glu Ala Pro Ala Lys Lys Lys Ser Gly Ser Lys
770 775 780

Lys Lys Gly Glu Pro Gly Pro Pro Asp Ala Asn Gly Thr Leu His Leu
785 790 795 i 800

Pro Tyr Lys Thr Leu val Ser Ala val Gly Ser Met val Leu Ser Glu
805 810 815

Gly Glu Ala Gln Arg Leu Met Glu Ile Leu Ala Asp Lys Ala Gly Ile
820 825 . 830,

val GIn Asp Thr Trp His Lys Ala Thr Gln Lys Gly Asp ﬁro val val
835 840 ’ 845 - |

ITe Leu Lys Arg GIn Leu Glu Giu Lys Glu Lys Leu Leu Ala Thr Glu
850 855 860

GIn Glu Asp Ala Ala val Ala Lys Ser Lys Leu Arg Glu Leu ‘Asn Lys
865 870 875 R . 880

Glu teu Ala Ala Glu Lys Ala Lys Ala Ala Ala Gly G]ﬁ'A1a Lys val
885 890 © 895

Lys Lys GIn Leu val Ala Arg Glu GIn Glu Ile Thr Ala Vai\Gin Ala
900 905 <910 -

Arg Met Gln Ala Ser Tyr Arg Glu His val Lys Glu val G1n:G]n Leu
915 920 - 925

GIn Gly Lys Ile Arg Thr Leu GIn Glu Gln Leu Glu Asn Gly Pro Ser
930 935 940

Ala GIn Leu Ala Arg Leu GIn GIn Glu Asn Ser Ile Leu~Arg Asp Ala
945 950 955 R 960

Leu Asn GIn Ala Thr Ser Gln val Glu Ser Lys GIn Asn Thr Glu teu
965 970 975

Ala Lys Leu Arg GIn Glu Leu Gly Lys val Ser Lys Glu Leu val Glu
980 985 © 990

Lys Ser Glu Ala val Arg GIn Glu Glu Gln Gln Arg Lys Ala Leu Glu
995 1000 1005 -

Ala Lys Ala Ala Ala val Glu Lys GIn val Leu GIn 'Leu Gln Ala
1010 1015 1020
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Ser His Lys Glu Ser Glu Glu Ala Leu GIn Lys Arg Leu Asp Glu
1025 1030 1035

val Sser Arg Glu Leu Cys Arg Ala Gln Ser Ser His Ala Ser Leu
1040 1045 1050

Arg Ala Asp Ala Glu Lys Ala Arg Glu GIn GIn GIn GIn Met Ala
1055 1060 1065

Glu Leu His Gly Lys Leu GIn Ser Ser Glu Ala Glu val Arg Gly
1070 1075 1080

Lys Cys Glu Glu Leu Arg Gly Leu His Gly GIn Leu Asp Glu Ala
1085 1090 1095

Arg Ala Gln Asn Ser GIn Leu Thr Glu Arg Ile Arg Ser Ile Glu
1100 1105 1110

Ala Leu Leu Glu Ala Ser GIn Ala Gln Asp Ala GIn Ala Ser Arg
1115 1120 1125

val Glu Ala Asp GIn GIn Gln Ala Arg Leu Met Glu Leu Glu Ser
1130 1135 1140

Gln val Trp Cys Leu Glu Lys Glu Ala Thr Glu Leu Arg Glu Ala
1145 1150 1155

val GTu GlIn GIn Lys Ala Lys Asn Asn Asp Leu Arg Glu Lys Ash
1160 1165 1170

Trp Lys Ala Met Glu Ala Leu Ala Ser Ala Glu Lys Ser Cys Glu

1175 1180 1185
Glu Lys Leu Arg Ser Leu Thr GIn Ala Lys Glu Glu Ser Glu Lys
1190 1195 1200

GIn Leu Ser Leu Thr Glu Ala GIn Thr Lys Glu Ala teu Leu Ala
1205 1210 1215

Leu Leu Pro Gly Leu Pro Thr Ser Thr Asn Gln Ser Tyr Ala Glu
1220 1225 1230

Trp Leu GIn Glu Leu Lys Glu Asn Ala Cys Leu Glu Leu Ser Lys
1235 1240 1245

Arg Pro Gln Ala Ser Pro Glu Pro Ser Asp Leu Ala Ala Lys Leu
1250 1255 1260

Arg Glu Ala Glu Glu Thr GIn Ser Gly Leu GIn Ala Glu Cys Asp
1265 1270 1275
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Lys

val

Glu

Glu

Gln

Glu

Xaa

Glu

Asn

Lys

Leu

val

Ser

Ala Arg
Thr val
Leu Glu
Ala Glu
Sér Tyr
Ser Gln
Xaa Xaa
Leu Glu
Xaa Glu
Leu Thr
Leu Lys
GIn Lys

Lys Glu

GIn Tyr Arg Ser Ile Leu Ala Glu Thr Glu Ala Met Leu Lys Ala
1280 1285 1290
Leu GIn Lys ser val Glu Glu Glu Glu Gln val Trp
1295 1300 1305
val ser Ala Ala Glu Glu Glu Leu GIn Glu Ser Arg
1310 1315 1320
Lys His Leu Glu GJu val val Glu Lys Leu Lys Gly
1325 1330 1335
Ser Ser Asp GIln val Arg Glu His Thr Trp Arg Leu
1340 1345 1350
Leu Glu Lys His val Ala Ala Ala Ser Ala Glu Cys
1355 1360 1365
Ala GIn Glu val Ala Gly Leu Arg Gln Leu Leu Leu
1370 1375 1380
Phe Ser Trp Met Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1385 1390 1395
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser Gln Leu Gln Gly
1400 1405 1410
Lys Leu Arg Cys Thr Ala Pro Leu Arg Ser Ser Glu
1415 1420 1425
Ala Ala GIn Leu Lys Glu Arg Leu Glu Lys Glu Lys
1430 1435 1440
Gly Asp Leu Gly Arg Ala Ala Thr Lys Leu Gln Glu
1445 1450 1455
Thr Thr GIn Glu G1n Leu Ala Lys Glu Lys Asp Thr
1460 1465 1470
Leu Gln Glu Arg Leu Asp Arg Pro Glu Asp Gly Ser
1475 1480 1485
Gly Thr Ser val
1490
<210> 46
<211> 2511
<212> DNA
<213> Monodelphis domestica
<400> 46

atgagagact ggaggcaatt cctcccaggc tcagccgaga gtgagacctt taaaaaacat
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gatcccgctg
ctccatcctg
gcccaggttce
ccctacaaga
tgtctcattyg
actcaaaaag
ctggctactg
gagcttgcct
ttggccagyag
cacgtgaatg
aatggaccaa
ttgaatcaag
caagagtgca
gaacaacaga
ctacaggttt
ggagagcttc
aaaggagata
gtgaaaagca
gaaaatgtac
gtcaaagaag
cttaaagatc
gctgtegage
gaagctttgg
aaggaagaag
tcectettec
ttcaaagaga
ttagcctcca
cagtaccgaa
gaggaggaag
tcacaaatca
aatgtagatc
ttgacgtcta
ttaacggaag

gaactcgccc

ttcccagtyg
ccgtcgagec
tatctgggcg
ctctggtgtc
aaatattatc
gtgatccagt
aacaacaaga
ctgagaagtc
agcaagagat
aagtgcagca
atactcagtt
caaccagtca
gtaagctcac
agaagagtct
ctcaaaaaga
gtaaatcaca
ggcagaatat
agtctgaaga
agctaacaga
ccaaagatgc
gagaggcecy
agcagaaact
catctgctga
cagagaagca
cagatatttc
agaggatgga
agttaaaaga
acatacttgc
agcaggtatg
aagtgaaaca
aggtcaaaga
gtgcagaatg
cccgagagea

tggtgaggca
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cggccacggg accgggttaa gccctgeccg

ggcaccgctc
gactccaact
tacccttega
cgagaaagct
agcagttttg
tgctgetget
aaaggcagcc
cgtggctgtg
gctgcagggg
ggctcgttta
gactgagagc
aaaagaagtg
agagatcaaa
aaaagaagac
atccagcaac
tgctgaactg
gttgaataaa
aagaattaaa
ccaggctagce
ggtaacatct
aaaaaataat
gaaaggatgt
attcagtatc
aatagccaca
agctgtaaaa
agctgaggaa
agaaacggaa
gaaagccaaa
tcttgaagaa
atatgcagct
tcagaaatac
gatggatgca

gcagttgagt

cttgggtctg
ccagcagatt
agtacggttt
ggcgtggttc
aagcgacaac
gctaaaaata
gctggggaag
caagcccgea
aagattcgaa
cagcaagaga
aagcagaaca
gctgaaaagt
gctgcaacct
tccctecaga
aaaaaccttt
cgtaccaaat
ctcaaaggaa
tccatcgagg
caagcagaag
ttggaaaagg
gacctcagag
gaggagaaac
actcagacaa
caacagagtt
caaaaagcac
gcccaaagca
ggcatgttga
ctcacagtat
accatggaga
ctcttggagg
acaaaagaag

gccaacagtg

gagatggaga
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aagttggaga
ctgatggccc
tcaatgaagg
aggatacctg
tggaagagaa
gactgaggga
ccaacgtgaa
tgaaagctag
gtcttcaaga
actcaattct
cagaacttgc
ctgaagccgt
tggaaaaaca
agagactgga
tggctgactt
tacagtcctc
aactgtcgga
ccctectgga
tggaccagtt
aagctacaga
agaaaaactg
tgagttettt
aaacaaaaga
atgatgggtg
ctgcaggagt
ctttacagtc
aagatctfca
cagaagaaga
agttaaaagg
cacgactaga
ttgagtcgct
aagcacagaa

accatgtaca

agtctttctc
agaaaagttg
tctctatctce
ggaagcccat
gcataaggct
ggaaaagctg
acttaataag
aaaacagctc
ctaccgggac
gcagttggag
gagggatgct
aaagctaagg
gcagcaggaa
ggtccagcag
tgaagtgagc
ggagaaagca
agaaacagag
gtccagttca
agctggccag
acaagcaagg
gctaaaggag
gagagcaatg
aaccaaagca
aactctecctc
gttagaagaa
atctttggac
ggaatgtgat
gaagagtgtg
actacaaaag
agacctacag
agagcacatg
gagggacctt
acagagcaag

ggatggtgaa

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
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gttgttg
gagcgga
ttcgagg
tctatcg
aaagaaa
aaggcgg
cttgaga
<210>
<211>
<212>
<213>

<400>

ggt
cag
agg
gcg
aga
cce
aaa
47

836
PRT

cgcaggctga
aaaccatcct
cccagaattce
tggagtcttc
tgatgacgac
aggagcagct
cggaggatgc

Nippi FA1238-14040PCT SeqList 2_ST25

cctaactgag
ggagaaagaa
agtgtttaac
agaaacggag
gagtttgggg
aaccaaggag

tggcagtacg

Monodelphis domestica

47

%et Arg Asp Trp Arg
5

Phe Lys

Leu Ser

Pro Leu

50

Ser
65

Gly

Pro Tyr

Gly Glu

val Gln

val Leu

130

GIn Gln

145

Glu Leu

Lys Lys

Lys

Pro

35

Leu

Arg

Lys

Ala

Asp

115

Lys

Asp

Ala

GlIn

His

20

Ala

Gly

Thr

Thr

His

100

Thr

Arg

Ala

Ser

Leu
180

Asp

Arg

Ser

Pro

Leu

85

Cys

Trp

Gin

Ala

Glu

165

Leu

Gln

Pro

val

Glu

Thr

70

val

Leu

His

Leu

Ala

150

Lys

Ala

Phe

Ala

Phe

val

55

Pro

Ser

Ile

Lys

Glu

135

Ala

Ser

Arg

Leu

val

Leu

40

Gly

Ala

Thr

Glu

Ala

120

Glu

Lys

Lys

Glu

caagctgcta
agggacacgg
aaggaaggga

Pro

Pro

25

Leu

Glu

Asp

Leu

Ile

105

Thr

Lys

Asn

Ala

Gln
185

caggaacctc
cagatccagce
ttacaagcag

gaggctgttc

Gly ser Ala

10

ser Gly Gly

His Pro Ala

Glu Leu

60

Lys

Ser Asp Gly

75

Arg Ser Thr

90

Leu Ser Glu

GIn Lys Gly

Glu Leu

140

Lys

Leu
155

Arg Arg

Ala Ala

170

Gly

Glu Ile val
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Giu

His

val

45

Ala

Pro

val

Lys

Glu

Glu

Ala

tggagctgaa
gacagaagct
agttggagaa
atttgaagga
ccaagctcca
tcaagaagct

cctcegtgtg

Ser

Gly

30

Glu

Gln

Leu

Phe

Ala

110

Pro

Ala

Leu

Ala

val
190

aacacagctg
caccacagag
gcttcgagea
aaggctggaa
ggggcttctg
gcaggacaag

a

Glu Thr

15

Thr Gly

Pro Ala
val

Leu

Leu
80

Tyr

Asn Glu

95

Gly val

val Ala

Thr Glu

Ash LyS

160

Asn val

175

Gln Ala

2160

2220
2280
2340

2400

2460
2511
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Arg Met Lys Ala Ser

