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CD8 g-chain sequences

NM_001768 & M27161
Homo sapiens (Human)
Complste CD8 alpha mRNA

Predicted polypaptide sequence
MALPVTALLLPLALLLHAARPSQFRVSPLDRTWNLGETVELKCQ

VLLSNPTSGCSWLFQPRGAAASPTFLLYLSQNKPKAAEGLDTQRFSGKRLGDTFVLTL
SDFRRENEGYYFCSALSNSIMYFSHFVPVFLPAKPTTTPAPRPPTPAPTIASQPLSLR
"PEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVLLLSLVITLYCNHRNRRRVCKGP
RPVVKSGDKPSLSARYV

mRNA

1 gaaatcaggc tcecgggeogg cegaagggeg caactitcoe coofeggege cocacegget
61 cocegegegec tecectogeg cocgagottc gagecaagea gegteetggg gagegegtea
121 tggectiace agtgaccgee ttgctectae egetggeott getgotecac gecgecagae
181 cgageeagtt cegggtgteg cegetggate ggacetggaa cclgggegag acagiggage
241 tgaagtgcca ggigetgetg tecaaccega cgtegggetg clegtggete ticcageege.
301 gegacgecge cgecagtiece accticcice tatacctclc cecaaaacaag cocaaggegy
361 ccgagggget ggacacceag cggitetegg geaagaggtt gggggacace ticgtectea
421 ccclgagega cticegoega gagaacgagy getactattt cigeteggec ctgageaact
481 ccatcatgta clicagecac ticgtgecgg tettcolgec agegaagece accacgacge
541 cagcgecgeg accaccaaca coggogecca ceatogegtc geagecesty teectgegee
601 cagaggegly ceggecageg gegggggacy cagtgeacac gagggggotg gacticgoot
661 gigatalcta catetgggeg coctiggeeg ggactigiay ggtesticte cigteactgg
721 Hatcacoot tactgeaac cacaggaace gaagacgiot ttgcaaatgt coceggecty
781 tggtcaaatc gggagacaag cocagectit cggegagata cgtctaacce tgtgcaacag
841 ccactacatt acttcaaact gagatectic ciittgaggg ageaagtect tecctitcat
901 tttticcagt cticotecet gigtatteat tofeatgatt attatittag tgggggcagg
961 gtgggaaaga ttactiitic titatgtgtt tgacgggaaa casaactagg taaaalctac
1021 agtacaccac aagggtcaca atactgltgt gegeacateg cggtagggeg tggaaaggag
1081 caggecagag claccegeag agticicaga atcatgetga gagagetgga ggeacceatg
1141 ceatcteaac ctettecceg cecgtittac aaagggggag getaaageee agagacaget
1201 tgatcaaagg cacacagcaa gtcagggtty gagoagtage tggagggace tigtctecea
1261 getcagggct cfttectcca caccattcag gictitettt cogaggeece tgtcteaggg
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1321 {gaggigett gagtetccaa cggeaagygga acaagtactt citgatacet gggatacigt
1381 gececagagee tegagygagat aatgaattaa agaagagaac tgecittyge agagtictat
1441 aatgtaaaca atatcagact fittittitt ataatcaage ctaaaatigt atagacciaa

1501 aataaaatga agtggigage tiaacccigy aaaatgaate cotctatotc faaagaaaat
1561 ctetglgaaa ccootatgly gaggeggaat tgeteteeca goecttgeat lgcagagggg
1621 cecalgaaag aggacagget accectitac aaatagaatt tgageatcag tgaggitaaa
1681 ctaaggecct citgaatete tgaalitgag atacaaacat gtteelggga teactgatga

1741 ctitttatac titgtaaaga caattgttag agagececte acacagocet ggectetget

1801 caactageay atacagogat gaggeagace tgaciclctt aaggaggctg agagcccaaa
1861 ctgolgtcce aaacatgeac ticctigeft aaggtatogt acaageaatyg cotgeccatt

1921 ggagagaaaa aacltaagta gataaggaaa faagaaccac tcataatict teacettagg
1981 aataatcice fgttaataty gigtacatic ttcctgaita tittetacac atacatgtaa

2041 aatatgtctt fotittttaa atagggtigt actatgcigt tatgagtgge titaatgaat

2101 aaacattigt agcatectet iaatgggta aacagecasaa aaaaaaaasa asasaaaaaa
2161 aanasaaaaa a3aaaanaaaa Aaacaaaasa 2233323233 AAAAERA0A 42233232323
2221 aaaaaaasaa aaaaaaaaaa adaaaaadaad adaaaaaasa a
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NM_171827

