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[FIG. 4B]
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[FIG. 16]
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[FIG. 17]

OM6LASPNL

(BLASPNL)  (+/+614SPNL)

LM

~ UdH Jeye sysoMm
o0 7l ZL 0L 8 9 ¥ Z O

[
o4

(6) Uieb JyBiom

e
™

24/83



[FIG. 18]
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[FIG. 19B]
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[FIG. 19D]
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[FIG. 19E]
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[FIG. 21]
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[FIG. 22A]
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[FIG. 22C]
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[FIG. 23]
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[FIG. 24A]
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[FI1G. 25A]
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[FIG. 25b]
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[FIG. 26]
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[FIG. 28]
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[FIG. 29]
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[FIG. 30]
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[FIG. 33]
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[FIG. 34]
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[FIG. 35]
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[FIG. 36]
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[FIG. 38A]
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[F1G. 38B]
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[F1G. 38C]
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[FIG. 38D]
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[FIG. 39C]
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[FIG. 40A]
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[FIG. 41]
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[FI1G. 42F]
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[F1G. 42H]
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[FIG. 421]
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[FI1G. 43B]
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[FIG. 43C]
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[FIG. 44C]
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[FIG. 45]

ngore, SR

mTMISE19Fe il ol i
{16~165) € - .
{19 mgkg)

R T B |
(146~168) | T >
{10 mgfkg): : .

[FIG. 46A]

{(118~185)
{10 makg)

ey

A .
v J —hig61

. 1S
e M“”””i 1" s mTMASF19-Fc
&

A it S - mTMASF19-Fc

fiv.)

Body weight{g)
ERESLESEESE B

- TVMIGSF19-Fe
{s.c.}

=y IIMASFL9-Fo
{iv.}

Welght gain (g}

¢ 1 2 3 45 6 7 8 9
Week

68/83

Fe

THASF18-Fe
(145-189)
{10 M)



[FI1G. 46B]
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[FIG. 47]
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[FIG. 48]

{jusBu)

IBLASPNL S6N0K

fug Buey Bugz: Bup
+ + + LS 0

Jd-GL 4B L SEN0W

Bupgy Bug Buggbugzy Dup Bugy
+ + 4 + + i *
NG HAG NG HNg N ou o g

- T ) O F

=z

¢ @

o

111

£

51 .m_

g

57

A-uvdd

¢ )

WG NG g g ou

04-8LASPIALL 8SnoW + JAQ

e SOCO
uoissaldxe yNHw BIALERY

0
[4
14
9
g
i
<
14
g
8
A

71/83



[FIG. 49]
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[FIG. 50A]
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[FIG. 51]
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[FI1G. 54B]
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[FIG. 55]
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[FIG. 57A]
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[F1G. 58A]

Mouse TMASFTBays se-Fo D SEGQID NG 10
Target Sequence: SEQID NCE B

&

o

CSEQIDNG 9
Mouse 116-165 amino acid seq
gﬁﬁmwmvssm QTCAWKFGYPFCDLENRNYLYDRSLWITSVCLEPSKA

Sucleotides encoding Mouse TMASFI Gupee-Fe SEQIDNG 11

ARAGATGGTCCCTTTTGCATGTTTGATGTCTCATCLTTCAATCAGACACAAGLTTGGAAARTTCGE
CTATCCCTTTAAAGATCTACACAACAG
GLLTGGAGLCCTCTAAGGCT
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[F1G. 58B]

Human TMASF1Ous o P SEQID NO. 13
Tayget Seﬁmm ﬁ‘“ﬁQiE& WO 12

SEQ DNG Y

Nugcleotides encoding Human TMASF IS Fo SEQID MO 14

& Mﬁ?ﬁﬁ?ﬁﬁ T ! 1 Gﬁﬁfﬁ’ﬁ? Gﬁmmm?{:m WYWHTG WT&?(SG
' Wﬁﬁ%ﬂmﬁ ﬁCﬁ?&ﬁ?ﬁﬁﬁMﬂﬁ?ﬁ?ﬁf ATGACCGTTCGCTCTGGAACTCCGTCT
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[F1G. 58C]

HUMaN TMASE s sor-Fe 1 SEQID NO: 16
‘Target Sequence : SEQID NG 15

SEQIDNOG: 9

Nucleotides encoding Human Human TMASF19.. w-Fo: SEQID NCx 17

AAAGACCTGCATAGTAGGAATTATCTGTATGACCGT TCGLTCTGGAACTCCGTCTGCCTGAGE
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[F1G. 58D]

Human TMASFI9uy ne-FOT SEQID NO TS
“‘E’arget S@qum SEQID NO; 18

‘Muclectides encoding Human TMASE1 80 - Fe SEQID NOL 20

Efm m?mmmm G&MYAY&GWAC{Z%YYMMG GCATAGTAG G
ATCTGTATGACCGTTCGCTCTGGAACTCCGTCTGECTGGAGCCCTCTGLAGLT

‘Human TM4SF19 ax&m:eﬁaﬁar im;@ 2, $§5m"§?§ ﬁﬁ 4a: SEQ 1D NO; zz
mmmm&mmgmgﬁﬁwm{mﬁ@w&w;ﬁm%ﬂ@mf}mw&%ﬁm@mwwﬁ
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