Gln

Thr

225

Leu

Ala

Lys

Ile

Gln

305

Gly

Leu

Lys

Asn

Leu

385

val

Leu

Lys

Asn

Gly

Gln

Asn

Lys

Ser

Lys

290

Lys

Glu

Glu

Leu

Lys

370

Thr

Lys

Gln

Glu

Asn
450

195

Lys

Leu

Gln

Leu

Ala

Glu

Leu

Lys

Leu

Glu

Glu

Ala

Ala

435

Asp

Ile

Ala

Ala

Arg

Ala

Ala

Lys

Arg

Ala

340

sSer

Lys

Arg

Ala

Leu

Arg

Arg

Thr

245

Gln

val

Thr

Glu

Lys

Ser

Gly

Ile

Glu

Arg
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Tyr

Ser

Leu

230

Ser

Glu

G1n

Leu

Asp

310

Ser

Gly

Glu

Lys

Lys

390

Asp

Lys

Leu

Glu

Arg

Leu

215

GIn

Glin

Cys

Gln

Glu

295

Ser

GlIn

Asp

Thr

Leu

375

ser

Ala

Asp

Lys

Lys
455

Asp His val Asn Glu val Gin Gln

200

GIn Glu

Gln Glu

Thr Glu

ser Lys

Glu Glu

280

Lys Gln

Leu Gln

ser Ser

Arg Gln

345

Glu val
360

ser Glu

Ile Glu

GIn Ala

Arg Glu
425

Glu Ala
440

Asn Trp

Gln

Asn

Ser

250

Leu

GlIn

val

Lys

Asn

330

Asn

Lys

Ser

Ala

ser

410

Ala

val

Arg

Leu

Ser

235

Lys

Thr

Gln

Gln

Lys

Ile

Ser

Ser

Leu

395

GIn

Arg

Glu

Ala

Glu

220

Ile

Gln

Lys

Lys

Gln

300

Leu

AsSn

Ala

Lys

ser

380

Leu

Ala

val

Gln

Met
460
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205

Asn

Leu

Asn

Glu

Lys

285

Leu

Asp

Leu

Glu

Ser

365

Glu

Glu

Glu

Thr

Gln

445

Glu

Gly

Arg

Thr

val

270

Ser

Gln

Glu

Leu

Leu

350

Glu

Asn

Ala

val

Ser

430

Lys

Ala

Pro

Asp

Glu

255

Ala

Leu

val

val

Ala

335

Arg

Glu

val

Gly

415

Leu

Leu

Leu

Leu

Asn

Ala

240

Leu

Glu

Glu

Ser

Ser

320

Asp

Thr

Leu

GIn

GlIn

400

Gln

Lys

Ala
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Ser

465

Lys

Glu

Ser

val

Leu

545

Gln

Gin

val

Glu

val

625

Leu

Leu

Ser

Leu

GlIn

705

Glu

Ala

Glu

Thr

Tyr

Lys

Tyr

Lys

Ser

Glu

610

Lys

Thr

Arg

Glu

Ser

690

Ala

Arg

Glu

Glu

Leu

Asp

Gln

Glu

Arg

Ser

Glu

595

Thr

Glu

Ser

Asp

Ala

675

Glu

ASp

Thr

Lys

Ala

Leu

500

Gly

Lys

Ala

Asn

val

580

Glu

Met

Tyr

Ser

Leu

660

Gin

Met

Leu

Glu

Gly

Glu

485

ser

Trp

Ala

Glu

Ile

565

Glu

Glu

Glu

Ala

Ala

645

Leu

Lys

Glu

Thr

Thr
725
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Cys

470

Lys

Leu

Leu

Pro

Glu

550

Leu

Glu

Leu

Lys

Ala

630

Glu

Thr

Gln

Asn

Glu

710

Ile

Glu Glu Lys Leu igg Ser Leu Thr Lys

Gln

Phe

Glu

Ala

535

Ala

Ala

Glu

Gln

Leu

615

Leu

Cys

Glu

Ser

His

695

GIn

Leu

Phe

Pro

Glu

520

Gly

Gln

Glu

Glu

Lys

600

Lys

Leu

Gln

Ala

Lys

680

val

Glu

Glu

ser

Asp

505

Phe

val

Ser

Thr

Gln

585

Ser

Gly

Glu

Lys

Gln

Pro

Lys

Ile

490

Ile

Lys

Ser

Thr

Glu

570

val

GlIn

Asp

Ala

TYT

650

Glu

Leu

Asp

Leu

Glu
730

Thr

Ser

Glu

Leu

Leu

555

Gly

Trp

Ile

Leu

Arg

Thr

GIn

Ala

Gly

Glu

715

Gin

GlIn

Ile

Lys

540

GIn

Met

Lys

Lys

Gln

620

Leu

Lys

Met

Leu

Glu

700

Leu

Ile
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Thr

Ala

Arg

Leu

Ser

Leu

Ala

val

605

Asn

Glu

Glu

Asp

val

685

val

Lys

Glin

Lys

Thr

510

Met

Ala

Glu

Lys

Lys

590

Lys

val

Glu

val

Ala

670

Arg

val

Thr

Arg

Thr

495

Gln

Glu

Ser

cys

Asp

Leu

His

Asp

His

Glu

655

Ala

Gln

Gly

Gln

Gln
735

Ala
480
Lys
Gln

Ala

Lys

Thr
Leu
Gln
Met
640
Ser
Asn
Gln
Ser
Leu

720

Lys
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Leu Thr Thr Gglu Phe Glu Glu Ala GIn Asn Ser val Phe Asn Leu Gln
740 745 750
Ala Glu Leu Glu Lys Leu Arg Ala Ser Ile Gly val Glu Ser Ser Glu
755 760 765
Thr Glu Glu Ala val His Leu Lys Glu Arg Leu Glu Lys Glu Lys Met
770 775 780
Met Thr Thr Ser Leu Gly GIn Ala Ala Thr Lys Leu GIn Gly Leu Leu
785 790 795 800
Lys Ala Ala GIn Glu Gln Leu Thr Lys Glu Arg Asp Thr val Lys Lys
805 810 815
Leu GIn Asp LyS Leu Glu Lys Thr Glu Asp Ala Gly Ser Thr Lys Glu
820 825 830
Gly Thr ser val
835
<210> 48
<211l> 5624
<212> DNA .
<213> Pongo abelii
<220>
<221> misc_feature
<222> (27)..(36)
<223> n is a, ¢, g, or t
<220>
<221> misc_feature
<222> (1816)..(1821)
<223> n is a, ¢, g, or t
<220>
<221> misc_feature
<222> (1?18)..(1919)
<223> n1is a, ¢, g, or t
<400> 48
atgggaagcg gtgaaggtgc agtggennnn nnnnnnttgt cctcaatagc ccggcgactc
gaggggggcg ctagcatcgg ggaaggttac ttgggtttaa ataaaggcag cttactttgg
cctgttcgge gggttggcge aaaccctgtt cagccaccge catgtcagec cagceggtatce
ccagaggcegc aggcccgggg ccgecgggac ccgaaccttt ctgetteccg cecttaggcag
agccggatcc tagtcagaga ctgctgggag cgacgcgggc ccagagtgdg cggagctgge
cggagacccc ccecctcgega ccggcagagt ggcggggtgc ggaccaatgg gaagaggcgg
ctcgatgaat ggctggcccg ggtggggaag gcaggaggcg gcgatcccgg cggagggggce
cgttcgccag ctccgaggca gaaagtgcca cgactccaca cgcgcgecacg cagccagcga
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gcggccggag
tcgg99ggcgg
gcgaaggegg
ggaaagcaag

- ggattcatgg

acgtcatatg
aaagtagaga
gaagagaaac
ctccgagaac
attatcgttg
cccaaggaca
gtagtgaatt
gaagtgccga
actgctcagg
ccaaaccagg
ccaaaccaag
ccaaaccaag
ccaaaccagg
caaaaccagg
cagaaccagg
cagaatcagg
cagaatcagg
aaccagggca
ccagggcaag
tcagggcaaa
cagggcaaga
cagggcaaga
cagggcaaga
cagggcagga
cagggcagga
cagggcaaga

cagggcaaga
cagggdcagaa

cagggtaaaa

cggacggcag
tttettggey
cgtctcctge
céaggatgga
ttgtttctgc
aagaagccct
agaaaaagaa
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Pongo abelii

misc_feature
(10)..(12)

ttctectaga
atgagcttgce
acatagctgg
agcttgaaac
agaagctcac
tggagaagct
tgaaggagag
aactgcagga
agaagctgca
ctgtctgagt
cattccttac
ctccgagaga
gccccagttt
gggccaccge
gaggccgggc
€ggggcggga
ggccacagec

ttgatgccat

Nippi FA1238-14040PCT SeqList 2_ST25
atctcaatct cagctcgatg ccgccaagag

cctggtcagg
ggccccaget
gcagctggag
ggctgagttt
ccgcacagec
actagaaaaa
acttctgaag
ggaacagctg
ctcctetgtg
aaataaacca
agccatgaga
gtaaatgaac
cgagtgacgc
gctctggggt
agcggagtggg
cctcaccect

taaaaccaac

cagcaattga
tcctccccag
cggacagaag
gaggaggctc
ggcccectgg
gagaagaagt
acaacccagg
gaaaagacag
gaaaaagaag
agcaacctac
gacaagagtc
ctgtgtcaca
caaagccctg
ctgtctgtca
accgggeage
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gttggtgccec
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aggceccecca
ccatcctgga
agacctcggc
agtcttcaga
taacaagtga
agcagctggc
aggacggcag
ttactgttca
acagcgttat
tcctagagece
tttgataaac
gttgactctg
gtgcaatcgt
cagttcttga
aaccagaact

ggtg

Xaa can be any naturally occurring amino acid

misc_feature
(606)..(607)

Xaa can be any naturally occurring amino acid

misc_feature
(640)..(640)

Xaa can be any naturally occurring amino acid
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cgaagcccag
gagccacgta
agccgagcag
ggatgagcag
atgtcggtta
gacagaggag
cctggggcegce
aagggadaag
cagctcaaag
acttaccaaa
ccaggcccaa
acagaggtag
actatcctgg
acagccccgt
ttcgtgtttt
aggctgtogy
gacgtgcgac

?et Gly Ser Gly §1u Gly Ala val Ala xga Xaa Xaa Leu Ser Ser Ile
1

15

Ala Arg Arg Leu Glu Gly Gly Ala Ser Ile Gly Glu Gly Tyr Leu Gly
20 25 30
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Ala Asn GIn Gly Thr Lys val Glu Gly Ile Thr Asn GIn Gly Lys Lys
850 855 860

Ala Glu Gly Ser Pro Ser Gln Gly Lys Lys Ala Glu Gly Ser Pro Asn
865 870 875 880

GIn Gly Lys Lys Ala Asp Ala Ala Ala Asn GIn Gly Lys Lys Thr Glu
885 890 895

ser Ala Sser val GlIn Gly Arg Asn Thr Asp val Ala GIn Ser Pro Glu
900 905 910

Ala Pro Lys GIn Glu Ala Pro Ala Lys Lys Lys Ser Gly Ser Lys Lys
915 920 ‘ 925

Lys Gly Glu Pro Gly Pro Pro Asp Ala Asp Gly Pro Leu Tyr Leu Pro
930 935 940

Tyr Lys Thr Leu val Ser Thr val Gly Ser Met val pPhe Asn Glu Gly
945 950 955 960

Glu Ala Gln Arg Leu Ile GJu Ile Leu Ser Glu Lys Ala Gly Ile Ile
965 970 975

Gln Asp Thr Trp His Lys Ala Thr GIn Lys Gly Asp Pro val Ala Ile
980 985 990

Leu Lys Arg GIn Lteu Glu Glu Lys Glu Lys Leu Leu Ala Thr Glu Gln
995 1000 1005

Glu Asp Ala Ala val Ala Lys Ser Lys Leu Arg Glu Leu Asn Lys
1010 1015 1020

Glu Met Ala Ala Glu Lys Ala Lys Ala Ala Ala Gly Glu Ala Lys
1025 1030 1035

val Lys Lys GIn Leu val Ala Arg Glu Gln Glu ITe Thr Ala val
1040 1045 1050

Gln Ala Arg Met GIn Ala Ser Tyr Arg Glu His val Lys Glu val
1055 1060 1065

GIn GIn Leu GIn Gly Lys Ile Arg Thr Leu GIn Glu Gln Leu Glu
1070 1075 1080

Asn Gly Pro Asn Thr GIn Leu Ala Arg Leu GIn Gln Glu Asn Ser
1085 1090 1095

Ile Leu Arg Asp Ala Leu Asn Gln Ala Thr Ser GIn val Glu Ser
1100 1105 1110
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Lys

Ile

510

Ser

ser

Leu

GIn

Glin

590

Glu

Glu

Glu

Ile

Gln

415

Lys

Lys

Gln

Leu

Asn

495

Thr

Lys

Ala

Leu

Ala

575

val

Gln

Ala

val

Asn

Leu

400

Asn

Glu

Lys

Leu

Asp

Leu

Glu

Ser

Glu

Ala

Glin
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Lys

Ala

625

Ser

Lys

Thr

Thr

Ala

705

Glu

Lys

Lys

Lys

Thr

785

Glu

val

Ala

Arg

val
865

Leu

610

Leu

Lys

Thr

GlIn

Glu

690

ser

cys

Asp

Leu

His

770

Ala

His

Glu

Thr

LyS

850

Gly

Lys

Ala

Ala

Lys

GlIn

675

Ala

Lys

ASp

Leu

Thr

755

Leu

GIn

Met

Leu

Asn

835

Gln

Ser

Asn

Ser

Lys

Glu

660

Ser

Gly

Leu

Gln

Glin

740

val

Glu

val

Ser

Leu

820

Ser

Leu

Gln

Asn

Ala

Glu

645

Thr

Tyr

Lys

Lys

TYr

725

Lys

Ser

Glu

Lys

Ala

805

Arg

Glu

Ser

Ala
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Asp Leu Arg Glu Lys Asn g;g Arg Ala Met

