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N70 glycosylation

N107 glycosylation
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G368-K392 reactive center loop
F376 proteoclytic cleavage site
M382-5383 reactive bond
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FiG. 16

Revised Purification Process Flowchart

Anion Exchange Chromatography

l 10 mM Cysteine
O/N, RT

Hydrophobic Interaction Chromatography

l pr—

p————

Cation Exchange Membrane

l —

Ultrafiltration / Diafiltration
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