Homo sapiens secreted protein derived from alternate transcript

Predicted polypeptide

MALPVTALLLPLALLLHAARPSQFRVSPLDRTWNLGETVELKCQVLLSNPTSGCSWLFQPRGAAASPTFL
LYLSQNKPKAAEGLDTQRFSGKRLGDTFVLTLSDFRRENEGYYFCSALSNSIMYFSHFVPVFLPAKPTTT
PAPRPPTPAPTIASQPLSLRPEACRPAAGGAGNRRRVCKCPRPVVKSGDKPSLSARYV

mRNA

1 gaaafcaggce tecgggeogg cogaagggeg caaciitece cooteggege cccacegget
61 cecgegogece teccetegeg cocgagette gageeaagea gegteciggg gagegegica
121 tggccettace agtgaccgcee tigetectge cgetggectt geigotocae geecgecagge
181 cgageeagtt cegggigteg cogetggate ggacctggaa ceigggegag acagtggage
241 tgaagigeca ggtgelgetg tocaacccga cgtegagetg clegtggete ttccagecge
301 geggegeoge cgeeaglece acelicetoe tatacelclc ccaaaacaag coceaaggegg
361 ccgagggget ggacacceag cggtictegg geaagaggtt gggogacace ttegtectea
421 cocetgagega citcegecga gagaacgagg getactattt ctgeteggec clgageaact
481 ccatcatgta cticagesac itegigeegg tettootger agegaagest accacgacyc
541 cagcgecgeg accaccaaca ceggegecea ceategogte goageecelg tecotgegee
601 cagaggegtg ceggecagey geggaaggeg cagygaaccg aagacgtglt tgcaaatgte
661 cceggeotyt gylcaaateg ggagacaagc coagecltic ggegagatac gictaaccct
721 gigcaacage caclacatta cticaaaclg agatootice {titgaggga geaagtectt
781 cectitcatt fittccagtc ttoctecctg tgtaticatt cteatgatta tiatittagt
841 gggagegoag tgggaaagat tactittict Hatgigttt gacgagaaac asaactaggt
901 aasatctaca glacaccaca agggtcacaa tacigitgty cocacatege gglagggegt
961 ggeaaggggc aggecagage taccogeaga giicicagaa icatgetgeg agagelggag
1021 gcacccatge cateteaace tettcccege cogtttiaca aagggggagg claaagecca
1081 gagacagctt galcaaagge acacagcaag teagggttay ageagtaget ggagggacct
1141 igtcioceag cteagggete tttecteeac accattcagg tetitetite cgaggeecct
1201 gletcaggat gaggtgcttg agictccaac ggcaagggaa caagtactte itgatacclg
1261 ggatactgtg cocagagect cgaggaggta atgaattaaa gaagagaact gocttiggea
1321 gagtictata atgtaaacaa taicagactt iiftttita taatcaagec taaaatigta
1381 tagacctaaa afzaaatgas gtggtgaget taaceclgga aaatgaatee cictatclet
1441 agagaaaatc tclgigasac ceclatgigg aggepgaatt getetcecag coctigeatt
1501 gcagaggggce ccatgaaaga ggacaggeta ceoclttaca aatagasattt gageatcagt
1561 gaggttaaac taaggeccte tigaatcte! gaatttgaga tacaaacaig ticctgggat
1621 cactgatgac tittatact tigtaaagac aattgttgga gagecectca cacageccty
1681 gectetgete aactageaga tacagggatg aggcagacct gactetetta aggaggcetga
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1741 gagcccaaas tgetgtocca aacatgeact tecttgetta aggtaiggta caageaatge

1801 clgcecaitg gagagaaaaa acttaagtag ataaggaaat aagaaccact cataattott

1861 caccitagga ataatciect gitaatatgg tgtacatict tcclgattat ttictacaca

1921 {acatglaaa atatgteltt ctitittaaa tagggttgta claigetgtt atgaotaget

1981 ttaatgaata aacatitgta geatcctelt taatgggtaa acageaaaaa aaaaaaaasa

2041 aaasaaaaas anaaasanas aaaalaaaaa Aagaaaaaan 2aaaanasaaa aaaaaaasaa
2101 aaaaaazaaa a33aaaaaaa 2098322388 A284203a3A Anaaaaaasd
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FIGURE 1

X60223
Pongo pygmaeus (Orangutan)
Complete CD8 alpha mRNA

Predicted polypeptide
MALPVTALLLPLALLLHAARPSQFRVSPLDRTWNLGETVELKCQ

VLLSNPTSGCSWLFQPRGAAASPTFLLYLSQNKPKAAEGLDTQRFSGKRLGDTFVLTL
SDFRRENEGYYFCSALSNSIMYFSHFVPVFLPVHTRGLDFACDIYIWARLAGTCGVLL
LSLVITLYCNHRNRRRVCKCPRPYVKSGGKPSLSERYV

