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<210>1

<211> 711

<212> DNA

<213> Escherichia coli

<400> 1
atgaagaaag gttttatgtt gtttactttg ttagcggcegt tttcaggctt tgctcaggcet 60

gatgacgcgg caattcaaca aacgttagcc aaaatgggea tcaaaagcag cgatattcag 120
cccgegectg tagetggeat gaagacagtt ctgactaaca geggegtgtt gtacatcacc 180
gatgatggta aacatatcat tcaggggcca atgtatgacg ttagtggcac ggctceggte 240
aatgtcacca ataagatgct gttaaagcag ttgaatgcgc ttgaaaaaga gatgatcgtt 300
tataaagcgc cgcaggaaaa acacgtcatc accgtgttta ctgatattac ctgtggttac 360
tgccacaaac tgcatgagea aatggcagac tacaacgegce tggggatcac cgtgegttat 420
cttgctttcc cgegecaggg getggacage gatgeagaga aagaaatgaa agetatctgg 480
tgtgcgaaag ataaaaacaa agcgtttgat gatgtgatgg caggtaaaag cgtcgcacca 540
gccagttgeg acgtggatat tgecgaccat tacgeacttg gegtccaget tggegttage 600
ggtactccgg cagttgtget gagcaatgge acacttgttc cgggttacca gecgecgaaa 660
gagatgaaag aattcctcga cgaacaccaa aaaatgacca gcggtaaata a 711
<210> 2

<211> 564

<212> DNA

<213> Escherichia coli

<400> 2



atgtccttga ttaacaccaa aattaaacct tttaaaaacc aggcattcaa aaacggcgaa 60
ttcatcgaaa tcaccgaaaa agataccgaa ggecgetgga gegtettett cttctaccecg 120
gctgacttta ctttcgtatg cccgaccgaa ctgggtgacg ttgetgacca ctacgaagaa 180
ctgcagaaac tgggcegtaga cgtatacgea gtatctaccg atactcactt cacccacaaa 240
geatggcaca gcagctctga aaccatcgct aaaatcaaat atgegatgat cggegacccg 300
actggcgecc tgacccgtaa cttcgacaac atgegtgaag atgaaggtct ggetgacegt 360
gcgacctteg ttgttgacce gecagggtate atccaggeaa tcgaagttac cgetgaagge 420
attggccgtg acgegtctga cctgetgegt aaaatcaaag cageacagta cgtagettct 480

cacccaggtg aagtttgcec ggetaaatgg aaagaaggtg aagcaactct ggcteegtct 540

ctggacctgg ttggtaaaat ctaa 564

<210>3

<211> 187

<212> PRT

<213> Escherichia coli

<400> 3

Met Ser Leu Ile Asn Thr Lys Ile Lys Pro Phe Lys Asn Gln Ala Phe
1 5 10 15

Lys Asn Gly Glu Phe Ile Glu Ile Thr Glu Lys Asp Thr Glu Gly Arg
20 25 30

Trp Ser Val Phe Phe Phe Tyr Pro Ala Asp Phe Thr Phe Val Cys Pro
35 40 45

Thr Glu Leu Gly Asp Val Ala Asp His Tyr Glu Glu Leu Gln Lys Leu
50 55 60

Gly Val Asp Val Tyr Ala Val Ser Thr Asp Thr His Phe Thr His Lys
65 70 75 80

Ala Trp His Ser Ser Ser Glu Thr Ile Ala Lys Ile Lys Tyr Ala Met
85 90 95

Ile Gly Asp Pro Thr Gly Ala Leu Thr Arg Asn Phe Asp Asn Met Arg
100 105 110



Glu Asp Glu Gly Leu Ala Asp Arg Ala Thr Phe Val Val Asp Pro Gln
115 120 125

Gly Ile Ile Gln Ala Ile Glu Val Thr Ala Glu Gly Ile Gly Arg Asp
130 135 140

Ala Ser Asp Leu Leu Arg Lys Ile Lys Ala Ala Gln Tyr Val Ala Ser
145 150 155 160

His Pro Gly Glu Val Cys Pro Ala Lys Trp Lys Glu Gly Glu Ala Thr
165 170 175

Leu Ala Pro Ser Leu Asp Leu Val Gly Lys Ile
180 185

<210> 4

<211> 564

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 4
atgagcctga tcaacacgaa aatcaagccg ttcaagaacc aagctttcaa aaatggtgag 60