Glu

630

Glu

Leu

Asp

Gln

Arg

Ser

Glu

Thr

Glu

790

Ser

Asp

Ala

Glu

870

615

Lys

val

Leu

Glu

Lys

695

Ala

Thr

val

Glu

Met

775

His

Thr

Leu

Gln

Met

855

Leu

Gly

Glu

Ser

Trp

sSer

Glu

Ile

Glu

Glu

760

Glu

Ala

Ala

Leu

Lys

840

Lys

Thr

Cys

Lys

Leu

665

Leu

Pro

Glu

Leu

Glu

745

Leu

Lys

Ala

Glu

Thr

825

Gln

Asn

Glu

Glu

Gln

650

Phe

Gln

Ala

Ala

Ala

730

Glu

Gln

Leu

Leu

Cys

810

Glu

ser

His

GIn

Glu

635

Tyr

Pro

Glu

Glu

Gln

715

Glu

Glu

Lys

Lys

Leu

795

Gln

‘Ala

Lys

val

Glu
875

Lys

Ser

Asp

Phe

val

700

Asn

Thr

Gln

Ser

Gly

Glu

Lys

Arg

Glu

Gln

860

Pro
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Leu

Ile

Ile

Thr

Glu

val

Gln

765

Asp

Ala

Tyr

Glu

Leu

845

Asp

Leu

Ser

Ser

ser

670

Glu

Leu

Leu

Gly

750

Ile

Leu

Arg

Ala

Gln

830

Ala

Gly

Glu

Ser

Lys

Asp

Gln

Met

735

Lys

Lys

Gln

Leu

Lys

Met

Leu

Glu

Leu

Glu

Leu

640

Arg

Ala

ser

Leu

ser

720

Leu

Ala

val

Asn

Glu

800

Glu

ASp

val

val

Lys
880
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885

Nippi FALl238-14040PCT SeqList 2_ST25
Thr G1n Leu Glu Gln Thr Glu Ile Leu Leu Glu Lys Glu Gln Ile GIn
890

895

Arg GlIn Lys Leu Thr val Glu Phe Glu Glu Glu Asp Ala Gly Ser Ala
900 910

Lys Glu G]
. 91

<210>
<211>
<212>
<213>

<400> 58
gtggatgcga

cgtcatggtg

58
DNA

cttttcaatg
gaagaaccag
agctaaaaag
acctacagac
agtgcctgtt
tcctaagaaa
cgtttctcaa
tccggtttcc
tgctccggtt
gcctgceteceg
aaagcctgcet
agaaaaatct
ggttgaacca
gccagtgtta
tcagcctgca
ctccaaacag
tgcagaggaa
atcaatgtgt
tggcatcatg
taaacgggtg
ttataaggaa
aacggagcag

gcaagcacgc

3667

cattaaagtg
tttggtgget
aaagagacat
cccaaagttg
aaggatgaaa
ccaaaaaaaa
gtaccagttg
tctgctccag
aagcctgcetce
caaaagcctg
tcccaaaagce
gtttcccaaa
ccegtteecg
gctccatcte
tctccaagtce
gatgcaccta
tcctcecactce
gagaatgtgc
tgtgaaggtg
ttcagcaaag
caggatactt
gtggaggaga
aagttcatgg
accaaattta

atgcaggcca

y Thr Ser val

aaaaaccaaa
ttatgttggt
cctatgaaga
ataagaagaa
agcccaatgg
aagctgaatc
tacctgtgga
gttctgtaaa
ccgtttctca
ctceggtttc
ctgctcecggt
agcctgctcc
aaaagcccgce
ctaaagacaa
cagctgtaac
tcaaagaagt
aaccccctaa
caaagaaaaa
cagtttatat
gagaagctca
ggcaaacggce
aggagaagtt
aagttaacaa
aggagcagct

gctatcagga

905

Xenopus {(Silurana) tropicalis

gatggatttg
ttctgctett
agcattggcc
gaaagaaaag
aaaaatacct
tggacatgag
agttccaatt
atctgctcca
aaagcctgcet
ccaaaagcct
ttcccaaaag
ggtttctcaa
tecctgettcce
aaagaaaaag
tttcacccag
gecctgtegtt
aaaagctgaa
gagtgctcct
tccatacaag
gaagctgatt
aactcaaaaa
actgttggcc
ggaactgcag
ggtgactcgc

ccatgtaaat

tacgatccac
ggaatctttc
aagcagcgca
ctcccagtte
gaacatgaat
ctaattctgg
gtgcctgtog
gtttccgaaa
cccgtttete
gctccggttt
cctgeteegg
aagcctgetc
gaaaagcctg
ccggaaaaga
gctgtgtect
gcagtatctc
gccatagtta
aagaaaaaaa
accctggttc
gaaatactgg
ggagatccag
cagcatgaaa
agtgagaagt
gaacaggaga

gagactcagc

Page 81

aaaccttggg
ttgtgtcaac
aagaaactga
aaaaaggaaa
ctaaccagga
agaagacacc
tagcaccagt
aacctgctcc
aaaagcctgc
ctcaaaagcc
tttcccaaaa
ccgtttcteca
ctccagttca
aggtccttaa
ctaagcatgt
ctgttggatc
atcaagaaga
ctgaaccaag
ctaccatcca
cagaaaaata
tggcagctct
agaccaactc
ccagggctaa
tcaatgcatt

agctgcaaac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
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caaggttcag
gcagcaggag
caaacaaaat
tagtgacaag
agtagtgaca
cacattacaa
ccagaaccta
tcaaactaaa
attgaacaaa
atccatagag
gcaggaagta
acatattgca
aaataaaaat
agaaaagacc
acaactcaat
cactattgag
agaatttctc
agaagcggaa
tggagaaaca
atggaaggca
aacactagaa
agagtgtata
atgccagact
acacctaaat
gcaacaactt
catggaagta
agtgcgcagt
agaagtgcaa
catgaattct
taataacatt
cttttttata
acaagaatct
gggagcgtgg
ttctttattg

tccctgcaag
aattctatcc
gctgagttgg
tctgagtect
tacgagaagc
aagagattag
ctggcagaca
ctgcagtcct
cagcttcaag
gcactgctgg
agagaagctg
tctctagaaa
aatgatttaa
agtgaggaga
gcagtacaga
ccacaacagt
agccagccaa
gatacacaga
gaagcaatgc
aaattagcag
gaaactgtgg
tctctgatgg
tactcaaacg
gctaccaaad
agtgaaatgc
ccaatggtaa
ttgcaggaag
cagatcaagg
tcctctatta
ctagtgagcc
tgaacaaagt
gtgtgagcaa
gtgttatgca
tttgtctttt

aggaaataga
ttagggatgc
caaaactgcg
tgcagcaaga
agatcactca
atgaagttaa
cagaaaaggc
atgaagcaga
gggrttcagg
aggcaggaca
aaactgcaca
aggaaacttc
gggagaagaa
agctgaactc
tacagacaaa
catatagtga
cagagaaagg
gtgctctaca
ttaaagctct
catcagagga
aaaaattaag
aggcacagct
aaatagagag
ctgaagcaag
aaaatcatgt
atcttgagag
aactggaaaa
gagaagaaaa
cccaaatgcc
aaaacacttc
actttacata
gccaattcca
aagggaaaga

gagtgatgat

gaatggcccc
cttaaaccag
tcaagagtgc
ggaacaacgt
gctgcagaca
tgaagaactg
caaggcagaa
aagcaagcag
agaaaattcc
gaataaagac
actacaaatc
tgaattaaaa
ttggcaagcc
tgaaaagaag
agaaacgctg
gtggttacag
cggttcttcg
gactgaatgt
tcagaagagt
agatctctca
gtcagatctt
ggagacccag
tttgcagcag
gaagcaaagc
aaatgatact
cactttagca
gttaaaatct
tgattccaac
ttaaacattc
agaaacacaa
ttaaataaaa
ctaacccact
ctctatgetg

ggatgaacgg

aaggcacagc
gccacaagcc
agcaaactct
agaaagtccc
ttacagcagg
cgcaagtctc
cagaagaacc
aaatcagaag
cagcttatgg
actgataaag
aggcttcaag
gaagcggttg
atggaagcac
gcaaaggaag
cagttactat
gagttcagac
gaatcacagc
gagcagtaca
gttgaagaag
aagtcacatt
caaagcacag
atgaatgcaa
cttttatcag
gtagaactct
gaacaccaga
gaaacacaag
acagaggagc
aatggaacat
ctttcttgaa
gtgagaagta
aaaaaccaga
cctctagect
tgtacaggaa

aagccaagaa
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ttactcgect
agacagagag
ctaaggaact
ttgatggtaa
agggtgaaac
agagcactta
atgcagatct
agctggataa
aaaggataaa
aaaagcagca
aaaaagattc
aacaacagaa
tgggettgtc
aaatggtaca
atccacagat
agaggacgac
ttaaattaaa
gaaccatcct
aggagcaagt
cccaggtgaa
aacagctaaa
aaagtacaga
aatctcagga
ctgtgctecg
cttcaaagat
agcagaaatc
ctgacacaga
cggtttgacc
attaaaatag
acgttatata
ccaaaagagc
acggagagca
acagtgcaat

gtgattatga

1560
1620
1680
1740
1800

. 1860

1920
1980

2040

2100
2160

2220

2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120

3180

3240
3300 -
3360
3420 -
3480
3540
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Nippi FA1238-14040PCT SeqlList 2_ST25
agatgcctaa tgtattggaa ctggtctcca gtataaaacc atgtgaattg ttaagattcc 3600

aaaatgccat taaaatgaag atgtgtccaa atggaaaaaa aaaaaaaaaa caaaaaaaaa 3660

aaaaaaa 3667

<210> 59

<211> 1037

<212> PRT

<213> Xenopus (Silurana) tropicalis

<400> 59

Tet val phe Gly Gly Phe Met Leu val igr Ala Leu Gly Ile ;he Leu
5 5

val Ser Thr Phe Ser Met Lys Glu ;Er Ser Tyr Glu Glu gga Leu Ala
20

Lys Gln ggg Lys Glu Thr Glu Lys Asn Gln Pro Lys V§T ASp Lys Lys
40 4

Lys Egs Glu Lys Leu Pro val GIn Lys Gly Lys éga Lys Lys Lys Asp
55

Glu Lys Pro Asn Gly Lys Ile Pro Glu His Glu Ser Asn Gin Glu Pro
65 70 75 80

Thr Asp Pro Lys §¥s Lys Ala Glu Ser ggy His Glu Leu ITe ggu Glu

Lys Thr Pro val Pro val val Pro val val Pro val Glu val Pro Ile
100 . 105 110

val pro val val Ala Pro val Pro Lys Lys Ser Ala Pro Gly Ser val
115 120 125

Lys Ser Ala Pro val Ser Glu Lys Pro Ala Pro val Ser Gln Lys Pro
130 135 140

Ala Pro val Ser GIn Lys Pro Ala Pro val Ser GIn Lys Pro Ala Pro
145 150 155 160

val ser Gln Lys Pro Ala Pro val Ser GIn Lys Pro Ala Pro val Ser
165 170 175

Gln Lys Pro Ala Pro val Ser GIn Lys Pro Ala Pro val Ser Gin Lys
180 185 190

Pro Ala Pro val Ser Gln Lys Pro Ala Pro val Ser GIn Lys Pro Ala
195 200 205

Pro val Ser GIn Lys Pro Ala Pro val Ser Gin Lys Pro Ala Pro val
210 215 220
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Pro

