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Length: 250

s

# Identity: 92/250 (36.8%)

2 Similarity: 151/250 (60. 4%)

# Gaps: 1/

% Score: 470

8

EMBOSS_001 23 LLLSYAVNIVAALATIIVGLIIARMISNAVNRLMISRKIDATVADFLSAL 72
EMBOSS_001 18 ]\‘LE\'SGA -\.L-\LLTL1I(;I‘AL[\TL1’GR\GGLL<\RR\\DRTL%F\(y&L 67
EMBOSS_001 73 VRYGIIAFTLIAALGRVGVQTASY IAVLGAAGLAVGLALQGSLSNLAAGY 122

68 VSIVLKILLVVSVASMIGIQTTSFYAATIGAAGLA IGLALQGSLANFAGGY 17

EMBOSS_001 123 LLVWFRPFRAGEYVDLGGVAGTVLSVQIFSTTMRTADGKIIVIPNGKIIA 172
EMBOSS_001 118 LILLFRPFKVGDNIEAQGVAGTVDSILIFHTVLRSGONERTIVPAGALSN 167
. o EMBOSS_001 173 GNTINFSREPVRRNEFIIGVAYDSDIDQVEQILTNTIQSEDRILKDRENT 222
Schematic diagram of : RN
EMBOSS_001 168 GTVINYSAEPVRKVIFDVGIDYDADLKNAQNILL-AMADDPRVLEDPAPY 216
the structure of EcMscS
EMBOSS_001 223 VRLNELGASS INFVVRVWSNSGDLONVYWDVLERIKREFDAAGISFPYPQ 272
EMBOSS_001 217 AVVSNLGESATTLSLRVIVKNADYNDVMFMFNEKARDALGKEGIGIPFFQ 266

Sequence alignment of PaMscS and EcMscS

Fig. 28a
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% Length: 238

# Identity: 68/238 (28.6%)

# Similarity: 131/238 (55. 0%)

% Gaps: 4/238 ( 1.7V

# Score: 310

:

EMBOSS_001 20 ALLTLAIGWWLINTLTGRVGGLLARRSVDRTLQGFVGSLVSIVLEILLVY

BB0SS_001 25 AVIVFCIGPYFSFFLRKTMKLLSKK—DEILANFYAQUIFILILTTTT

EMBOSS_001 79 SVASMIGIQTTSFVAAIGAAGLAIGLALQGSLANFAGGVLILLFRPFRVG

BB0SS_001 73 TALSTLGYQITSIITVLGTVGIAVALALKDYLSS TAGG 1L T LHPPK

EMBOSS_001 129 DWIEAQGVAGTVDSILIFHTVLRSGDNERIIVPNGALSNGTVINYSAEPV

BMB0SS_001 123 DIIETSCLEGRVEALNFFNTSLRLHDGRLAVLPARSYANSNI INSWATAC
Schematic diagmm of EMBOSS_001 179 RRVIFDVGIDYDADLKNAQNTLLAMADDPRVLEDPAPVAV-VSXLGESAT
the structure of TtMscS BMBOSS_00! 173 RRIENVCGVGYGSDIELVHKTIRDVIDTMEK IDKNMPTFIGITDFGSSSL

EMBOSS_001 228 TLSLRVWVENAD-YWDVMFMFNEKARDALGKEGIGIPF 264

BMBOSS.001 223 NFTIRVVAKTEDGIFNVRSELIERTKNALDANHIEIPE 260

Sequence alignment of PaMscS and TtMscS

Fig. 28b
% Length: 220
% Identity: 53/220 (24.1%)
# Similarity: 96/220 (43, 6%
# Gaps: 2/220 ( 0.9%)
# Score: 181
s
°
EMBOSS_001 51 LARRSVDRTLQGFVGSLVSIVLKILLVVSVASMIGIQTTSFVAAIGAAGL
BMBOSS_001 56 LPQREID-TLTSLTKNAVRYIIYFLAGASTLELFNIDMTSLLAVAGIGSL
EMBOSS_001 101 AIGLALQGSLANFAGGVLILEFRPFEVGDWIEAQGYAGTVDSILIFHTVL
BIB0SS_001 105 AIGFGAQNLVKDMISGFF I IFEDQFSVGDFVTINGISGTVEEIGLRVTKT
EMBOSS_001 151 RSGDNKRIIVPNGALSNGT-VTNYSAEPVRKVIFONGIDYDADLENAGNT
Schematic dxagram of EMBOSS_001 155 RGFSDGLHITPNGETKMVTNLTKDS\MAVYNIAFPIDEDVOKIIEGLQE]
the structure of HpMscS EMBOSS_001 200 LLAMADDPRVLEDPAPVAVVSNLGESATTLSLRVIVKNADYWDVMFMFNE
FMBOSS_001 205 CEEVKKSRDDLIEGPTVLGITOWQDSKLYIUVYAKTQPWGEWAVERDIRY
BB0SS_001 250 KARDALGKEGIGIPFPQRVV 269
BMBOSS_001 235 RVEKMFDQNISFEYPRITV 274

Sequence alignment of PaMscS and HpMscS

Fig. 28¢
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