ttcatcgaga ttaccgagaa agataccgag ggtcgttgga gegtgttctt cttcttttat 120
ccggeggact ttacttttgt ttgtcctace gagetgggtg acgttgegga ccattatgaa 180
gaactgcaga aattgggcegt cgacgtttac gccgtcagea cggacacgcea ctttacgcac 240
aaggcatggc actctagcag cgaaaccatc gcaaagatca aatacgcaat gattggcgac 300
ccgacgggtg cactgacccg caatttcgat aacatgegtg aagatgaagg cctggeggat 360
cgtgegacct tcgtegtgga cccgeagggt atcattcagg ctatcgaagt taccgecgag 420
ggtattggtc gtgatgcgag cgatctgetg cgcaagatta aagecgegea atacgttgeca 480
tcccatecgg gegaagtgtg cccagecaag tggaaagagg gegaggegac cctggegeeg 540
agcctggact tggtgggtaa gatt 564

<210>5

<211> 188
<212> PRT



<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 5
Met Ser Leu Ile Asn Thr Lys Ile Lys Pro Phe Lys Asn Gln Ala Phe
1 5 10 15

Lys Asn Gly Glu Phe Ile Glu Ile Thr Glu Lys Asp Thr Glu Gly Arg
20 25 30

Trp Ser Val Phe Phe Phe Phe Tyr Pro Ala Asp Phe Thr Phe Val Cys
35 40 45

Pro Thr Glu Leu Gly Asp Val Ala Asp His Tyr Glu Glu Leu GIn Lys
50 55 60

Leu Gly Val Asp Val Tyr Ala Val Ser Thr Asp Thr His Phe Thr His
65 70 75 80

Lys Ala Trp His Ser Ser Ser Glu Thr Ile Ala Lys Ile Lys Tyr Ala
85 90 95

Met Ile Gly Asp Pro Thr Gly Ala Leu Thr Arg Asn Phe Asp Asn Met
100 105 110

Arg Glu Asp Glu Gly Leu Ala Asp Arg Ala Thr Phe Val Val Asp Pro
115 120 125

Gln Gly Ile Ile Gln Ala Ile Glu Val Thr Ala Glu Gly Ile Gly Arg
130 135 140

Asp Ala Ser Asp Leu Leu Arg Lys Ile Lys Ala Ala Gln Tyr Val Ala
145 150 155 160

Ser His Pro Gly Glu Val Cys Pro Ala Lys Trp Lys Glu Gly Glu Ala
165 170 175

Thr Leu Ala Pro Ser Leu Asp Leu Val Gly Lys Ile
180 185



<210>6

<211> 236

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 6
Met Lys Lys Gly Phe Met Leu Phe Thr Leu Leu Ala Ala Phe Ser Gly
1 5 10 15

