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Reference Standard Characterization PTM table

PTMs with Site Location LotA Lot B
HC C-Terminal Peptide with Lys*#® 14 15
Non-Glycosylation at HC Asn2%8 10.0 128
Deamidation at HC Asn'6 <10 <1.0
Deamidation at HC Asn36° 1.2 10
Oxidation at HC Met3 136 10.5
Oxidation at HC Met!13 2.2 1.7
Oxidation at HC Met2? 43 31
N-termingl pyroglutamate 1 18
formation at HC Glu'
|somerization at HC Asp2®"! 22 22
Isomerization at HC Asp*02 21 21
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