225

Lys

val

Ala

val

Thr

305

Lys

Glu

Thr

Gln

Thr

385

Arg

Thr

ser

Leu

Ala

465

val

Glu

ser

Leu

val

Pro

290

Gln

Gln

Pro

Leu

Lys

370

Trp

val

Asn

Glu

val

450

Ser

Arg

Lys

Ala

Lys

Ser

275

val

Pro

Glu

sSer

val

355

Leu

Gln

val

Ser

Tyr

Ser

Pro
Pro
val
260
Ser
val
Pro
Asn
Ala
340
Pro
Ile
Thr
Glu
Tyr
420
ser
Arg

Gln

Leu

Ala

Ser

245

Glu

Lys

Ala

Lys

val

325

Glu

Thr

Glu

Ala

Glu

405

Lys

Arg

Glu

Asp

Gln
485

Nippi FA1238-14040PCT Seqlist 2_ST25

230

Pro
Pro
His
val
Lys
310
Pro
Glu
Ile
Ile
Thr
390
Lys
Glu
Ala
Gln
His
470

Glu

Lys

sSer

val

Ser

295

Ala

Lys

cys

Gin

Leu

375

Gln

Glu

Lys

Lys

val

Glu

ASp

Pro

Pro

280

Pro

Glu

Lys

Glu

Ser

360

Ala

Lys

Lys

Phe

Thr

440

Ile

Asn

Ile

Lys

Ser

265

val

val

Ala

Lys

Gly

Met

Glu

Gly

Leu

Met

425

Glu

Asn

Glu

Glu

Lys

250

Pro

Leu

Gly

Ile

Ser

330

Ala

Cys

Lys

Asp

Leu

410

Glu

Gln

Ala

Thr

Asn
490

Lys

Ala

AsSp

Ser

val

315

Ala

val

Phe

Tyr

Pro

395

Leu

val

Thr

Leu

GlIn

475

Gly

Lys

val

Ala

GlIn

300

Asn

Pro

TYr

Ser

Ala

Asn

Lys

Gln

460

Gln

Pro
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Pro

Thr

Pro

285

Pro

Gln

Lys

Ile

Lys

Ile

Ala

Gln

Lys

Phe

445

Ala

Leu

Lys

Glu

Phe

270

Ile

Ala

Glu

Lys

Pro

350

Gly

Met

Ala

His

Glu

430

Lys

Arg

Gln

Ala

Pro Ala Ser Glu Lys ggg Ala pro val Gln

Lys

Ser

ASp

Lys

335

Tyr

Glu

Gln

Leu

Glu

415

Leu

Glu

Met

Thr

Gln
495

Glu

240

Lys

Gln

Glu

Ser

Ser

320

Thr

Lys

Ala

Asp

Lys

Lys

Gln

GlIn

Gln

Lys

480

Leu
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Thr

Ala

Arg

Ser

545

val

Gly

Arg

Ala

ser

625

Asn

Arg

Thr

Gln

Glu

705

Lys

Gly

Ala

Arg Leu Gin

Thr

Gln

530

Leu

Thr

Glu

Lys

Lys

Tyr

Lys

Ile

Asp

Leu

690

Lys

Asn

Leu

Lys

ser
515
Glu
G1In
Tyr
Thr
Ser
595
Ala
Glu
GIn
Lys
Lys
675
Gln
Glu
Asn

Ser

Glu
755

500

Gln

Cys

Gln

Glu

Thr

580

Gln

Gclu

Ala

Leu

Ser

660

Glu

Ile

Thr

Asp

Glu

740

Glu

Gln

Thr

Ser

Glu

Ser

Gln

Glu

GIn

645

Ile

Lys

Arg

Ser

Leu

725

Lys

Met

Nippi FA1238-14040PCT SeqlList 2_ST25

Glu Asn Ser Ile Leu Arg Asp Ala Leu Asn Gln

Glu

Lys

Glu

Glin

GlIn

Thr

Lys

Ser

630

Gly

Glu

Gln

Leu

Glu

710

Arg

Thr

val

Ser

Leu

535

Gln

Ile

Lys

Tyr

Asn

615

Lys

val

Ala

Gln

Gln

695

Leu

Glu

Ser

Gln

Lys

520

Ser

Arg

Thr

Arg

Gln

600

His

Gln

Ser

Leu

Gln

680

Glu

Lys

Lys

Glu

GIn
760

505

Gln

Lys

Arg

Gln

Leu

585

Asn

Ala

Lys

Gly

Leu

665

Glu

Lys

Glu

Asn

Glu

745

Leu

Asn

Glu

Lys

Leu

570

Asp

Leu

Asp

Ser

Glu

650

Glu

val

Asp

Ala

Trp

730

Lys

Ala

Leu

Ser

555

Gln

Glu

Leu

Leu

Glu

635

Asn

Ala

Arg

Ser

val

715

GIn

Leu

Glu

Ser

540

Leu

Thr

val

Ala

GIn

620

Glu

Ser

Gly

Glu

His

700

Glu

Ala

Asn

Asn Ala val
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Leu
525
ASp
Asp
Leu
Asn
Asp
605
Thr
Leu
GIn
Gln
Ala
685
Ile
Gln
Met

Ser

Gln
765

510

Ala

Lys

Gly

Gln

Glu

590

Thr

Lys

Asp

Leu

Asn

670

Glu

Ala

Gln

Glu

Glu

750

Ile

Lys

Ser

Lys

Gln

575

Glu

Glu

Leu

Lys

Met

655

Lys

Thr

Ser

Lys

Lys

Gln

Leu

Glu

val

560

Glu

Leu

Lys

Gln

Leu

640

Glu

Asp

Ala

Leu

Asn

720

Leu

Lys

Thr
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Nippi FAL1238-14040PCT SeqList 2_ST25

Lys Glu Thr Leu GIn Leu Leu Tyr Pro Gln Ile Thr ITe Glu Pro Gln
770 775 780

GIn Ser Tyr Ser Glu Trp Leu Gln Glu Phe Arg Gln Arg Thr Thr Glu
785 790 795 800

Phe Leu Ser GIn Pro Thr Glu Lys Gly Gly Ser Ser Glu Ser Gln Leu
805 810 815

Lys Leu Lys Glu Ala Glu Asp Thr GIn Ser Ala Leu GIn Thr Glu Cys
820 825 830

Glu G1n Tyr Arg Thr Ile Leu Gly Glu Thr Glu Ala Met Leu Lys Ala
835 840 845

Leu GIn Lys Ser val Glu Glu Glu Glu GIn val Trp Lys Ala Lys Leu
850 855 860

Ala Ala Ser Glu Glu Asp Leu Ser Lys Ser His Ser GIn val Lys Thr
865 870 875 880

Leu Glu Glu Thr val Glu Lys Leu Arg Ser Asp Leu Gln Ser Thr Glu
885 890 895

GIn Leu Lys Glu Cys Ile Ser Leu Met Glu Ala GIn Leu Glu Thr Gln
900 905 910

Met Asn Ala Lys Ser Thr Glu Cys GIn Thr Tyr Ser Asn Glu Ile Glu
915 920 _ 925

Ser Leu GIn Gln Leu Leu Ser Glu Ser Gln Glu His Leu Asn Ala Thr
930 935 940

Lys Ala Glu Ala Arg Lys GIn Ser val Glu Leu Ser val Leu Arg Gln
945 950 955 960"

GIln Leu Ser Glu Met GIn Asn His val Asn Asp Thr Glu His Gln Thr
965 970 975

Ser Lys Ile Met Glu val Pro Met val Asn Leu Glu Ser Thr Leu Ala
980 985 990

Glu Thr G1n Glu GIn Lys Ser val Arg Ser Leu GIn Glu Glu Leu Glu
995 1000 1005

Lys Leu Lys Ser Thr Glu Glu Pro Asp Thr Glu Glu val GlIn Gln
1010 1015 1020 .

Ile Lys Gly Glu Glu Asn Asp Ser Asn Asn Gly Thr Ser val
1025 1030 1035
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<210>
<211>
<212>
<213>

<400> 60
cgctctacag

60
DNA

gatccgcaga
atctttcttg
cagcgcaagg
ctccccgaga
gaacatgaac
attctggaga
cctgtggtag
ccacaaaaag
gctccacaaa
ccggetecac
gccecggetce
tctgttccag
aaatctgctc
gagaagaagg
gtgcectcta
gtatctcctg
accgtaaacc
aaaaaaactg
ctggttccta
atactggccg
gatccaatga
catgaaaaga
gagaagtcca
caggaaaacc
actcagcagc
gcacagctta
acaagccaaa
aagctctcta

aagtcccttg

3689

Xenopus laevis

tctctcagtt
ccttgggegt
tgtcaacctt
aaagtgagaa
aaaaagggaa
ctaatcagga
agacaccagt
ctccagttcce
ctgctecgge
aagctgctcc
aaaaagctgce
cacaaaaagc
tttccgaaaa
cagtttctga
tccttaaggt
agcacgtgec
tcggatccca
aggaagactc
aaccaagtgc
ccatccaagce
ataaatatgg
ctgctcttaa
ccaactctta
agagtgttaa
atgcattgca
tgcaagccaa
ctcgectcca
ccgagagcaa
aggaacttac

atggtaaaat

Nippi FA1238-14040PCT SeqList 2_ST25

gtgcagacat
catggtgttt
ttcaatgaaa
gaaccagcag
agctaaaaag
atctacagac
tcecggtagta
taagaaatct
tccacaaaaa
ggctccacaa
cccggcetceca
tgcccegget
acctgctccc
aaaatctgct
cgaaccatcc
agtgttggct
gcctttatec
caaacaggaa
agaggaatgt
aatgtgcttt
catcatgcag
acgggtggtg
taaggaaaag
agagcagtcc
agcccgeatg
ggttcggtcc
gcaggagaat
acaaaatgca
tgagaagtct

atcatcctat

ctataggaaa
ggtggcttta
gagacatcct
cccaaagttg
aaggatgaaa
tcaacaaaag
ccagttgtac
gcttcaggtt
gctgetccgg
aaagctgccc
caaaaagctg
ccacaaaaag
gttccagaaa
ccatctccta
ccaattccag
gcacctacca
tccactcaac
gcagttccaa
gaaggtgctg
agcaaaggag
gatacctggc
gaggagaagg
tttgtggaaa
aagtttaagg
caggccagct
ctgcaagagg
tctatcectta
gaattggcta
gagtccttge

gagaagcaaa

aaccaaagat
tgttggtttc
atgaagaagc
ataagaaaaa
agcccaatgg
ctgaatctgce
ctgtggaagt
ctgaaaaagc
ctccacaaaa
cggctccaca
cceeggetec
ctgcccecagt
aatctgctcc
aagacaaaaa
ctgtggecttt
aagaagtgcc
ctcctaagaa
agaaaaagag
tttatattcc
aagctcagaa
aaacggcaac
aaaagttact
tcaacaagga
agcagctggt
atcaggacca
aaatcgagaa
gagatgcctt
aactacgcca
agcaagagga

tcactcagct

Page 87

ggatttgtac
tgctcttgga
attggccaag
gaaagaaaagd
aacaatacct
acgtgagcta
acctattgtg
tgcecttggct
agctgcteccg
aaaagctgcc
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cagcaggagg
aagtctcaga
aagaaccatg
tcagaaaagc
ctgatggata
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acagttacca
cagatcttca
tggatgattt
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agcagcagca
ttcaagaaaa
cggttgagca
aagcactggg
aggaagagat
cactacttcc
tccgacagag
tacagtttaa
agtacagaac
aagaagagga
cacattctca
gcacagaaca
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aactgtctct
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ggaaaaaaaa
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attacaaaag
gaacctactg
aaccaaactg
gaacaaacag
tatagaggca
gcaggaagca
agattcacag
acagaaaaat
cctggcggaa
gatacaacaa
acagaccact
tacgtcagaa
attaaaagaa
cattcttgoga
gcaagtatgg
ggtcaaaaca
gctaaaagag
cacagaatgc
tcaggaacac
gctccggcaa
acagaacatg
agagcagaaa
gcecatcttct
tgggacatca
ttaaacattc
agaagtaacg
aaaaacagac
ctctacccta
gtaaaggaaa
agccaagaagd
tgtgaattgt
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gcagacacag
cagtcctatg
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cttttggaag
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attgcatctt
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aagacctgtg
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ttactcagcc
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gaaaccgaag
aaggcaaaat
ctagaagaaa
tgfatatcgt
cagacttatt
ctagatgcta
cagctcggtg
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tcagtgcaca
ggcacagacg
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cttccttgaa
ttatatacct
caaaagagca
tggagagcag
cagtgcaatc
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aagtgaatga
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aagcagaagg
ctacaggaga
caggacataa
aaattgcact
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atttacggga
aggagaagct
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aacagtcata
agcagaccga
cacagagegc
caatgcttaa
taacagcatc
ctgtggaaaa
tgatggaggc
caaaagaaat
ctaaagcaga
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aggcaaattc
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tgaatttttc
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ggaacgtggg
tctttattgt
gatgcctaat
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ggcagaacag
caagcagaaa
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Tyr Ser Glu Trp Leu GIln Glu Phe Arg Gln Ser Thr Ser Glu Leu Leu
805 810 815

Ser GIn GIn Thr Glu Lys Asp Ser Ser Ser Glu Leu Gin Phe Lys Leu
820 825 830

Lys Glu Ala Glu Asp Ala GIn Ser Ala Leu GIn Ala Glu Cys Glu GIn
835 840 845
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<210>
<211>
<212>
<213>