Phe Ala GIn Ala Asp Asp Ala Ala Ile Gln GIn Thr Leu Ala Lys Met
20 25 30

Gly Ile Lys Ser Ser Asp Ile Gln Pro Ala Pro Val Ala Gly Met Lys
35 40 45

Thr Val Leu Thr Asn Ser Gly Val Leu Tyr Ile Thr Asp Asp Gly Lys
50 55 60

His Ile Ile Gln Gly Pro Met Tyr Asp Val Ser Gly Thr Ala Pro Val
65 70 75 80

Asn Val Thr Asn Lys Met Leu Leu Lys Gln Leu Asn Ala Leu Glu Lys
85 90 95

Glu Met Ile Val Tyr Lys Ala Pro Gln Glu Lys His Val Ile Thr Val
100 105 110

Phe Thr Asp Ile Thr Cys Gly Tyr Cys His Lys Leu His Glu Gln Met
115 120 125

Ala Asp Tyr Asn Ala Leu Gly Ile Thr Val Arg Tyr Leu Ala Phe Pro
130 135 140

Arg Gln Gly Leu Asp Ser Asp Ala Glu Lys Glu Met Lys Ala Ile Trp
145 150 155 160

Cys Ala Lys Asp Lys Asn Lys Ala Phe Asp Asp Val Met Ala Gly Lys
165 170 175



Ser Val Ala Pro Ala Ser Cys Asp Val Asp Ile Ala Asp His Tyr Ala
180 185 190

Leu Gly Val Gln Leu Gly Val Ser Gly Thr Pro Ala Val Val Leu Ser
195 200 205

Asn Gly Thr Leu Val Pro Gly Tyr Gln Pro Pro Lys Glu Met Lys Glu
210 215 220

Phe Leu Asp Glu His Gln Lys Met Thr Ser Gly Lys
225 230 235

<210>7

<211> 330

<212> DNA

<213> Escherichia coli

<400> 7
atgagcgata aaattattca cctgactgac gacagttttg acacggatgt actcaaagcg 60

gacggggcga tcctegtega tttetgggea gagtggtgcg gtecgtgeaa aatgatcgee 120
ccgattctgg atgaaatcge tgacgaatat cagggcaaac tgaccgttge aaaactgaac 180
atcgatcaaa accctggceac tgegecgaaa tatggeatee gtggtatceee gactctgetg 240

ctgttcaaaa acggtgaagt ggcggeaace aaagtgggtg cactgtctaa aggtcagttg 300

aaagagttcc tcgacgctaa cctggegtaa 330

<210> 8

<211> 109

<212> PRT

<213> Escherichia coli

<400> 8

Met Ser Asp Lys Ile Ile His Leu Thr Asp Asp Ser Phe Asp Thr Asp
1 5 10 15

Val Leu Lys Ala Asp Gly Ala Ile Leu Val Asp Phe Trp Ala Glu Trp
20 25 30

Cys Gly Pro Cys Lys Met Ile Ala Pro Ile Leu Asp Glu Ile Ala Asp
35 40 45

Glu Tyr GIn Gly Lys Leu Thr Val Ala Lys Leu Asn Ile Asp Gln Asn



50 55 60

Pro Gly Thr Ala Pro Lys Tyr Gly Ile Arg Gly Ile Pro Thr Leu Leu
65 70 75 80

Leu Phe Lys Asn Gly Glu Val Ala Ala Thr Lys Val Gly Ala Leu Ser
85 90 95

Lys Gly Gln Leu Lys Glu Phe Leu Asp Ala Asn Leu Ala
100 105

<210>9

<211> 966

<212> DNA

<213> Escherichia coli

<400> 9
atgggcacga ccaaacacag taaactgctt atcctgggtt caggeccgge gggatacacc 60

getgetgtet acgeggegeg cgecaacctg caacctgtge tgattaccgg catggaaaaa 120
ggcggcecaac tgaccaccac cacggaagtg gaaaactgge ctggegatce aaacgatctg 180
accggtcegt tattaatgga gegeatgeac gaacatgeca ccaagtttga aactgagatc 240
atttttgatc atatcaacaa ggtggatctg caaaaccgtc cgttccgtet gaatggegat 300
aacggcgaat acacttgega cgegetgatt attgeccaccg gagcttetge acgetatcte 360
ggcctgeect ctgaagaagc ctttaaaggc cgtggggttt ctgettgtge aacctgegac 420
ggtttcttct atcgcaacca gaaagttgeg gtcatcggeg geggeaatac cgeggttgaa 480
gaggcgctgt atctgtctaa catcgettcg gaagtgeatc tgattcaccg ccgtgacggt 540
ttccgegegg aaaaaatcct cattaagege ctgatggata aagtggagaa cggeaacatc 600
attctgcaca ccaaccgtac getggaagaa gtgaccggeg atcaaatggg tgtcactgge 660
gttegtctge gegatacgea aaacagegat aacatcgagt cactcgacgt tgeeggtetg 720
tttgttgcta tcggtcacag cccgaatact gegattttcg aagggeaget ggaactggaa 780
aacggctaca tcaaagtaca gtcgggtatt catggtaatg ccacccagac cageattcet 840
ggcgtctttg ccgeaggega cgtgatggat cacatttatc gccaggecat tacttcggee 900
ggtacaggct gcatggeage acttgatgeg gaacgetace tcgatggttt agetgacgca 960

