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Fig. 1

Fig. 1A

C51 Gene Sequence (Heavy Chain) (SEQ ID NO.: 7)
CAGGTGAAACTGCAGGAGTCAGGACCTGACCAGGTGAAACCCTCTCAGTCACTTT
CACTCACCTGCACTGTCACTGTCTACTCCATCACCAGTGGTTATAGCTGGCACT
GGATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCTACATACACTACA
GTGGTAGTACTAAGTACAACCCATCTCTCAAAAGTCGATTCTCTATCACTCGA
GACACATCCAAGAACCAGTTCTTCCTGCAGTTGAATTCTGTGACTACTGAGGACA
CAGCCACATATTACTGTGCAAGAGGGACCGACAATGCTGTGGACTACTGGGGC
CAAGGGACCACGGTCACCGTCTCCTCA

C51 Gene Sequence (Light Chain) (SEQ ID NO.: 8)
GACATTGAGCTCACCCAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAGAAGG
TTAATATGAGCTGCAAGTCCAGTCAGAGCCTTTTATATAGTAGCAATCAAAAG
AACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAATTGCTGATT
TACTGGGCATCCAGTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGG
ATCTGGGACAGATTTCACTCTCACCATCAGCAGTGTGAAGGCTGAAGACCTGGCA
GTTTATTACTGTCAGCAATATTATATCTATCCTCTCACGTTCGGTGCTGGGACC
AAGCTGGAGCTGAAACGG

Fig. 1B

C51 Amino Acid Sequence (Heavy Chain) (SEQ ID NO.: 5)
QVKLQESGPDQVKPSQSLSLTCTVTVYSITSGYSWHWIRQFPGNKLEWMGYIHYSG
STKYNPSLKSRFSITRDTSKNQFFLQLNSVTTEDTATYYCARGTDNAVDYWG
QGTTVTVSS

C51 Amino Acid Sequence (Light Chain) (SEQ ID NO.: 6)
DIELTQSPSSLAVSVGEKVNMSCKSSOSLLYSSNQKNYLAWYQQKPGQSPKLLIYW
ASSRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYYIYPLTFGAGTKLEL
KR

Fig. 1C
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Fig. 5
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Fig. 6

ADC assay: C51
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FIG. 8

ADC assay: chCSs1
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Fig. 10

Fig. 10A

Gene Sequence 2448 (Heavy Chain ) (SEQ ID NO.:3)
GTACAGCTGCAGGAGTCAGGACCTGACCTGGTGAAACCTTCTCGGTCACTTTCAC
TCACCTGCACTGTCACTGGCTACTCCATCACCAGTGGTTATAGCTGGCACTGG
ATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCTACATACACTACAGT
GGTAGCACTAAGTACAACCCATCTCTCAAAAGTCGAATCTCTATCACTCGAGA
CACATCCAAGAACCAGTTCTTCCTGCAGTTGAATTCTGTGACTACTGAGGACGCA
GCCACATATTACTGTGCAAGGGGGAGTAACTACGGATTTGACTACTGGGGCCA
AGGCACCACTCTCACAGTCTCCTCA

Gene Sequence 2448 (Light Chain ) (SEQ ID NO.:4)
GACATTGAGCTCACCCAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAGAAGG
TTACTATGAGCTGCAAGTCCAGTCAGAGCCTTTTATATAGTAACGATCAAAAG
AACTACTTGGCCTGGTACCAACAGAAACCAGGGCAGTCTCCTAAACTGCTGATT
TACTGGGCATCTATTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGGA
TCTGGGACAGATTTCACTCTCACCATCAGCAGTGTGAAGGCTGAAGACCTGGCAG
TTTATTACTGTCAGCAATATTATATCTATCCTCTCACGTTCGGTGCTGGGACCA
AGCTGGAAATAAAACGG

Fig. 10B

Amino Acid Sequence 2448 (Heavy Chain ) (SEQ ID NO.:1)
VQLQESGPDLVKPSRSLSLTCTVTGYSITSGYSWHWIRQFPGNKLEWMGYIHYSGST
KYNPSLKSRISITRDTSKNQFFLQLNSVTTEDAATYYCARGSNYGFDYWGQGTTLTV
SS

Amino Acid Sequence 2448 (Light Chain ) (SEQ ID NO.:2)
DIELTQSPSSLAVSVGEKVTMSCKSSQOSLLYSNDOKNYLAWYQQKPGQSPKLLIYW
ASIRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYYIYPLTFGAGTKLEIKR

Fig. 10C
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Fig. 12
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Fig. 13
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Fig. 15
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Fig. 18
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Fig. 19
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Fig. 20
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Fig. 21
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Fig. 22
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Fig. 23
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Fig. 24
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Fig. 25
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Fig. 27
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Fig. 28
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Fig. 29
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Fig. 30
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Fig. 31
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