MRNA

1 atggectiac cegtgacege ctigetectg cegetggect tgetgeteca cgecgeeagg

61 cogagecagt teegggtgte gecgetggat cggacetgga acctgggega gacggtggag
121 ctgaagliges aggtgeiget glecaaccceg acgtcigget getectgget cticcageey
181 cgtggegecyg cogocagltes caccttccle ctatacceict cocaaaacaa geccaaggeg
241 gecgagggge tggacaccea geggttetcg ggeaagaggt tgggggacac citogtecte
301 acccigageg acttcegecy ggagsaacgaa ggetactatt tetgetegge cefgageaac
361 tecateatgt acttcageea cttegtgecg gtettoctge cagtgeacac gagggggsty
421 gaciicgect gigataicia calcigggep coettggecg ggacoigtay gotecticlc
481 cigtcactgg ttatcacect tlactgcaac cacaggaace gaagacgigt tigcaaaigt .
541 coeoggecty tygteaaate tggaggeaag cecagectt cggagagata tgtclaa
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FIGURE 1

XM_132621 & BC030679 & U34881
Mus musculus (Mouse)
Complete CD8 alpha mRNA

Predicted polypeptide
MASPLTRFLSLNLLLLGESIILGSGEAKPQAPELRIFPKKMDAE
LGOKVDLVCEVLGSVSQGCSWLFQNSSSKLPQPTFVVYMASSHNKITWDEKLNSSKLF
SAMRDTNNKYVLTLNKFSKENEGYYFCSVISNSVMYFSSVWPVLQKVNSTTTKPVLRT
PSPVHPTGTSQPQRPEDCRPRGSVKGTGLOFACDIYIWAPLAGICVALLLSLITLIC -
YHRSRKRVCKCPSIACLCLKLQGSKWYESVICSALAVSIRCNKSKSGELPLAVHLDIR
_APCKNWEIAGSLVERYGKSGKHSPLSLKAWESN

mRNA

1 atggeeteac cgtigacecy ctitetgtcg clgaacetge tgetgetgag tgagtegatt
81 atcotgggga gtggagaage taagecacag geaccegaac iecgaalclt fecaaagaaa
121 alggacgecg aacitggtca gaaggtogac ciggtatgtg aagtgtiggg gtocgtitg
181 caaggalget ctiggeteft ccagaaciee agefccaaac teccceagoc caccticgtt
241 giclatatgg cttcatccca caacaagata acgigggacy agaagolgaa Hegtegaaa
301 cigiittctg ccatgaggga cacgaataat aagtacgtic tcaccclgsa caagtlcagc
361 aaggaaaacy aaggctacta titcigetea gteatcagoa acteggtgat gtacttcagt
421 tetgtegtge cagtectica gaaagtgaac totactacta coaagecagt goigegaact
481 cecteacelg tgeaccctac cgggacatct cagecccaga gaccagaaga tigieggees
541 cglggetcag tgaaggggac cggatigoac tegeetgtg ataitiacat ctgggeacce
601 ttggccogaa totgegigge ootictgelg tecttgatea teacteteat ctgotaccac
661 aggagecgaa agegigtitg caaaltgicee agiatagceat getigtgect caaactgcaa
721 ggaagcaagt ggtatgaale tgtgatetge teagetctgg clgtgageat cagatgtaac
7681 aaatcaaagt cagyagaact gectitageg gitgeacclgy acatcagage cocttgtaag
84 1 aactgggaaa tigetggeag tetagtggag cogtacggta aatetggaaa acacteccet
901 ciglcactga aggcigtagt agaatecaat taa

Predci lype

MDAELGQKVDLVCEVLGSVSQGCSWLFQNSSSKLPQPTFVVYMA
SSHNKITWDEKLNSSKLFSAMRDTNNKYVLTLNKFSKENEGYYFCSVISNSVMYFSSY
VPVLQKVNSTTTKPVLRTPSPVHPTGTSQPQRPEDCRPRGSVKGTGLOFACDIYIWAP
LAGICVALLLSLIITLICYHRSRKRVCKCPRPLVRQEGKPRPSEKIV
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FIGURE 1
RNA