aaataa 966



<210> 10

<211> 321

<212> PRT

<213> Escherichia coli

<400> 10

Met Gly Thr Thr Lys His Ser Lys Leu Leu Ile Leu Gly Ser Gly Pro
1 5 10 15

Ala Gly Tyr Thr Ala Ala Val Tyr Ala Ala Arg Ala Asn Leu Gln Pro
20 25 30

Val Leu Ile Thr Gly Met Glu Lys Gly Gly Gln Leu Thr Thr Thr Thr
35 40 45

Glu Val Glu Asn Trp Pro Gly Asp Pro Asn Asp Leu Thr Gly Pro Leu
50 55 60

Leu Met Glu Arg Met His Glu His Ala Thr Lys Phe Glu Thr Glu Ile
65 70 75 80

Ile Phe Asp His Ile Asn Lys Val Asp Leu Gln Asn Arg Pro Phe Arg
85 90 95

Leu Asn Gly Asp Asn Gly Glu Tyr Thr Cys Asp Ala Leu Ile Ile Ala
100 105 110

Thr Gly Ala Ser Ala Arg Tyr Leu Gly Leu Pro Ser Glu Glu Ala Phe
115 120 125

Lys Gly Arg Gly Val Ser Ala Cys Ala Thr Cys Asp Gly Phe Phe Tyr
130 135 140

Arg Asn Gln Lys Val Ala Val Ile Gly Gly Gly Asn Thr Ala Val Glu
145 150 155 160

Glu Ala Leu Tyr Leu Ser Asn Ile Ala Ser Glu Val His Leu Ile His
165 170 175

Arg Arg Asp Gly Phe Arg Ala Glu Lys Ile Leu Ile Lys Arg Leu Met
180 185 190



Asp Lys Val Glu Asn Gly Asn Ile Ile Leu His Thr Asn Arg Thr Leu
195 200 205

Glu Glu Val Thr Gly Asp Gln Met Gly Val Thr Gly Val Arg Leu Arg
210 215 220

Asp Thr Gln Asn Ser Asp Asn Ile Glu Ser Leu Asp Val Ala Gly Leu
225 230 235 240

Phe Val Ala Ile Gly His Ser Pro Asn Thr Ala Ile Phe Glu Gly GIn
245 250 255

Leu Glu Leu Glu Asn Gly Tyr Ile Lys Val Gln Ser Gly Ile His Gly
260 265 270

Asn Ala Thr Gln Thr Ser Ile Pro Gly Val Phe Ala Ala Gly Asp Val
275 280 285

Met Asp His Ile Tyr Arg Gln Ala Ile Thr Ser Ala Gly Thr Gly Cys
290 295 300

Met Ala Ala Leu Asp Ala Glu Arg Tyr Leu Asp Gly Leu Ala Asp Ala
305 310 315 320

Lys

<210> 11

<211> 1353

<212> DNA

<213> Escherichia coli

<400> 11
atgactaaac actatgatta catcgccatc ggcggeggea geggeggtat cgectccatc 60

aaccgcgegg ctatgtacgg ccagaaatgt gegetgattg aagccaaaga getgggegge 120
acctgcgtaa atgttggctg tgtgccgaaa aaagtgatgt ggecacgegge geaaatcegt 180
gaagcgatcc atatgtacgg cccggattat ggttttgata ccactatcaa taaattcaac 240
tgggaaacgt tgatcgccag ccgtaccgec tatatcgace gtattcatac ttcctatgaa 300
aacgtgctcg gtaaaaataa cgttgatgta atcaaaggct ttgecegctt cgttgatgece 360

