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1 chr1.-1.91625366.91625741

tccagctcacgttccectatt 1L; ccaggtggggagtitgact 1R

2 chr11.-1.84872657.84872882

gctaaataccggcacgagac 2L; ggtttcacgccctcettgtac 2R

3 chr12.-1.126216420.126216526

ggcgctaaaccattcgtaga 3L; ggagatctgactttcaatagatcg

4 chr12.-1.20595620.20595779

cggacaggattgacagattg 4L; tctcgttcgttatcggaatt 4R

5 chr16.-1.33870510.33871097

ttggagggcaagtttagtgc 5L; cagtcggcatcgtttatggt 5R

6 chr16.-1.33871357.33871493

tccaataaccaacgagactctg 6L; gaaggccacttgtccctcta 6R

7 chr17.-1.30502222.30502388

tttttccgtacgcecacattt 71; ttccctcagtaatggegagt 7R

8 chr19.-1.40758344.40758514

tcatcagaccccagaaaagg 8L; gattcggcaggtgagttgtt 8R

9 chr2.-1.132729275.132729395

tctagcggtgcaatatgaatg 9L; cttggaataatggaataggaccac

10 chr2.-1.132755094.132755190

ggacccatgttcaactgctg 10L; cagatcttggtggtagtagcaaa 10R
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