1 cgitgacceg ctttotgtog ctgaacctge tgotgetggg tgagtegatt ateetgggga

61 gtggagaage taagccacag geaccegaac icegaatctt tecaaagaaa atggacgeeg
121 aactiggica gaaggtggac ctggtatgtg aagigitggg glocgtiteg caaggatgcet
181 ctigdetctt ccagaactee agetecaaac toccccagec caceticgtt gictatatgg
241 citcatceca caacaagata acgtgggacy agaagetgaa ticgtcgasa cigtittctg
301 coatgaggga cacgaataat aagiacgtic tcaccetgaa caagticage aaggaaaacy
361 aaggcetacta ttictgetca gtcatcagea actoeggtgat gtacticagt tetgtogtage
421 cagtcctica gaaagtgaac tclactacta ccamgecagt getgegaact cecleacety
481 tgeaccctac cgggacalct cagecocaga gaccagaaga tgteggece cgtggétcag :
541 tgaaggggac cggattggac ticgeotgty atatitacat clgggeacee tiggecggaa
601 tetgogtgge cottctgotg toctigatea teactefcat ctgetaceac aggagcodaa
661 agceglgtity caaatgtece aggecgeteg tcagacagga aggcaagoes agaccticag
721 agasaaltgt gtaaaatggc accgocagga agetacaact actacalgac ttcagatctc
781 tictigcaag aggecaggoc ctoctitite aagtitcoty ctgicitatg tattgeccte
841 tgtatigtit tagtaggggt gtgatggoga cagttecttt tictitatga attototity
901 acacaaagcea tacttgtatg catacaatgg gaglaatgag cagacigtaa caccagagcet
961 agticcaghi tcggggicca tgicgelggt gpgoctcagea cecactigat ataaatelice
1021 tgtotgocca tcatatagaa gaagetyaag atoagaggly gasacageag gatotglaga
1081 cceggagaga acccaageta gaggascceet cactgacigg tgcagggate tcacecceat
1141 ccectgaget ctotgtitag gtatgtatet Hagtatage atgetigtge cteaaactge
1201 aaggéagcaa gtggtatgaa tetgtgatet gelcagetet gactgtgage atcagatgta
1261 acaaatcaaa gicaggagaa ctgectitag cggtgeacct ggacatcaga gecectigta
1321 agaaclgyga aattgcigge agictagigg ageggtacgy teaatcigga asacacicoe
1381 clctgteact gaaggetgta glagaatcea attaaageta tticagaccac aaaaaaaaaa
1441 asaaaaaaza aa

Predicted polypeptide
MASPLTRFLSLNLLLMGESILGSGEAKPQAPELRIFPKKMDAE
LGQOKVDLVCEVLGSYSQGCSWLFONSSSKLPQPTRFVVYMASSHNKITWDEKLNSSKLF
SAVRDTNNKYVLTLNKFSKENEGYYFCSVISNSVMYFSSVVPVLAKVNSTTTKPVLRT
PSPVHPTGTSQPQRPEDCRPRGSVKGTGLDFACDIYIWAPLAGICVAPLLSLITLIC
YHRSRKRVCKCPRPLVRQEGKPRPSEKIV

mRNA
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FIGUKE 1

1 atggcoteac cgiigacecey cittetgtog clgaacctge igetgatgog tgagtegatt
81 atcetggaga glggagaagc taagecacag geaccegaac teegaatett tecaaagaaa
121 atggacgceceg aactiggeca gaaggtggac ctggtatglg aagtgttgag gicogtiteg
181 caaggatget cttggetett ccagaactce agelccaaac teccecager caccitegtt
241 gtctatatgg cicatccca caacaagata acgtgggacy agaagelgaa ticgtegaaa
301 cigttttctg cegigaggga cacgaataat aagtacgtic teacccigaa caagticage
361 aaggaaaacy aaggetacta ttictgetea gicatcagea acteggtgat gtacticagt
421 tctgtegige cagtoctica gaaagtgaac tctactacta ccaagecagt getgegaact
481 cocteacclg tgcaccoiac cgggacatot cagecocaga gaccagaaga ttgtcggece
541 cgtggcicay tgaaggggac cggatiggac ttegectgly atafttacat clgggeacee
601 tiggecggaa fctgegigge cectolgelg tectigatea teacteteat clgetaceac
661 aggageegaa agogiglitg caaatgtees aggecgetag tcagacagga aggeaagecs
721 agaccticag agaaaattgt gtaa
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NM_031538
Rattus norvagicus (Rat)
Complete CD8 alpha mRNA

Predicte aptide
MASRVICFLSLNLLLLDVITRLQVSGQLALSPKKVDAEIGQEVK
LTCEVLRDTSQGCSWLFRNSSSELLQPTFIYVSSSRSKLNDILDPNLFSARKENNKY
ILTLSKFSTKNQGYYFCSITSNSVMYFSPLVPVFQKVNSIITKPVTRAPTPVPPRPTGT
PRPLRPEACRPGASGSVEGMGLGFACDIYIWAPLAGICAVLLLSLVITLICCHRNRRR
VCKCPRPLVKPRPSEKFV