<400> 62
gccatcaccg

62
1740
DNA

cagaaggctg
tccaatctga
tcegecgecy
aagacggcgt
gacgccatgce
ctcaaccaga
gcccgactgce
gccgagggea
cgagagttgg
gaggccaaga
actgagcgtg
caggaagctg
caggagctca
gtggagcagc
gagctcactc
aaggaggaag
agcgagacgg
ctggaggaag
gagctacagag
gcggagctta
ttccaggegt
tggctcgagce
tctgagctgce
ttggatcaga
cgctctgaag
caaacggttc

acagaaaaca

cagctggagg
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<211> 580
<212> PRT

ccatgacgct
gagtccgceca
agaaacagct
ccaagactcd
ctttggatgc
gggccaaaat
agatcgggag
agcaggagaa
ggcagaatgc
ccgagcgtac
tggcegeege
ctctgcagaa
ctgccgttag
aggtccagcet
tgaagaacag
agctgagggc
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agtccgagca
aactgcacac
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aagcagcgct
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agtcgaggct
accggaagct
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tggatcagct
ctcagcagct

acgccagegt
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perca flavescens

cagcgaccac
cgaatcctgg
ggaggagaaa
cctecgagac
ccgtctgaag
ggagacagct
tctgcaggaa
ctccatccte
ggagctggcc
cgacgcgetg
cgagcaagaa
gcaactggag
cgagctgcag
ggagaaccag
tgtgcagcgce
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gccgtttgaa
gctcagagag
gacgctttcg
ggctgaagcc
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tgctgegagg
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caggcgeggg
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gaggccgtcg
atggaggcgc
gccaaggagg
ctgactctgc
gatctcaaag
tcagacctgg
tgtgaccagt
agcgtggagg
cagaagtcac
cttgaaagtt
cacatggcag
caacttctcc

agtgatgagc

aaaaggcaga
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agtctggttc
agacgctggt
tcgagatect
agggtgaccc
cagagcagga
cagcggaaaa
gggagcagga
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ccaacacgca
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agcgaaaagc
catcccacag
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gcaaatgcoa
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agcagcagaa
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aggaggagca
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cggaccaggt
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tagaatctca
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cgéagctgcc
tgtggcccag
aaagaaaaaa
ctccacggtt
gtctgagaag
tgtggcgatt
agacgcggcet
ggccaaagcg
gatcacggcc
gcagctgcag
gctggceege
ccaggtggag
cagcaaagag
tctggaagec
ggagagtgag
gcagagcagce
gatggccgag
ggagctgagt
agagagaatc
cgcccaggcec
ccaggtgtcg
agtgaagaac
cgagcaggcc
gcagctccac
ctctgtettg
cacgctgctg
gagggaggcc
cctggcggag
ggtgtggagg
gaaacatctc
gagggagcac
cgagtgccag
atctcagetc

caggcagcag

aatcagggta
agcccagaggd
gggcceccag
gggagcatgg
gctggcatca
ctgaaacgcc
gtcgccaaga
gcagccgyggg
gtgcaggcgce
ggcaagatcc
ctgcagcagg
agcaagcaga
ctggtggaga
aaggcagctyg
gaggccctge
cacgccagcec
ctgcacagca
ggtctccacg
cgttccattg
agccgggegg
ggtctggaga
aatgacctcc
tgcaaggaga
ctgattgagg
gcacaacaga
aagcacccegc
gaggaggcgce
acggagggca
gccaaggtgg
gaagagattg
acgtcccatt
aactacgcca
gatgcagcca

ttgagtgaaa

aaaagacaga
caccaaaaca
atgccgatgg
tgttcaacga
ttcaggacac
agctggaaga
gcaaactgag
aggccaaagt
gcatgcaggc
ggactcttca
agaactccat
acgcagaget
agtcggaggc
ccttcgagaa
agaagcgtct
tccgggcgga
agttacagtc
ggcagctcca
aggccctget
aggctgacca
aggaggccac
gggagaagaa
agcttcactce
cacagaccat
attacaccga
cagctccecge
agagcacgct
tgctcagaga
gcgecgegga
tagagaagct
tggaggcaga
aggaggtggc
agagcgaagc

tgaagagcca
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gtcagettet
agaggcfcct
ccctetetac
gggcgaggcec
ctggcacaag
gaaggaaaaa
ggagctcaac
gaaaaagcag
cagctaccgg
ggagcagctg
cctgcgggat
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tgcgeggeaa
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ggatgaggtc
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cctgacccag

ggaggccctg
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gctggaaaag
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ccagaaacagd

cgtagaggat
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ggtgacatag
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cagctgaagg
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gtagctccga
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ccctgggeca
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ggggcgggac
tggaggccac
ggtgttgatg
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PRT
Maca
70
Met Asp Ile
1
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<213>

<400>

Phe Met val

Glu
35

Met Lys

Ala
50

Met Lys

Thr val Glu

65

Gly Lys Ile

Arg Glu

Pro

ctggggecce
agacgcaact
tcacggccga
agctccgeac
agagactaga
aggagcttct
tgcaggaaca
gagtctccte
ttacaaatac
gcgaagecat
gtttgtaaac
ccaccgagtg
gggcactctg
gggaagcgygg
agccectcac

ccattaaaac

ca mulatta

Tyr

val ser

20

Thr

Thr His

Lys Lys

Pro Asp

85

val
100

Arg

Asp Thr
5

Ala
ser Tyr
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Gly

70

His
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agcttectec
ggagcggaca
gtttgaggag
agccggeecce
aaaagagaag
gaagacgacc
gctggaaaag
tgtggaaaga
accgaccaac
gagagacgag
gaacctgtgt
acgccaaagt
gggtctgtct
tgggaccggg
ccctagacat

caacgttggt
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Ile

Gly

Glu
40

Glu

GlIn
55

Lys
Thr

Lys

Asp Pro
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Ile
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gaagccatcc
gctcagacct
ctggagtctt
aagttaacaa
caggagcagc
acagaggatg
gaagttactg
ctacacagcg
agtctcttac
cacgtttgat
cctggttggc
gtcagtgcaa
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tgccagcgag
gceeggt

Gly val
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Leu Ala
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Lys Lys
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gcagcagctc
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tctgacagcece
tcgtttegtg
tcgaaggctg
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Thr
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Gln
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val Thr val

gcaggaccct
gcagacgcag
gttacaagaa
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acgcgctgec
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aaaggagggce
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gtagaccttc
ctgggcgcag
ccgtgggtgt
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105

Pro Ala

Ala val Ala
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Arg Ala Asp Ala Glu Lys Ala GIn Glu GIn Gln GIn Gln Met Ala Glu
930 935 940

Leu His Ser Lys Leu Gln Ser Ser Glu Ala Glu val Arg Ser Lys Cys
945 950 955 960

Glu Glu Lteu Ser Gly Leu His Gly GIn Leu GIn Glu Ala Arg Ala Glu
965 970 975

Asn ser GIn Leu Thr Glu Arg Ile Arg Ser Ile Glu Ala Leu Leu Glu
980 985 990

Ala Gly GIn Ala Arg Asp Ala GIn Asp Ala GIn Ala Ser Arg Ala Glu
995 1000 1005

Ala Asp GIn Gln Gln Thr Arg Leu Lys Glu Leu Glu Ser Gin val
1010 1015 1020

ser Gly Leu Glu Lys Glu Ala Thr Glu Leu Arg Glu Ala val Glu
1025 1030 1035

GIn GIn Lys val Lys Asn Asn Asp Leu Arg Glu Lys Asn Trp Lys
1040 1045 1050

Ala Met Glu Ala Leu Ala Thr Ala Glu GIn Ala Cy

s Lys Glu Lys
1055 1060 1065

Leu His Ser Leu Thr GIn Ala Lys Glu Glu Ser Glu Lys Gln Leu
1070 1075 1080

His Leu Ile Glu Ala Gln Thr Met Glu Ala Leu teu Thr Leu Leu
1085 1090 1095

Pro Glu Leu Ser val Leu Ala Gln Gln Asn Tyr Thr Glu Trp Leu
1100 1105 1110

Gln Asp Leu Lys Glu Lys Gly Pro Thr Leu Leu Lys His Pro Pro
1115 1120 1125

Ala Pro Ala Glu Pro Ser Ser Asp Leu Ala Ser Lys Leu Arg Glu
1130 1135 1140

Ala Glu Glu Ala GIn Ser Thr Leu GIn Ala Glu Cys Asp GlIn Tyr
1145 1150 1155

Arg Ser Ile Leu Ala Glu Thr Glu Gly Met Leu Arg Asp Leu Gln
1160 1165 1170

Lys ser Vval Glu Glu Glu Glu Gln val Trp Arg Ala Lys val Gly
1175 1180 1185
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Ala Ala Glu Glu Glu Leu GIn Lys Ser Arg val Thr val Lys His
1190 1195 1200

Leu Glu Glu Ile val Glu Lys Leu Lys Gly Glu Leu Glu Ser Ser
1205 1210 1215

Asp GIn val Arg Glu His Thr Ser His Leu Glu Ala Glu Leu Glu
1220 1225 1230

Lys His Met Ala Ala Ala Ser Ala Glu Cys Gln Asn Tyr Ala Lys
1235 1240 1245

Glu val Ala Gly Leu Arg GIn Leu Leu Leu Glu Ser Gln Ser Gln
1250 1255 1260

Leu Asp Ala Ala Lys Ser Glu Ala Gln Lys GIn Ser Asp Glu Leu
1265 1270 1275

Ala Leu val Arg Gln Gln Leu Ser Glu Met Lys Ser His val Glu
1280 1285 1290

Asp Gly Asp Ile Ala Gly Ala Pro Ala Ser Ser Pro Glu Ala Pro
1295 1300 1305

Pro Ala GIn GIn Asp Pro Ala GlIn teu Lys Thr Gin Leu Glu Arg
1310 1315 1320

Thr GTu Ala Ile Leu Glu Asp Glu GIn Thr GIn Arg Gln Lys Leu
1325 1330 1335

Thr Ala Glu Phe GTlu GTu ATa GIn Thr Ser Ala Cys Arg Leu Gln
1340 1345 1350

Glu Glu Leu Glu Lys Leu Arg Thr Ala Gly Pro Leu Glu Ser Ser
1355 1360 1365

Glu Thr Glu Glu Ala Ser Gln Leu Lys Glu Arg Leu Glu Lys Glu
1370 1375 1380

teu Thr Ser Asp Leu Gly Arg Ala Ala Thr Lys Leu Gln

Lys Lys
1385 1390 1395

Glu Leu Leu Lys Thr Thr GIn Glu GIn Lteu Ala Arg Glu Lys Asp
1400 1405 1410

Thr val Lys Lys Leu Gln Glu Gln Lteu Glu Lys Thr Glu Asp Gly
1415 1420 1425

Ser Ser Ser Lys Glu Gly Thr ser val
1430 1435
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<210> 71
<211>
<212>

<213>

<400> 71
ggaaagcaat

DNA

tggcgggtrt
ggagacgtct
ccaaaaagga
aaaggaagag
catcctcaag
ttctatagtt
ctccecctaag
ttctattgtg
caaggaggtg
cagcagtcag
ccagaaccaa
ccagaaccaa
ccagaaccaa
tcagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag

tcccaaccag

4916

ccagccaaga
atggttgttt
tatgaagaag
gagaagaaga
aaacctaatg
gaaccagtgc
tttcccectg
gacaaaaaga
aattccatcc
cctatggtgg
ggcaagaagg
gctaagaagg
actaagaagg
actaaaaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
ggtaagaaag
ggcaagaaag
ggcaaaaagyg

agtagaaaga
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Cricetulus griseus

tggatatcta
ctgccatcag
ctcttgccaa
agaaggagaa
ggaagatacc
gcgtacctgce
ttgccacagt
agaaggagaa
aggttcttgce
ctgtgccccc
gggagggagc
gagaaggggc
gggagggagce
gggagggagc
gggagggggc
gggagggggc
gggagggggc
ggg9agggggc
gggagggggc
ggg9agggggc
g99ag9ggggc
8ggagggggc
g9gagggggc
gggagggggc
gg99agggggc
gggagggggc
gdgagggggc
gagatggggc
gagagggggc
gggatggaaa
cagatgcagt

cgacactcag
catcttcctg
ccagcgcaag
aactgtggag
tgaccatgac
tatggctgtg
accagccatg
aaaggtggca
ttcaaagtct
agtgggctct
acagaatcag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagéaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaaccag
tcctaaccaa

tgctaatcag

accttggggg
gtgtcaacct

gagatggcaa
aagaaaggaa
ctagattcca
gctccaactt
cctcaagaaa
aaggtggagc
gccatcttag
aaggccagtg
gctaagaagg
gccaagaagg
ggcaagaaag
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
gccaagaagg
ggcaagaaag
ggcaagaaag
ggcaagaagg

ggcacaaaga
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cagtccattc
agctggette
cagcagtcag
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gggagggagc
9g9gagggggc
gggagggagc
gggagggggc
gggagggggce
98gagggggc
gg99agggggc
gggagggggc
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gggagggggc
gggagggggc
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ctcaaaccag
tccaaaccaa
ttccaatcag
ccagagccag
aaaagctgag
ggtctccaca
cctctctgag
ccctgtagca
agaggatgceg
gaaggccaaa
ggaaatcgca
gcaacagctyg
ccagctggcec
cagtcaggtg
ggtcaacaag
agctctggaa
taaagagagt
ggcccagagce
gcgaatggca
tgaggagctg
cacagagagg
ggccagtcaa
gttgagtctg
gaacaatgac
gacctgtgag
ccatttggcet
ctcagcacac
gctgaagaaa
agccgaagag
ggaaacggag
gaaggccaag
tctggaagac
gcacacttca

ccagaattat

ggaaaaaagg
ggcaaaaagg
ggtaacaagt
gaggcaccaa
cctggatccce
gttggaagca
aagattggag
attctgaaac
gctgtcgeca
gctgcagctg
gctgtgcagyg
cagggcaaga
cgcctgeagce
gagagcaagc
gaactagtag
gccaaggcag
gaagaggctc
agccatgcca
gaactgcaca
agtaatcttc
atccattcca
gctgaggcecg
gagaaggaga
ctccgagaaa
gagaagctac
gaggcccaga
cagaactatg
ccacctgctt
acccagaact
ggtatgctca
gtgggagctg
attgtagaga
tttctggaag
gccaaggagg