aaaacgctgg aggtaaacgg cgaaaccatc acggecgatc atattctgat cgccacagge 420



ggtcgtecga gecacecgga tattccggge gtggaatacg gtattgatte tgatggette 480
ttcgeectte ctgetttgee agagegegtg geggttgttg gegegggtta catcgeegtt 540
gagctggegg gegtgattaa cggectcgge gegaaaacgc atetgtttgt gegtaaacat 600
gegeegetge geagettcga cccgatgatt tccgaaacgce tggtcgaagt gatgaacgee 660
gaaggcecge agetgeacac caacgecate ccgaaagegg tagtgaaaaa taccgatggt 720
agcctgacge tggagetgga agatggtege agtgaaacgg tggattgeet gatttgggeg 780
attggtcgeg agectgecaa tgacaacatc aacctggaag ccgetggegt taaaactaac 840
gaaaaaggct atatcgtcgt cgataaatat caaaacacca atattgaagg tatttacgcg 900
gtgggcgata acacgggtge agtggagcetg acaccggtgg cagttgeage gggtegeegt 960
ctctctgaac gectgtttaa taacaagecg gatgagceatc tggattacag caacattccg 1020
accgtggtct tcagccatce gecgattggt actgttggtt taacggaacc gecaggegege 1080
gagcagtatg gcgacgatca ggtgaaagtg tataaatcct ctttcaccge gatgtatacc 1140
gcegtecacca ctcaccgeca geegtgeege atgaagetgg tgtgegttgg atcggaagag 1200
aagattgtcg gtattcacgg cattggcttt ggtatggacg aaatgttgea gggettcgeg 1260