mRNA

1 cectagagec clagettgac claaggtget ggtgggacge acaccatgge cleacgggtg
61 alclgcttic tgtegeigaa cetgotacty ctggatgtta tcactagget cecaggtiice
121 ggacagtiac agitigtcacc aaagaaagtg gacgclgaaa tiggccagga ggtgaageta
181 acatgegaag tgefgeggga cacticgeaa ggatgeteit ogeteticeg gaactecage
241 tecgaactee iccageccac cticateafc tafgtatett catcceggag caagetgaac
301 gatatactgg atcegaatcet gitetciges cggaaggaaa acaacaaata catectcacc
381 ctgagcaagt tcageactaa aaaccaagge tactatifet golcaatcac cageaacteg
421 gtgatgtact fcagtectct ggtgecgatg titcagaaag tgaactctat tatcaccaag
481 ccgglgacge gagetoocac accagtgect cotectacag ggacaceeeg geeoctacga
541 ccagaagctt gcegaceegg ggegagtgge teagtggagg gaatgggatt gggettegee
601 tgegatattt acatetggge accottggee ggaatelgeg cggtteitet getgtecetg
661 gicatcacic teatetgety ceacaggaac cgaaggegty itigeaaaty teccaggeee
721 cligtcaage cecagacctic agagaaatic gigtaaaatg gegecactag gaagecacaa
781 ciactacatg acticagaga titctcacaa gagaccggge colectitti cagagtitee
841 tgclggetia tatatiglcs tetgtatigt ttaggggta ggatggggac agticettit
801 tetttatgaa tictettipa tacaaaacat actigtatge acacaatggg gtaaagatea
961 gacigtaaca ccagagatag teccagtitc agggteageg tagetggtgg
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AY303773
Cavia porcellus {Guinea Pig)
Complete CD8 glpha mRNA

Pradicted polypeptide
MAPRGSAWLLLLPVALLLDAATAQGASQFRMSPRELVAQVGTKY

TLRCEVLVPNAPAGCSWLFQPRHDAKGPTFLLYHSASGTKLAPGLEQKRFSPSKSSNT
YTLTVNSFQKRDEGYYFCSVSGNMMLYFSPFVPVFLPAPRTTTPPPPPTTPTPSVQPT
SVRPETCVVSKGAAGARWLDLSCDVYIWAPLASTCAALLLALVITHCHRRNRQRVCK
CPRPQARSGGKPSPSGKLY |

mRNA

1 geaacttece cactgegeat cecetggete clggtggete ctgggegget cecticacge
€1 ciggacicea ggetetgoce tgegecgagg agegegegec atggeccege gaggaagege
121 ciggetgoty clgetgeegg tggeectgct getegacgee gecacggees aaggtgecag
181 feagttecga atgtcaccee gigaeactggt cgegoaagtc ggeaccaaag tgaccetgey
241 ctgtgaggty ciggtgecta acgogocgge gggatgeteg tggelettcs ageccegeca
301 cgacgocaaa ggtoecacet tootectgta ceattcggeg tecgggacca agttggecee
361 agggetggaa cagaagegat teageoocte gaagageagt aacacctaca ceclcacggt
421 gaacagetic cagaagegag acgaaggeta ctactictge tegglciceg goaacatgat
481 getelactic ageeegtteg ticcegictt cotgoeaget eolegeacea cgacgeecce -
541 tececetece accacgecga ceeccagegt geageccacy feggtgegee cogagacgty
601 tgtggictct aagggcgeag caggigegag gtggciggat cictectgtg aigtetacat
661 ctgggegeoe clggecagea calgegegge celtotgety geaciggtea fcacgateat
721 cigecacege aggaacagac aacgegtity caaatgicct aggececaag ceagotetgg
781 aggcaaacce agoecticag ggasgttagt cltaacaacat ggegeccage cigtgegaag
841 ceactacaty acttiatact gagatcatic cliggacage aagtgetect cititgggtt
901 teccagtett coticotaty tatitgtict cattactatt ttagigggca tgggotagga
961 agagttgctt tticgttaga caaaaaataa aaccatgtag catclpeagc tcacaagggt
1021 cacagggclg ftacctcaca cagggoitag ggtageaage agggelctea gotactggaa
1081 ttcactecct icoacteact tgaggatogy cagecacceac gggicatiia teccfeatea
1141 tgcteoteea covactigag cicagatger accocaaagag caglctatct aaacccagge
1201 caaacacaty caacigcttt tigaaccega gagectaatt tatcigcaga gaatgeaagt
1261 golootitgt cacttatate tgtecatga celttaataa atgigetget tifecctcaa
1321 aaaaaaaaaa )
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NM_174015
Bos taurus (Cow)
Complete CD8 alpha mRNA

Predicted polypeptide

MASLLTALILPLALLLLDAAKVLGSLSFRMSPTAKETRLGEKVE
LQCELLQSGMATGCSWLRHIPGDDPRPTFLMYLSAQRVKLAEGLDPRHISGAKVSGTK
FOLTLSSFLQEDQGYYFCSVVSNSILYFSNFVPVFLPAKPATTPAMRPSSAAPTSAPQ
TRSVSPRSEVCRTSAGSAVDTSRLDFACNIYIWAPLVGTCGVLLLSLVITGICYRRNR
RRVCKCPRPVVRAGGKPNLSEKYV
MRNA
1 gaalicggat ccaccatgge ctoactctty acegectiga tectgeeget ggeeetgetg