Nippi FA1238-14040PCT SeqList 2_ST25

cagaggggtc
tagaagggtc
tagagtcagc
agcaagaggc
cagattgcga
tgatgttcaa
ttactcagga
gccagctaga
agagcaaact
gagaggccaa
cacgaatgca
tccggactct
aggagaactc
agaacacaga
agaagtcgga
ccacctttga
tgcagaagcg
gcctceggge
gcaaattaca
acgggcagct
tcgagaccct
accagcagca
ccagtgagct
agaactggaa
actctctaac
ccaaggaagt
ctgagtggct
ccctagagece
ccttgcaggce
aagacctgea
ctgaagagga
agctaaaagg
cagagctgga
tagcagggtt

ccccaatcag
cceccaaccag
tcctgeccag
tcctgcaaag
cagccctctt
tgagggtgag
cacctggcat
agagaaagaa
aagagaactc
ggtgaagaag
ggccagctac
tcaggagcag
catcttgagg
actggcaaag
ggcctcccgg
gaagcaggtc
ccttgaggag
agatgccgag
gtcttctgag
caaggaggcc
tctggaagea
gattcgtctc
caaggaggct
ggccatggag
ccaagccaag
cctgctggece
gcgggaagtc
cteccttggac
tgagtgtgac
gaagagtgtt
gctccagaag
agaacttgaa
gaagcatatg

gaggcagctt

ggcaaaaagg
ggcaaaaagg
ggtaaaaatt
aagaagtctg
ttcctgeeet
gcccagegge
aaggccactc
aagctactag
aataaggaga
cagctggtag
caggaccatg
ctggagaatg
gatgcattga
ctccgacagg
caggaggagc
ctacagctge
gtcacccggg
aaggcccagg
gtagaggtaa
agggcggaga
ggccaggcecc
aaggagctgg
atggagcagc
gcactggcct
gaggaatcag
ttgcteccag
aaagagaagg
gtagtctcca
cagtaccgca
gaggaggaag
tcacgggtca
agctcagatc
gcagctgeca

ctgttagact

Page 130

cagaaggagc
tggacacagc
caggaatggt
gttcaaagag
acaagacact
ttattgagat
agaagggtga
ccacagagca
tggcttcaga
cccgggagea
tgaaggaggt
gccccaacac
accaggccac
agcttagcaa
aacaacggaa
aggcatccca
agctatgtcg
agcagcagca
aaagcaagtg
acgaacagct
aaaataccca
aatcacaggt
aaaaggggaa
tagctgagcg
aaaagcagct
acctctccat
gctctgaget
agttgaggga
gcatcctgge
aacgtgtgtg
cagtgaaaca
aggtgaggga
gtgcagagtg
ctcagtctca
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gctggatgaa
gcagttgagt
ccctecagec
cctggaggat
cacagcctgt
gtcttcagga
aacgagtgac
gcagctgaca
ggatggtagc
ttaccaaaat
ccaacctcca
ccceccagtcet
tggaccacct
gagtccaggc
cgggtcggga
gcccagececa
actgacatgt
72

1465
PRT

<210>
<211>
<212>
<213>

<400> 72

gccaagagtg
gacatgaaga
gagcaggacc
gagcagacac
cgtttacaag
atagaagagg
ctggggcgtg
aaagagaagg
agctcgaagg
gccttacaca
gtgaagccat
gtaaaagaac
cgagcagacg
cgctcgggat
agcaacaggc
gcccagecca

gactacctgg
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aagctcagaa
gccacgtaga
ctataaagct
ggcggcagaa
aagagctgga
ttacacagct
ccgccaccaa
acacagtgaa
agggaacctc
ttccttacaa
tggagacaag
ctttgtcaca
ccaaagccct
tatgtcaatc
caggtggtga
gcaaggctgc
atgtcaatgc

Cricetulus griseus

acaaagcact
ggatggtgac
gaaaacacag
gctcacagct
gaagctccgt
gaaggagaga
acttcaagag
gaagttgcaa
tgtctgagtc
ataaaccaac
tctcagaacc
tttgataaac
catcaacgct
agtgcaattg
gttctctgag
agccctcacc

cattaaaacc

gagcttgecc
gtggctgggt
ctggagcgga
gagtttgaag
gctgctggty
ctagaaaaag
cttttgaaga
gaacagctgg
tcctcggcaa
caacaccgcg
acagaaataa
actattcccg
gacagaccag
tctgtattte
gctgctgagce
cctggaagtt
aacgtgttgc

tggtcaggca
ctccagetgt
cagaggccat
aggctcagag
gccecectgga
aaaagaggtt
cgacccagga
aaaaagcaga
actgttcaac
ttatccaggce
atcttccaga
ggagcagecc
agtgtgctgg
tcagtggggc
agactggagg
gccaagcaga

ccggea
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Ile Gly

Glu
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Gln
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Ala
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Ser
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Ser
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915 920 925

GIn Leu Gln Ala Ser His Lys Glu Ser Glu Glu Ala Leu GIn Lys Arg
930 935 940

Leu Glu Glu val Thr Arg Glu Leu Cys Arg Ala Gln Ser Ser His Ala
945 950 955 960

Ser Leu Arg Ala Asp Ala Glu Lys Ala GIn Glu Gln GIn Gln Arg Met
965 970 975

Ala Glu Leu His Ser Lys Leu GlIn Ser Ser Glu val Glu val Lys Ser
980 985 990

Lys Cys Glu Glu Leu Ser Asn Leu His Gly GIn Leu Lys Glu Ala Arg
995 1000 1005

Ala Glu Asn Glu GIn Leu Thr Glu Arg Ile His Ser Ile Glu Thr
1010 1015 1020

Leu Leu Glu Ala Gly Gln Ala Gin Asn Thr GIn Ala Ser Gln Ala
1025 1030 1035

Glu Ala Asp GIn GIn GIn ITe Arg Leu Lys Glu Leu Glu Ser Gln
1040 1045 1050

val Leu Ser Leu Glu Lys Glu Thr Ser Glu Leu Lys Glu Ala Met
1055 1060 1065

Glu ¢In GIn Lys Gly Lys Asn Asn Asp Leu Arg Glu Lys Ash Trp
1070 1075 1080

Lys Ala Met Glu Ala Leu Ala teu Ala Glu Arg Thr Cys Glu Glu
1085 1090 1095

Lys Leu His Ser Leu Thr GIln Ala Lys Glu Glu Ser Glu Lys Gln
1100 1105 1110

Leu His Leu Ala Glu Ala GIn Thr Lys Glu val Leu Leu Ala Leu
1115 1120 1125

Leu Pro Asp Leu Ser Ile Ser Ala His GIn Asn Tyr Ala Glu Trp
1130 1135 1140

Leu Arg Glu val Lys Glu Lys Gly Ser Glu Leu Leu Lys Lys Pro
1145 1150 1155

Pro Ala Ser Leu Glu Pro Ser Leu Asp val val Ser Lys Leu Arg’
1160 1165 1170

Glu Ala Glu Glu Thr Gln Asn Ser Leu GIn Ala Glu Cys Asp GIn
Page 135


ip-temp
Rectangle


Nippi FA1238-14040PCT SeqList 2_ST25
1175 1180 1185

Tyr Arg Ser Ile Leu Ala Glu Thr Glu Gly Met Leu Lys Asp Leu
1190 1195 1200

GIn Lys Ser val Glu Glu Glu Glu Arg val Trp Lys Ala Lys val
1205 1210 1215

Gly Ala Ala Glu Glu Glu teu Gln Lys Ser Arg val Thr val Lys
1220 1225 1230

His teu Glu Asp Ile val Glu Lys Leu Lys Gly Glu Leu Glu Ser
1235 . 1240 1245

Ser Asp Gln val Arg Glu His Thr Ser Phe Leu Glu Ala Glu Leu
1250 1255 1260

Glu Lys His Met Ala Ala Ala Ser Ala Glu Cys GIn Asn Tyr Ala
1265 1270 1275

Lys Glu val Ala Gly Leu Arg GIn Leu Leu Leu Asp Ser Gln Ser
1280 1285 1290

GIn Leu Asp Glu Ala Lys Ser Glu Ala GIn Lys Gln Ser Thr Glu
1295 1300 1305

Leu Ala Leu val Arg GIn GIn Leu Ser Asp Met Lys Ser His val
1310 1315 1320

Glu Asp Gly Asp val Ala Gly Ser Pro Ala val Pro Pro Ala Glu
1325 1330 1335

Gin Asp Pro Ile Lys Leu Lys Thr Gln Leu Glu Arg Thr Glu Ala
1340 1345 1350

Ile Leu Glu Asp Glu GIn Thr Arg Arg GIn Lys Leu Thr Ala Glu
1355 1360 1365

Phe Glu Glu Ala Gln Ser Thr Ala Cys Arg Leu Gln Glu Glu Leu
1370 1375 1380

Glu Lys Leu Arg Ala Ala Gly Gly Pro Leu Glu Ser Ser Gly ile
1385 1390 1395

Glu Glu val Thr GIn Leu Lys Glu Arg Leu Glu Lys Glu Lys Arg
1400 1405 1410

Leu Thr Ser Asp Leu Gly Arg Ala Ala Thr Lys Leu GIn Glu Leu
1415 1420 1425

Leu Lys Thr Thr GIn Glu GIn Leu Thr Lys Glu Lys Asp Thr val
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1445

Ser Lys
1460

73
4585
DNA

<210>
<211>
<212>
<213>

<400> 73
atgtggagaa

ggggcagacc

ttgggggttyg
tcgaccttct

atggcaaaaa
aaaggaaaga
gcccccaacg
ccaaccccag
caggagaagc
gtagaaccag
atcttggaaa
ggcaacacac
agcaaaaagg
tggataatgg
tgcataatgg
gggaaaaagg
ggcaaaaggg
ggtaagaagg

ggcaaaaagg
ggcaaaaaga
agcaaaaagg
ggcaaaaaag
ggcaagaaga
ggcaagaagg
ggcaagaagg
ggcaagaagg

atgagtctgg
tcctagtgaa
tggtctttgg
ccatgaagga
ctaaccacca
ccaagaaaaa
tgactgtcct
tccagccecc
tggcctectce
ctgtcagttc
ctgcacccaa
cagccactgg
cggaaggagc
ctgattgaac
cagatggggc
cggaggggtc
cagagggggc
ccgagagtgc
ctgagggggc
ctgagggggc
ctgagggage
tagaaggggc
ctgagggggc
acgagggggayg
€Cgagggggy
ttgagggggc

Nippi FAL1238-14040PCT SeqList 2_ST25
1435 1440

Glu Gly Thr Ser val

1465

callithrix jacchus

tcccggaggt
aggaaagcaa
cggattcatg
aacgtcatat
gaaagtagag
ggaagagaaa
cctccgagaa
cattactgtt
ccccaaggac
tgtagtgaat
ggaggtgccg
cactgctcag
cccaaaccag
tccataccag
ccagaatcag
cccaacccag
ccagaatcag
ccagaatcag
ccagaaccag
ccagaaccag
ccagaaccag
ccagaatcag
ccagaaccag
ccagaaccag
ccagaaccag

ccagaaccag

gccacttccc
gccaagatgg
gttgtttctg
gaagaagccc
aagaaaaaga
cctaatggga
ccagtgcggg
gctectgteg
aaaaagaaga
tccatccagg
atggtggtygg
ggcaaaaagg
ggcagaaagg
ggcaagaagg
ggtaaaaagg
ggcaagaagg
ggcagaaagg

ggcaaaaagg
ggcaagaaag
ggcaaaaaag
ggcaaaaaag
ggcaagaagg
ggcaagaaag
ggcaagaagg
ggcaagaagg
ggtaagaagg