gtggcgctga agatgggggc aaccaaaaaa gacttcgaca ataccgtcge cattcaccca 1320

acggcggcag aagagttcgt gacaatgcgt taa 1353
<210> 12

<211> 450

<212> PRT

<213> Escherichia coli

<400> 12

Met Thr Lys His Tyr Asp Tyr Ile Ala Ile Gly Gly Gly Ser Gly Gly
1 5 10 15

Ile Ala Ser Ile Asn Arg Ala Ala Met Tyr Gly Gln Lys Cys Ala Leu
20 25 30

Ile Glu Ala Lys Glu Leu Gly Gly Thr Cys Val Asn Val Gly Cys Val
35 40 45

Pro Lys Lys Val Met Trp His Ala Ala Gln Ile Arg Glu Ala Ile His
50 55 60



Met Tyr Gly Pro Asp Tyr Gly Phe Asp Thr Thr Ile Asn Lys Phe Asn
65 70 75 80

Trp Glu Thr Leu Ile Ala Ser Arg Thr Ala Tyr Ile Asp Arg Ile His
85 90 95

Thr Ser Tyr Glu Asn Val Leu Gly Lys Asn Asn Val Asp Val Ile Lys
100 105 110

Gly Phe Ala Arg Phe Val Asp Ala Lys Thr Leu Glu Val Asn Gly Glu
115 120 125

Thr Ile Thr Ala Asp His Ile Leu Ile Ala Thr Gly Gly Arg Pro Ser
130 135 140

His Pro Asp Ile Pro Gly Val Glu Tyr Gly Ile Asp Ser Asp Gly Phe
145 150 155 160

Phe Ala Leu Pro Ala Leu Pro Glu Arg Val Ala Val Val Gly Ala Gly
165 170 175

Tyr Ile Ala Val Glu Leu Ala Gly Val Ile Asn Gly Leu Gly Ala Lys
180 185 190

Thr His Leu Phe Val Arg Lys His Ala Pro Leu Arg Ser Phe Asp Pro
195 200 205

Met Ile Ser Glu Thr Leu Val Glu Val Met Asn Ala Glu Gly Pro Gln
210 215 220

Leu His Thr Asn Ala Ile Pro Lys Ala Val Val Lys Asn Thr Asp Gly
225 230 235 240

Ser Leu Thr Leu Glu Leu Glu Asp Gly Arg Ser Glu Thr Val Asp Cys
245 250 255

Leu Ile Trp Ala Ile Gly Arg Glu Pro Ala Asn Asp Asn Ile Asn Leu
260 265 270

Glu Ala Ala Gly Val Lys Thr Asn Glu Lys Gly Tyr Ile Val Val Asp
275 280 285



Lys Tyr Gln Asn Thr Asn Ile Glu Gly Ile Tyr Ala Val Gly Asp Asn
290 295 300

Thr Gly Ala Val Glu Leu Thr Pro Val Ala Val Ala Ala Gly Arg Arg
305 310 315 320

Leu Ser Glu Arg Leu Phe Asn Asn Lys Pro Asp Glu His Leu Asp Tyr
325 330 335

Ser Asn Ile Pro Thr Val Val Phe Ser His Pro Pro Ile Gly Thr Val
340 345 350

Gly Leu Thr Glu Pro GIn Ala Arg Glu Gln Tyr Gly Asp Asp Gln Val
355 360 365

Lys Val Tyr Lys Ser Ser Phe Thr Ala Met Tyr Thr Ala Val Thr Thr
370 375 380

His Arg Gln Pro Cys Arg Met Lys Leu Val Cys Val Gly Ser Glu Glu
385 390 395 400

Lys Ile Val Gly Ile His Gly Ile Gly Phe Gly Met Asp Glu Met Leu
405 410 415

GIn Gly Phe Ala Val Ala Leu Lys Met Gly Ala Thr Lys Lys Asp Phe
420 425 430

Asp Asn Thr Val Ala Ile His Pro Thr Ala Ala Glu Glu Phe Val Thr
435 440 445

Met Arg
450

<210> 13

<211> 1557

<212> DNA

<213> Escherichia coli

<400> 13
ttgatccegg acgtatcaca ggegetggee tggetggaaa aacatcctca ggegttaaag 60

gggatacagc gtgggctgga gegegaaact ttgegtgtta atgetgatgg cacactggeca 120



acaacaggtc atcctgaagc attaggttcc geactgacge acaaatggat tactaccgat 180
tttgcggaag cattgctgga attcattaca ccagtggatg gtgatattga acatatgetg 240
acctttatgc gegatctgea tegttatacg gegegeaata tgggegatga geggatgtgg 300
ccgttaagta tgccatgeta catcgcagaa ggtcaggaca tcgaactgge acagtacgge 360
acttctaaca ccggacgctt taaaacgctg tatcgtgaag ggetgaaaaa tegetacgge 420
gcgctgatge aaaccatttc cggegtgeac tacaatttct ctttgecaat ggeattetgg 480
caagcgaagt gcggtgatat ctcgggegct gatgeccaaag agaaaattte tgegggetat 540
ttccgegtta tccgcaatta ctatcgtttc ggttgggtea ttccttatct gtttggtgeca 600
tctccggega tttgttette tttectgeaa ggaaaaccaa cgtegetgec gtttgagaaa 660
accgagtgeg gtatgtatta cctgeegtat gegacctetc ttegtttgag cgatctcgge 720
tataccaata aatcgcaaag caatcttggt attaccttca acgatcttta cgagtacgta 780
gcgggectta aacaggcaat caaaacgcca tcggaagagt acgcgaagat tggtattgag 840
aaagacggta agaggctgea aatcaacage aacgtgttge agattgaaaa cgaactgtac 900
gcgecgatte gtccaaaacg cgttaccege ageggegagt cgecttetga tgegetgtta 960
cgtggcggea ttgaatatat tgaagtgegt tcgetggaca tcaaccegtt ctcgecgatt 1020
ggtgtagatg aacagcaggt gcgattccte gacctgttta tggtctggtg tgegetgget 1080
gatgcaccgg aaatgagcag tagcgaactt gectgtacac gegttaactg gaaccgggtg 1140
atcctcgaag gtcgcaaacc gggtetgacg ctgggtatcg getgegaaac cgeacagtte 1200
ccgttaccge aggtgggtaa agatctgttc cgegatctga aacgegtege gcaaacgetg 1260
gatagtatta acggcggega agegtatcag aaagtgtgtg atgaactggt tgectgette 1320
gataatcccg atctgacttt ctctgeecgt atcttaaggt ctatgattga tactggtatt 1380
ggcggaacag gcaaageatt tgecagaagece taccgtaate tgetgegtga agagecgetg 1440
gaaattctgc gcgaagagga ttttgtagec gagegegagg cgtctgaacg ccgtcagcag 1500
gaaatggaag ccgctgatac cgaaccgttt geggtgtggc tggaaaaaca cgectga 1557
<210> 14

<211> 518

<212> PRT
<213> Escherichia coli



<400> 14
Met Ile Pro Asp Val Ser Gln Ala Leu Ala Trp Leu Glu Lys His Pro
1 5 10 15