61 cigctogatg ccgecaaggt cetegagteg ctetegtioe ggatgtegec gacgeagaag

121 gagaccagac igggcgagaa ggtggagetg caatgegagt tgctgeagic cggeatggeg
181 acagggtgct cofggetecyg ceacatacce ggggacgace ccagaceoas cttcetaatg
241 tacetetceg cocaacggat caagetages gagggactyy accccagaca cafticogge
301 gecaaggtet ceggeaccaa attccagetc acestgagea getteoteca ggaggaccaa
361 ggcetactatt thtgctcggt cglgageaac tcgatacigt acttcagtaa cticgigoct
421 gtettettge cagegaagec ggecaccacg ceggegatge ggocatecag cgeggegoce
481 accagegege cgoagactag gieggtetet cogegatcag aggigtgeeg gaceieggeg
541 ggcagegeag tggacacgag coeggelggac tegoetgea atatetacat ctgggetecc
601 ttggtogaga cotgeggoegt cetictecty icattgatea teacaggeat ctgetaccge

661 cggaaccgaa gacgtgicly casalgioce aggecigtay teegacaagg apgeaageec
721 aacciticag agaaatatgt ctaacatgge galgggecee gigigacage cactacaaga
781 citegeacty agaactetee igagatcett coctiitgat teloeetge ticctioctt

841 clogttatta tattittca tuggogtygyg glggyaagag tactitite titattattt

901 actitgatac aaaacaagac actegigtct aaggeatace acaagggltta tcatgetgit

961 gtgcteccat actegggtag aggacgggey ggecagaget accgeaagct clattctcag
1021 aacciggclg tgagaactgy tgggggectc ggeacecact cagecceaac ticlceteca
1081 cccattitac aaaagaggac getgaggece agagatgggg aacagelgga teagaglece
1141 agcagggete cacacaaotg agatetttet tetggaggoes teigictoag catggggage
1201 iggatcicaa gectcagaga actagttatt tolgaageat ctgtgataga cecatgacty
1261 cacccagage cicgatgagy taatgaaata ggacaagaaa actigacaga gttctgigat
1321 acigetgaac aggatcagat {atttittit ataatcaage atgaaatgat acegataata

1381 ggastictic caatgaagfy gaaggagtga aclgaatgat ggaaaatgag caaceigace
1441 tctgaagaaa atoletggga aatcecagee tggagatgg} ictccecages cttgtatige
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1501 agaaggaccc teaaagagga gaggecaces tetgcaagea igatttgage gitaggaaag
1561 ttgaatggag tcaagtcts tetasacatt gagaticent attcasacat getectgggt

1621 tatcggigag tiittatagt tigtaaagag agaatigtga ccgageaget ggcacaggec
1681 ctggeaccee aggetageag clgagggaat gtgeagacac tggigaggag getacgagee
1741 cagctgcage cetacaagge atttcetice tactgtgtt clgcaaaaaa tgeatgetea

1801 ctgggagaaa aaatgtaget aaggtagtaa gaatcatcey taattctita coteagggat
1861 aatccaltigt taatattatg ggclacattc tlectgatta ttitetgtge cotacatata

1921 aaatatatea fitttaaaaa tgggatigca ctatgettit ateaatgget ttaataaaca

1981 ageatitatg gettacitct t
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AY517855
Sus scrofa (Domestic pig)
Complete CD3 alpha mRNA

Predicted polypeptide
VELQCELMHSNTLTSCSWLYQKPGAASKPIFLMYLSKTRNKTAE

GLDTRYISGYKANDNFYLILHRFREEDQGYYFCSFLSNSVLYFSNFMSVFLPAKPTKT
PTTPPPKRTPTKASHAVSVAPEVCRPSGNADPRKLDLACDLYNWAPLVGTSGILLLSL
VITICHRRNRRRVCKCPRPVVRQGGKASPSERFi

mBNA
1 gtggagetge agtgegagtt gatgeactce aacacactya caagcetgtic ciggcetotac

61 cagaageegg gagetgecte caageocatc ttecicatgt acclctccaa aaccoggaat

121 aagacageeg aggggotgga caccogitac atetetggtt acaaggecaa tgacaacttc
181 tacctcatee tgcaccgelt cogegaggag gaccaagget actatitelg ciogtioctg

241 agcaactegg tiitgtattt cagecaactts atgtecgtct tetigecage aaageccace

301 aagacgecga clacgoccace acccaagegg acteccacca aagegtegea cgocgtgtct
361 giggececag aggtgtgeeg gectieggge aacgeagace cgaggaaget ggaccicgec
421 fgtgatcigt acaactgage geccotggtt gggaccteocg geatectict cotgteacty