1455

tctcggttga
atatttatga
ccattggcat
tagccaacca
aggagaaaac
agatacctga
ctcctgetgt
ccacggttcc
aggagaaaaa
ttcttgettc
tgcccccagt
gggaaggggc
cagaaggaac
cagaaggaac
tagatatgac
cagagggggc
ctgagggggc
cagagggagc
cagaaggggc
cagagggggc
cagagggggc
ctgaggggag
ccgacgggge
c€cgagggggc
€<gagggagg

cagagggcac
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Leu GIn Glu GIn &2?0 Glu Lys Ala Glu Asp Gly Ser Ser

agcaaagacg
cactcaaacc
cttcctggtyg
gcgcaaggag
agtggagaag
tcacgatctg
ggctgtggcet
agccatgccc
agtggcaaaa
aaagactgcc
gggcgcecagg
tcagaaccaa
cccaaatctt
tccttatcaa
cccaaaccag
tcagaaccag
ccagaaccag
tcagaaccag
ccagaaccag
ccagaatcag
tcagaatcag
ccagaaccag
ccagaaccag
ccagaaccag
tcagaaccag

ccagaaccag
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960
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1200
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1500
1560


ip-temp
Rectangle


ggtaagaagg
ggtaaaaaga
aaggcagatt
cctagtcaag
gccagtcagg
cagagtccag
aaaggtgagc
gtctccacag
ctgtctgaga
cctgtggcga
gaagacgcgg
aaggccaaag
gagatcacgg
cagcagctge
cagctggecc
agccaggtog
gccagcaaag
gctctggaag
agggagagcg
gcgcaggaca
cagatggccg
gaggagctga
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ggtgtcgtgce
ctcttgtect
gctccccagg
cccagttget
gtgccaggcet
aagaactgga
cactccctga
accagggagg
accgagtggc

cagagggggc
cagaaggggc
cggttgctaa
gcaaaaaggc
gtaaaacgac
aggcaccaaa
ctgggccccc
ttgggagcat
aggctggcat
ttctgaaacg
cagtcgccaa
cggcagctgg
ccgtgcaggc
agggcaagat
gcctgcagea
agagcaagca
agctggcgoga
ccaaggcagc
aggaggccect
gccatgccag
agctgcacag
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gtcctyggeca
attccgtcac
ggtcctegtc
ccacagtcca
ccctgecagag
tcgccagage
aggccatgga
cccaggecaa
ccctgctgge

tgcaggagct
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tcagggcaaa
tcagggcaaa
agaagggtcc
agaggcagct
gcaagaggct
agatgccgac
ggtgttcaac
cattcaggac
ccagetggaa
gagcaaactg
ggaggccaag
gcggatgeag
ccggactett
ggagaactcc
gaacgcggag
gaagtcggag
tgccatcgaa
gcagaagcgce
ccteecgggcg
caagttacag
cgggcagetce
cgaggccctg
ggagactgac
ccgtgaggtc
acactgtcag
atcaaagaag
tgttctgcgg
gctgcagett
gggcccaagg
ggcgctggeg
ggaggaatca
tctgetteca

caaagagaaa

ggccaaaaag
aaggcagagyg
aaggcagagyg
c¢ccaatcagg
cctgtccagg
cctgccaaga
ggccctectct
gagggcgagg
acctggcaca
gagaaggaaa
agagagctca
gtgaaaaagc
gccagctacc
caggagcagc
atccttcggg
ctggccaagc
gctgcacggce
aagcaggtcc
ctggacgagg
gacgctgaga
tcectecgagg
caggaggcca
ctggaggcgg
cagcagcaga
cacgccacag
atgggtccta
cacctcacta
cttggggact
cccaaggaag
atcagcacta
acggccgagce
gagaagcagc
gaactctcca

ggccecacgce

gagagggagg
ggagtcccaa
gaaaaaaagc
gcaaaaaggﬁ
gcagaaatgc
agaagtctgg
acctccccta
cccagegget
aggccactca
agctgctgge
acaaggagat
agctggtggt
gggagcacgt
tggagaatgg
atgccttgéé

tccggeagga -

aagatgagca'

tgcagctgca
tcagctgéga
aggcccagga
cggaggtgcyg
ggacggagaa
gccagacgceg
cccgeacatg
catgtggggg
ggccaccage
tgtgcttctc
gggaaaggct
gccccagett
gcegtttgga
aggcctgcaé
tccgectgac
tcttggcaca

tgctgaagca
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caagacgctg
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gaagggtgac
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cccCcaacacg

ccaggecacyg

gctcagcaag
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ggcatcccac
gctgtgecge
gcagcagcag
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ctcecagetce
ggacgcccag
cccacaggec
acgcacggag
tcagaaggct
agcagagaca
fgCCQQCtgg
aggcctecct
cctccgggag
ggagaagctg
tgaggtgcag
acagaattac

gcecgecaget

1620
1680
1740
1800
1860 -
1920

1980
2040
2100
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2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
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cccatggagce
acgctacagg
agagacctgc
gcggaggagg
aagctaaaag
gcggagctgg
gtggcggagt
gaagcccaga
agccatgtag
gccaagcagg
gatgagcaga
tgtcggttac
acagaggagg
ctggggcgtg
agagagaagg
agctcaaagg
cttaccaaaa
<210>
<211>

<212>
<213>

74
PRT

<220>
<221>
<222>
<223>

<400> 74

1508

cttcctcaga
ctgagtgtga
agaagagtgt
agctccagaa
gagaacttga
aaaagcacat
tgaggcagct
aacagagcga
aggatggtga
acaccgttca
cacagcgaca
aagaagagtt
cctcacagct
ccgecgecaa
acaccgtgaa
agggcacctc

tgccttacac

misc_feature
(266)..(266)
Xaa can be any naturally
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cctggectece
ccagtatcgc
ggaggaggag
gtcacgggcc
aagttcagac
ggcagctgec
tctcctggag
tgagcttgec
catagctggg
gctgaagatg
gaagctcaca
ggagaagctc
gaaggagaga
actgcaggag
gacgctgcag
tgtctgagtc

attcc

callithrix jacchus

Met Trp Arg Asn Glu Ser Gly Pro
1 5

Glu Ala Lys ggr Gly Ala Asp Leu

Met Asp Ile Tyr Asp Thr Gln Thr
35 40

Phe Met val val Ser Ala Ile Gly

50

55

Met Lys Glu Thr Ser Tyr Glu Glu
65 70

aagttgaggyg
agcatcctgg
gagcaggtgt
acagtgaaac
caggtgaggg
agtgctgagt
tctcaatcte
ctggtcaggce
gcaccagctt
cagctggagc
gccgagtttyg
cgcacagccg
ctagaaaaag
cttctgaaga
gaacagctgg
tcctetgtgg

occurring amino

Gly Gly Ala Thr
10

Leu val Lys Gly

25

Leu Gly val val

Ile Phe Leu val
60

Ala Leu Ala Asn

75

aggctgagga
cggagacgga
ggagggccaa
atctcgaaga
agcacacctc
gccagaacta
agctggatgc
agcagttgag
cctceceecgga
ggacagaagc
aggaggctca
gcececectgga
agaaaaagtt
tgacccagga
aaaagacaga

aaaaagaagt

acid

45
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gcagctggca
gggcggcage
tactgttcaa

ser Leu Ser val

15

Lys Gln Ala Lys
30

val phe Gly Gly

ser Thr Phe Ser

GIn Arg Lys Glu
80

3660
3720
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3840
3900
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4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4585
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Glu Leu Cys Arg Ala GIn Asp Ser His Ala Ser Leu Arg Ala Asp Ala
900 905 910

Glu Lys Ala GIn Glu GIn GIn GIn GIn Met Ala Glu Leu His Ser Lys
915 920 925

Leu GIn Ser Ser Glu Ala Glu val Arg Ser Lys Cys Glu Glu Leu Asn
930 935 940

Gly Leu His Gly Gln Leu GIn Glu Ala Arg Thr Glu Asn Ser GIn Leu
945 950 955 960

Thr Glu Arg Ile Arg Ser Ile Glu Ala Leu Leu Glu Ala Gly Gin Thr
965 970 975

Arg Asp Ala Gln Asp Thr GIn Ala Ser Gln val Glu Thr Asp Gln Gln
980 985 990

GIn Thr Arg Thr Cys Pro GIn Ala Arg Glu Ala Gly Pro Gly His Arg
995 1000 1005

Glu val His Ala Thr Ala Cys Gly Gly Arg Thr Glu &Gly val val
1010 1015 1020

His Ser val Thr His Cys Gln Met Gly Pro Arg Pro Pro Ala Gln
1025 1030 1035

Lys Ala Leu Leu Ser Trp Ser Ser Ser Ser Lys Lys His Leu Thr
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Met Cys Phe Ser Ala Glu Thr Ala Pro GIn Ala Thr val His val
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Leu Arg Leu Gly Asp Trp Glu Arg Leu Ala Gly Trp Pro Ser Cys
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Ser Leu Gln Arg Leu GIn Leu Pro Lys Glu Gly Pro Ser lLeu Gly
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Leu Pro Vval Pro Gly Phe Ala Arg Ala Gly Pro Arg 1Ile Ser Thr
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Ser Arg Leu Asp Leu Arg Glu Lys Asn Trp Lys Ala Met Glu Ala
1115 1120 1125

Leu Ala Thr Ala Glu Gln Ala Cys Lys Glu Lys Leu His Ser Leu
1130 1135 1140

Thr GIn Ala Lys Glu Glu Ser Glu Lys GIn Leu Arg Leu Thr Glu
1145 1150 1155
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<210> 75

<211> 3720
<212> DNA_
<213> Papi

<400> 75
ggaggcggcg

ctccacacgc
cgtcagggtc
ctcctctcte
ctctegtgtc
caaaccttgg
ctggtgtcga
aaggagatgg
gagaagaaag
gatccggege
gtggctccaa
acgccccagg
gcaaaagtgg
gctgccatct
gaggcaccaa
ccagatgccg

atggtgttca

a GIn Thr Ser Ala Cys Arg Leu GIn Glu
1420 142

Arg Thr Ala

n Leu Lys

teu Gly Arg Ala

n Glu Gln

u Gln Leu Glu Lys

r Ser val

o anubis

atcccggegg
gcgcacgceag
gcggegtceta
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Felis catus
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aaggctgagg
aaggcagatg
aagacagagg
aagggtgagg
aaggtagaag
aaggccgagy
aaggcagatg
aaagcagagg
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aagactgagt
ccaaagctag
cccacggatt
agcatggtgt
ggcatcattc
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1320

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920

1980

2040
2100
2160
2220

2280

2340
2400
2460
2520
2580
2640
2700


ip-temp
Rectangle


gggcagatgt
tacagtcctc
agctcaagga
ccttgctgga
agcagacccg
agctcaggga
ggaaggccat
tgacacaggc
aggccctect
ggctgcagga
agccctectce
aggccegagtg
tgcagaagag
gggagcttca
aaggagaacg
tggagaagca
ggttgaggca
agaagcagag
tagaggatgg
aggaccctgt
agacacagcg
tacaagaaga
ctgtgcagct
ctgccaccaa
acacagtgaa
agggcacctc
ccttacacat
tagctcaaag
agatactcag
gcecctggacg
<210>
<211>

<212>
<213>

86
1398
PRT

ggagaaggcc
tgaagcagag
ggccagagtg
ggcaggcecag
cctcaaggag
ggctgtggag
ggaggcgetg
caaggaagat
ggctctgctc
gctcaaagag
ggacttggcc
tgaccagtac
cgtggaggcg
gaagtcacgg
tgacagttcg
catggcagcc
acttttatta
tgatgagctt
tgatgtagct
cgagctgaaa
gcacaagctc
gctggagaag
gaaggaaaga
actgcaggag
aaagttgcag
tgtctgagtc
tccttacaag
agaagccatt
tttgtaaaag

ccaccacc
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caggagcagc
gtgaggagca
gagaactcac
gcccaggaca
ctggagtccc
cagcagaaag
gccgtggetg
tcagagaagc
ccaggactct
aaaggcactg
tccaagttaa
cgcacgatcc
gaggagcagg
gccacagtga
gatcaggtac
gccagcaccg
gaatctcaat
gccctggtca
gggtccccag
atgcagctgg
acagccgaat
cttggcacca
ctagaaaaag
cttttgaaga
gaacagctgg
tcctgtggaa
taaacaaacc
agagacatga

aacctttgtc

otolemur garnettii

agcagcagat
aatgtgagga
agctcacgga
cccaggccag
aggtgtcgtg
tgaagaacaa
agcgggectg
aactccacct
ccctcacgge
agttactgaa
gggaggctga
tggctgagac
tgtggaaggc
aacatcttga
gtggggctct
agtgccagaa
ctcagctgga
gacagcagtt
ctgcctecece
aacggacaga
ttgaggaggc
ccagtctgga
aaaaaaagtt
caacgcagga
aaaaaacaga
aaagaagtta
agtacagcgt
gtctcttaga

acatttgata

ggctgagttg
gctgagtgat
aaggatccga
ccaaacggag
tttggagaaa
cgacctccga
cgaggagaaa
gaccgaggca
acaccagaat
gcagccatcg
agagacccag
ggagggcatg
caaagtggac
agagaccata
ggagcatctg
ctacgccaag
tgtagccaag
gagtgagatg
agaggccccc
ggctgtectg
tcaggecgea
gtcttcagga
aacaagtgac
acagctggea
agacagtagc
ctgttcaact
tatccaggec
actacagaaa

aacactactc
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taccaaaatg
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Tet Asp Ile Tyr
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Met

Met
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Arg

Gln

Gln
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Lys

Met
Lys
Ala
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Lys
Glu
Pro
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val
Pro
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210
GIn
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Glu
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Lys

Glu

Ile

Pro

Pro
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Glu
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Pro
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Pro
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Thr
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Gln
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Ala
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Ala

Ser
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Ser
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Ala

215

Lys

Asn
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40
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Thr
Leu
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Pro
120
Pro
Ala
Ala
Pro
Arg
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Gln

Ala

Gln
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Leu

Ile

25

Ala
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Lys

Ala

Met

105

Ile

Lys

val

Ile

val
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Lys

Asn

Glu

Gly

Gly
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Leu
Glu
Lys
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Ala
Asp
Ser
Leu
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Ala

Leu
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Leu

Ala

Lys

Lys

Asn

val
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Ser
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Asn
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Ala
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Lys
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Gln