Gln Ala Leu Lys Gly Ile Gln Arg Gly Leu Glu Arg Glu Thr Leu Arg
20 25 30

Val Asn Ala Asp Gly Thr Leu Ala Thr Thr Gly His Pro Glu Ala Leu
35 40 45

Gly Ser Ala Leu Thr His Lys Trp Ile Thr Thr Asp Phe Ala Glu Ala
50 55 60

Leu Leu Glu Phe Ile Thr Pro Val Asp Gly Asp Ile Glu His Met Leu
65 70 75 80

Thr Phe Met Arg Asp Leu His Arg Tyr Thr Ala Arg Asn Met Gly Asp
85 90 95

Glu Arg Met Trp Pro Leu Ser Met Pro Cys Tyr Ile Ala Glu Gly GIn
100 105 110

Asp lle Glu Leu Ala GIn Tyr Gly Thr Ser Asn Thr Gly Arg Phe Lys
115 120 125

Thr Leu Tyr Arg Glu Gly Leu Lys Asn Arg Tyr Gly Ala Leu Met Gln
130 135 140

Thr Ile Ser Gly Val His Tyr Asn Phe Ser Leu Pro Met Ala Phe Trp
145 150 155 160

Gln Ala Lys Cys Gly Asp Ile Ser Gly Ala Asp Ala Lys Glu Lys Ile
165 170 175

Ser Ala Gly Tyr Phe Arg Val Ile Arg Asn Tyr Tyr Arg Phe Gly Trp
180 185 190

Val Ile Pro Tyr Leu Phe Gly Ala Ser Pro Ala Ile Cys Ser Ser Phe
195 200 205

Leu GlIn Gly Lys Pro Thr Ser Leu Pro Phe Glu Lys Thr Glu Cys Gly
210 215 220



Met Tyr Tyr Leu Pro Tyr Ala Thr Ser Leu Arg Leu Ser Asp Leu Gly
225 230 235 240

Tyr Thr Asn Lys Ser Gln Ser Asn Leu Gly Ile Thr Phe Asn Asp Leu
245 250 255

Tyr Glu Tyr Val Ala Gly Leu Lys GIn Ala Ile Lys Thr Pro Ser Glu
260 265 270

Glu Tyr Ala Lys Ile Gly Ile Glu Lys Asp Gly Lys Arg Leu Gln Ile
275 280 285

Asn Ser Asn Val Leu Gln Ile Glu Asn Glu Leu Tyr Ala Pro Ile Arg
290 295 300

Pro Lys Arg Val Thr Arg Ser Gly Glu Ser Pro Ser Asp Ala Leu Leu
305 310 315 320

Arg Gly Gly Ile Glu Tyr Ile Glu Val Arg Ser Leu Asp Ile Asn Pro
325 330 335

Phe Ser Pro Ile Gly Val Asp Glu GIn Gln Val Arg Phe Leu Asp Leu
340 345 350

Phe Met Val Trp Cys Ala Leu Ala Asp Ala Pro Glu Met Ser Ser Ser
355 360 365

Glu Leu Ala Cys Thr Arg Val Asn Trp Asn Arg Val Ile Leu Glu Gly
370 375 380

Arg Lys Pro Gly Leu Thr Leu Gly Ile Gly Cys Glu Thr Ala GIn Phe
385 390 395 400

Pro Leu Pro Gln Val Gly Lys Asp Leu Phe Arg Asp Leu Lys Arg Val
405 410 415

Ala GIn Thr Leu Asp Ser Ile Asn Gly Gly Glu Ala Tyr Gln Lys Val
420 425 430

Cys Asp Glu Leu Val Ala Cys Phe Asp Asn Pro Asp Leu Thr Phe Ser



435 440 445

Ala Arg Ile Leu Arg Ser Met Ile Asp Thr Gly Ile Gly Gly Thr Gly
450 455 460

Lys Ala Phe Ala Glu Ala Tyr Arg Asn Leu Leu Arg Glu Glu Pro Leu
465 470 475 480

Glu Ile Leu Arg Glu Glu Asp Phe Val Ala Glu Arg Glu Ala Ser Glu
485 490 495

Arg Arg Gln GIn Glu Met Glu Ala Ala Asp Thr Glu Pro Phe Ala Val
500 505 510

Trp Leu Glu Lys His Ala
515

<210> 15

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 15
Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Lys
1 5 10 15

Thr Ala Arg Ile Thr Cys Gly Gly Asn Asn Ile Gly Ser Lys Ser Val
20 25 30

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Ala Leu Val Ile Tyr
35 40 45

Tyr Gly Ser Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
50 55 60

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Gln Val Trp Asp Ser Ser Ser Asp Trp



85 90 95

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
100 105