481 gicateacca teatclgeca cegecggaac agasgacgtg titgcaaaly teccaggece
541 giggtcagac agggaggeaa ggocagecct tcagagagat tcatctaaca tggegacaly
601 ceecacgeag cagecactac aagaccicaa actgagacot cleegggeay gagageaagg
661 gicetitcct tocgtttce ccagecties tieoticott aagtaticit cieattatta

721 ttafitccat gggggtogag taggaagggt gactititet tigggtgttt acttiaattg

781 acacaaaacy agacictate acgteittgy tacgecgoag gggticgaac acegtigige
841 tcacacacac aacggtgaag ggtgggeogg ceagagetac cgeaageigt gilctcagaa
901 ccaggetglg agagetgalo gggootgnog aggeccicgg cacccacaca ggoraaacct
961 ctcccectge cocecalitt acaaaggaat gaggetgagg cocagagalg ggggatgget
1021 ggatcagage cecageaagg ctecaggelc atcctecaca geatitggge cleteticca
1081 gaggeetety tetcagetgy gggagetgty tetoecacct caaggaaaca aggtttgett
1141 gggcacotgt gatagactet goactglgee cagagecceg gggaggeaat geagtaagte
1201 aaggggacgt gacagaggtc tacggtgeag tigaacagga tcagatatat tiftittaat
1261 aafccageat gaagtiatat agataacagg aaticcicaa alagagigga agggctgaac
1321 {gaafcctgg aaagtgaaca acacgacceic taaaggaaat ceaatgeaaa aaalcictaa
1381 gtogagacac agtggeteic coaggggace calgaaagag gggaageege cctitgcaaa
1441 tatgatitga geatcgogaa agtegaacgg aggtcggeces teictaaalg igagatetga
1501 tatitgaacg tgclectegg afcattgaty ggtitititg glitgtasac acagaatiat

1561 gaccgagiag ctggeetoce ctggaceage agctgtggat atggggeaga cictgatgag
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1621 gaggcetagga geccagactg cigeceteta cgegeatitc clctctiaac catgtigtac
1681 aagaaatgeyg tgctegelgg aagaaaaaac taaataataa gagicaccea taattetita
1741 clictggtat aacteattgt taatatialg gigtacatic ticetgatta ttttctatge

1801 acgtatataa aatgtatact ttitasaaat ggaatigtac tatgctitta gaagtggtit

1861 taataaacat fHctgetatg aaaaaaasaa a
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D16536
Felis catus {caf)
Complete CD8 alpha mRNA

Pradicted polypeptide
MASPVTAQLLPLALL! HAAAAAGPSPFRLSPVRVEGRLGQRVEL

QCEVLLSSAAPGCTWLFQKNEPAARPIFLAYLSRSRTKLAEELDPKQISGQRIQDTLY
SLTLHRFRKEEEGYYFCSVVSNSVLYFSAFVPVELPVKPTTTPAPRPPTQAPITTSQR
VSLRPGTCQPSAGSTVEASGLDLSCDIYIWAPLAGTCAFLLLSLVITVICNHRNRRRY
CKCPRPVWRAGGKPSPSERYV

mRNA

1 atggectotc cgglpactge ccagotectg cogetggect tgotgettca igeegeogea

61 gecgecggge cgageocgtt cegettateg ceeglgaggg tggagggeag getoggecag
121 cgggtggage tocagigoga ggtgotgetg tecagegegg cgeegggelg cacctggete
181 ttecagaaga acgaacctge cgoocgecce ateticclgg cgtacctete cagaagccgg'
241 accaagttgy ccgaggaget ggaccccaaa cagalctegg gecagaggst tcaggacace
301 ctetacagte teaceeigea cagaticege asggaggaag aaggotacia titctgctog
361 gtegtgagea actocgttct glacticage gecticgtee cggteticct gecagtcaag
421 cccaccacta cgosegegee gegaccgecc acgeaggege ceatcaccac gtcgcag_cgg
481 gigictetge geccggggac ctgecagect teagegggea geacagigga ageaagtgag
541 clggattigt cetgtgacat ctacatctgg geaccectgg ctgggacctg cgocttoctt
601 ctecigtege tggteatcac cgteatetge aaccacagga accgaagacy tgittgcaaa
661 tgfccgagge cegtggteag agcaggagge aageclages cgtcagagag atacgictaa
721 catggagatg ggecccatge accagecact acaagaccaa ataaaactot ciitatgagg
781 acagt
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FIGURE 1