Lys Lys Ala
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90 795 800

Asn GIn Ala Thr Ser GIn val Glu Ser Lys GIn Asn Ala Glu Leu
805 810 815

Lys Leu Arg GIn Glu Leu Asn Lys val Asn Lys Glu Leu Glu Glu
820 825 830

Leu Glu Ala Thr Arg GIn Glu Glu GIn Arg Arg Lys Ala Leu Glu
835 840 845

Lys Ala Ala Thr Phe Glu Lys GIn val Leu GIn Leu GIn val Ala
850 855 860

Lys Glu Ser Glu Glu Ala teu Gln Lys Arg Leu Asp Glu val Ser
870 875 880

Glu Leu Cys Arg Thr Gln Thr Ser His Ala Ser Leu Arg Ala Asp
885 890 895

Glu Lys Ala GIn Glu GIn GIn GIn GIn Met Ala Glu Leu Arg Ser
900 9205 910

Leu GIn Ser Ser Glu Ala Glu val Arg Ser Lys Cys Glu Glu Leu
915 920 925

Asp Leu His Gly GIn Leu Lys Glu Ala Arg val Glu Asn Ser Gln
930 935 940

Thr Glu Arg ITe Arg Ser Ile Glu Ala Leu Leu Glu Ala Gly GIn
950 955 960

GIn Asp Thr Gln Ala Ser GIn Thr Glu Ala Asp GIn G1n GIn Thr
965 970 975

Leu Lys Glu Leu Glu Ser GlIn val Ser Cys Leu Glu Lys Glu Ala
980 985 990

Glu Leu Arg Glu Ala val Glu GIn GIn Lys val Lys Asn Asn Asp
995 1000 1005

Arg Glu Lys Asn Trp Lys Ala Met Glu Ala Leu Ala val Ala
1010 1015 1020

Arg Ala Cys Glu Glu Lys Leu Arg Ser Leu Thr Gln Ala Lys
1025 1030 1035

Asp Ser Glu Lys GIn Leu His Leu Thr Glu Ala GIn Thr Arg
1040 1045 1050

Ala Leu Leu Ala Leu Leu Pro Gly Leu Ser Leu Thr Ala His
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<212>
<213> Dani

<400> 87
gactccaaaa

87
3418
DNA

ggagggacag
tttggtggct
aaggagacat
tcccaacgcet
gaggagaagc
cctgtggttg
gtcgctgtte
cctaacattg
ccttccccaa
cctgtggagg
aaagcagtag
accaagaaaa
cctcagecgt
tccgagactce
ctggcatctc
aagcagttga
accaaggagc
gagctgagcg
caggagcatg

Leu Glu Ser Ser

Arg Leu Glu Lys Glu

Ala Thr Lys Leu Gln

Ala Lys Glu Lys Asp

Thr Glu Asp Ser

o0 rerio

gtcagcggceg
gaataagcaa
tcatggtgtt
cttacgagga
ccgataagaa
agaatgggaa
agaacagtga
ctgagcctga
ttgagtgtgce
aggagaagaa
tccccatagt
tttccectga
aacctaaaaa
caccatataa
agaaactctt
agaagggtga
ctgctgagcea
tgaatactge
cccgtggtca

tcaacgagtc
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tgagatcatc
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actgtgagtt
tatgacccte
ggcattacac
aaacaacgac
tctgaaaaga
tcagagcectg
gtaccccaag
aagcccaaac
actgtcagtg
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gtggaaccag
gggcctgaag
ccagcggttt
tccagtctaa
agcaagaaag
actctaaaga
gctgcagcta
atagcatcta
gctctacagg
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aaaccctggg
ttgtctcaac
aagactcggg
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cagttgtatc
ctgtggttgc
tagaaccggc
tggttgctga
aacccaaagt
ctgtggagga
atagtgcatc
ctggaaggga
agcaactgga
aaacgcgtgt
cagaggcccg
ctcgtatgca

tccatagect
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ttagagaacg
gatgccctca
ttgcgccagg
tctgaggaag
dadcCaaacac
ctcaaggagyg
gcagccaaag
acagagctga
gtggagatag
agtctgaaag
gaggagcttg
gcggacactc
gaaaaggaag
actgttgaag
gaggaggaac
ctacgggaga
gaaaggctaa
cagacagatg
cagacaaact
gcagagcagg
ctgtcagagg
agcgaaacgg
tggacgtcca
attctggaga
ggccaggtga
cagatatatg
ctgctctecag
cagctggaag
aaaccagagg
cagctgctgg
gaagggacgt
cattatttcc
gaggacagtc

acagcctctc

ggccgattgc
atcaagccac
actgcgtgcg
agcgaaggaa
aggcatcctg
aactccaaga
agcaagccaa
aaaacagatg
aagcaacagt
aaagggagga
agactgtaaa
gatgcagaga
atttggtggc
cagagccacc
ttcagcagat
agaactacgc
gccaagccaa
ccagaaacgc
ggctagaggc
aacacatgtc
acaatcagag
agggcatgtt
agatctcaga
agacgataga
tgctgttaga
cagaagagat
cacaagcaga
agacgatgag
aggagaagca
acaaagacaa
ctgtttgaca
gtttgtattc
aagtgtggga
ctaaagtgat
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ccaactggcc
tagccaggct
tctcaatcga
gagtcttgaa
tgttgggaca
ggcacagcag
gaccctcgec
tgaagagctg
tcagaagatc
gcagttgact
gagagctcag
gtacaccaca
ctccctgeaa
atttgagaat
taaagaagag
tgcggtagag
gactgcacag
cttccagaca
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gctgagctgy
ctggagaagg
atggaacgaa
gctctggeag
agtgcagttg
ctcttecectce
gaagcacaga
gatgtgatgg
gctgagtgtg
cagaagagtg
caaaaacaga
gctgaaatgc
gagaaacagc
aagactttac
cagagagctg
acagaagagg
gacctcggcec
ctgcaggaac
aacaagtcaa
tagcaattat
agtatcgcag
gctgacagtyg

aggaaaactc
gaaatgcaga
agcgtacagc
cagctgctga
tgcagaagaa
aattacagac
agcgcatgeg
gagcacagga
aggttgaaca
cggagcttac
ctcagaatag
aactcaaaac
agaagatgga
atgctcgeat
tgaaggccaa
cagctgagag
agcagcagct
acatcagcat
agagcctgac
atctgcagca
aacagtacag
tggaggacgg
cagccttgga
aagacacaga
tggagtcagt
tgtcagacac
aactttcaca
ttgttccaca
tgacagacac
aggacactga
gtgccttaat
tctgactgtt
gaagcatcat

ttaaaagtga
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tattctcaga
gttggcaaag
cactcagcag
agaacagtta
attggataaa
tcaagtagac
tgttacagag
aaatcccact
gctgaggagce
tcagctgagg
ggtaaatgag
tagtgtgaaa
aagcactaat
gatctcgctg
gagcaatgag
gctcagtgaa
gagctetttc
agaaacgcat
acacagtcca
gaagctcacc
ggcaacactc
cgagctctcg
tcaggttaag
tcagctgaag
aaccatcagc
tcagacacag
ggtgaaaatg
tcagatggag
tgaagcacag
agattcgaaa
tgctcttctyg
attagccagt
agggagactg
aagacgatgg
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tttgtgcaat cgctgtttat atcttgtgtt tgcatgttct cttgagactc aaagggacat 3300
ttcatgttac agaaatgcag tacaggctac tacacttttg tagtctgctg ttaacaaatg 3360
tgaaggtaca ataataatat taataaaaat atgtatttga aaaaaaaaaa aaaaaaaa 3418
<210> 88
<211> 978
<212> PRT
<213> Danio rerio
<400> 88
?et Asp val Tyr Asp Pro GIn Thr Leu Gly Ile val val Phe %Ey Gly

5 10

Phe Met val gge ser Ala Ile Gly %ge Thr Leu val ser ghr Phe Ser
0

Met Lys Glu Thr Ser Tyr Glu Glu Ala Leu Ala Lys Gln Arg Gln Asp
35 40 45

Ser ggy Lys Thr Gln ser ggn Arg Ser Asp Lys gzs Lys Lys Ala Ser

Glu Lys Lys Thr Lys Ser Lys Lys Lys Glu Glu Lys Gln Asn Gly Asn
65 70 75 80

Leu Pro Giu Ser Glu Pro Glu Pro Gliu Pro Ile Pro Glu Pro val val
85 90 95

Glu Asn Ser Glu Pro Lys Ala val Pro G1n val Glu Pro Glu Pro Gln
100 105 110

ser val Ala val Pro Glu Pro Glu Pro Glu val Lys Pro Lys Pro val
115 120 125

val Ser Glu Pro Ile Pro Asn Xle val Glu Cys Ala Ala Pro Pro Thr
130 135 140

val Sser Ala val val Ala Pro Leu Ala Pro Ser Pro Lys Glu Lys Lys
145 150 155 160

Lys Lys Lys val Ala Lys val Glu Pro Ala Pro val Lys Pro val Glu
165 170 175

val pPro Ile val val Ala Lys val Glu Pro val val Ala Glu Ser val
180 185 190

val Lys Ala val val ser pro Glu val Ala Ala Gly Pro Glu Glu Pro
195 200 205

Lys val Glu Thr Pro Thr Lys Lys Lys Pro Lys Lys Lys Ala Glu Pro
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Ser

Leu
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Ser
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Ala
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465

Ala
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val

Leu
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Ala
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Arg

GlIn
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ser

Glu
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Ser

val

Leu

Ala

275

Glu

Lys
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Gly

Glu

G1In
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Ala
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Gln
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Ser
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Ser

Lys

Thr

Ile

Gin
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His

Glu

Glu

Glu

Gln

Gln

Gly

Glu

ser
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Glu
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Glu
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Glu

val

Gln

Asn

ser
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Leu

Glu
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Lys

Ser
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215 220

Glu val Asp Ile Pro Gln Pro Ser Pro Tyr

230

Leu
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Lys

Lys

val

310

Ser

Ile

Asn

Leu

Ser

390

Arg

Asn

Arg

Lys

Lys
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Asn Ser Ala
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Gly
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295

Arg

Thr
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Glu

Glu
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Arg

Arg
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Leu
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Ala
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360
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Leu
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Leu
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265
Pro
Thr
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Ala
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345
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Gly
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Ala
Leu
425
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Leu

Ala

Thr

Arg
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Thr G1n val
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Leu Ala Asp Leu Gln
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<211>
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<213>
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<400>
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DNA
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A cis-element #3-derived variant
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tcgtcggagg acgggagttt ctcct

<210> 90

<211> 26

<212> DNA

<213> Artificial Sequence

<220> _ .
<223> A cis-element #3-derived variant

<400> 90
tcgtcggaga gacgggagtt tctcct

<210> 91

<211> 28

<212> DNA

<213> Artificial Sequence

<220> . .
<223> A cis-element #3-derived variant

<400> 91
tcgtcggage agaacgggag tttctect

<210> 92

<211> 29

<212> DNA

<213> Artificial Sequence

<220> .
<223> A cis-element #3-derived variant

<400> 92
tcgtcggage agaaacggga gtttctcct

<210> 93

<211> 30

<212> DNA

<213> Artificial sequence

<220>
<223> A cis-element #3-derived variant

<400> 93
tcgtcggage agaaaacggg agtttctcect

<210> 94

<211> 31

<212> DNA

<213> Artificial Ssequence

<220> .
<223> A cis-element #3-derived variant

<400> 94
tcgtcggagc agaaaaacgg gagtttctec t

<210> 95

<211> 32

<212> DNA

<213> Artificial Sequence
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<220>
<223> A cis-element #3-derived variant

<400> 95
tcgtcggagc agaaaaaacg ggagtttctc ct 32

<210> 96

<211> 33

<212> DNA

<213> Artificial Sequence

<220>
<223> A cis-element #3-derived variant

<400> 96
tcgtcggagc agaaaaaaac gggagtttct cct ‘ 33

<210> 97

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> A cis-element #3-derived variant

<400> 97
tcgtcggage agacaggagt ttctcct 27

<210> 98

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> A cis-element #3-derived variant

<400> 98
tcgtcggage agaccggagt ttctcct 27

<210> 99

<211> 27

<212> DNA

<213> Artificial Sequence

<220> . . .
<223> A cis-element #3-derived variant

<400> 99
tcgtcggagc agactggagt ttctcect 27

<210> 100

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> A cis~element #3-derived variant in which its motif was inserted
into the polyA sequence

<400> 100
aaaaaagaga aaacgaaaaa aaaaaaa 27
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<210> 101

<211> 27

<212> DNA )

<213> Artificial Sequence

<220>

<223> A sequence of all A

<400> 101

aaaaaaaaaa aaaaaaaaaa aaaaaaa 27

<210> 102

<211> 27

<212> DNA

<213> Artificial Sequence

<220> . . .

<223> A cis-element #3-derived variant in which its motif was inserted
into the polyC sequence

<400> 102

ccceecgage ccacacccee cceceeec 27

<210> 103

<211> 27

<212> DNA

<213> Artificial Sequence

<220> i . .

<223> A cis-element #3-derived variant in which its motif was inserted
into the polyC sequence

<400> 103

CCCCCcgaac ccacaccCcce CCccccec 27

<210> 104

<211> 27

<212> DNA_

<213> Artificial Sequence

<220> . i ] i

<223> A cis-element #3-derived variant in which its motif was inserted
into the polyC sequence

<400> 104

ccececgace ccacacccee ceeeecec 27

<210> 105

<211> 27

<212> DNA

<213> Artificial Sequence

<220> .

<223> A cis-element #3-derived variant in which its motif was inserted
into the polyC sequence

<400> 105

ccccecgatc ccacacccce Cocecceec 27

<210> 106

<211> 27

<212> DNA

<213> Artificial Sequence
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<220>
<223>

<400>
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A sequence of all ¢
106

CCCCCCCCCC CCCCCCCCCC cceeccece

<210>
<211>
<212>
<213>

<220>
<223>

<400>

107
21
DNA
Artificial sequence

A motif-deficient variant

107

tcgtcgcagg gagtttctee t
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