AY065643 _
Sigmodon hispidus (Hispid cotton rat)
Complete CD8 alpha mRNA

Predicted polypeptide
MAPRVTRFLCLTLLLEFIAELGGSKDFEMSPKKVWVAHLGKEVRL

TCEVWVSTSQGCSWLFLEHGSGVKPTFLIYLSGSRNERNNKIPSTKLSGKKEDKKYTL
TLNNFAKEDEGYYFCSVTS NISWYFSP LVSVFLPEKPTTPVPKPPTSVPTTAISRSLR
PEACRPGAGTSVEKKGWDFDCDIIILAPLAGLCGVLLLSLVTTLICCHRNRKRVCKCP
RPVVRQGGKPSPSGKLY

mRNA

1 cleclgettg acctaagetg clggtggaag cactgecatg geceeceggg tgaccegett

81 tetgtgecty accetgetge togaatttat cgetgagete ggaggetega aagatticga

121 aatgtctect aagaagatgg tegecracet tggeaaggag glgaggetaa catgegaagt
181 gtgggigtct acttcgeaag gatgcetotty getettecty gagoatgget coggagttaa
241 acceactitc cteatctate tetetgggag cecgeaacgaa cggaataaca aaatacctic
301 aactaagcia teigggaaga aggaagacaa aaagtacace cfcaccetge ataatfitge
361 taaggaagac gaaggctact attictgete tgtcacaage aacteggtgg tgiacttcag
421 tecletegty toggfcttic tgccagagaa acctaccaca ccagigeega aaccacccac
481 atcagtgoce aclacggega tatetegote cotgegacca gaagetiges gacctggagé
54 cggeacctca gtggagaaga agggatggga cttegactgt gatatcatea tittggeace
801 cttagetgga clictotgggy tecttetget gietelggte accacacica tetgetgeca

661 caggaacaga aaacgagtct geaaatgtee caggoccyty gteagacaag gaggcaagec
721 cageceotica gggaaacicy tgtaagatgg cgecaagaaa ctacaactac tacticagag
781 accioticat ctagagetec ageictectt cticaatiit tetcaccttc clatatatty

841 tictitgtat tatttiagtg ggggtaggac agggttggaa ceatticett toittatgaa

901 ttcacittga cacaaaacaa gaccacataa igtccacygy ataccataag ggcaggaget
961 gtigetgegt acatageatg tgggggaagt acagaacage fgtotgogtt clcaggatea
1021 glggatgatc ageaccceact igatgatcta aatgeeetgt ctgecoatta tatagaagag
1081 gtigaaggtc agaaatgggg tgggeagoat ctgtgeacea ggagagaace caagcelgacy
1141 aazafccteac tggatggelc agggaacily cetotatate clgagitcte ittattcagg
1201 cetgigectg gtagtgtgta ggctgagta
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AJ130618
Saimiri sciureus (Common Squirrel Monkey)
Compiete CD8 alpha mRNA

Predicted polypeptide
MASPVTALLLPLALLLHAARPSRFRVSPLDRTWNLGDKVELKCE
VLLSNPSSGCSWLFQKRGAAASPTFLLYISQTKPKVADGLDAQRFSGKKMGDSFILTL
RDFREEDQGFYFCSALSNSIMYFSPFVPVFLPAKPTTTPAPRPPTPEPTTASQPLSLR
PQACRPPAGGAVDTRGLDFACDIYIWVPLAGTCGVLLLSLVITVYCNHRNRRRVCKCP
RPAVKSGGKPSPSERYV

mRNA

1 atggectcic cogtgaccge cttgetectg cogeipgece tgotgoteca egelgecagy

61 ccgageeggt tecgggtgte gecgetggat cggaccigga ecligggega caaggiggag
121 ctgaagigeg aggtgetget gtccaacceg tecieggget getegtoget cticcagaag
184 egeggegetg cegecagecc caccttcote ctglacatct cecaaaccaa geccaaggtg
241 geegatggge tggacgecca gegettclee ggoaagaaga tgggggacag citcaticte
301 accclgegeg acttccgega ggaggaccag ggettetatt tetgetegge cetgageaae
361 tecateaigt acttcagese cticpigeey gtottecige cagegaagee caccacgacy
421 ceagegecge gaccacccac accggagecc accaccgegt cgcagecect glecotgegt
481 ccacaggett gecggeccoc ggegagagge geaglggaca cgaggggget ggacttogec
541 tgtgatatct acateigggt geecttggee gggacctgeg gagtecttct cotgicacty
601 gtcatcaccyg tttatigeaa tcacaggaac cgacgacgty tttgcaaatg teccoggect
661 goggtcaagt ctggaggeaa geccageect teggagagat acgletaa
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Domains of the CD8 co-Chains

Leader

Transmembrane

Human CD8 o-Chain

Protein:

MALPVTALLL
TSGCSWLFQP
TLSDFRRENE
TIASQPLSLR
VITLYCNHRN

PLALLLHAAR
RGAAASPTFL
GYYFCSALSN
PEACRPAAGG
RRRVCKCPRP

mRNA - coding

atggecttac
cgcegeecagg
acctgggcega
acgtcgggcet
caccttccte
tggacaccca
acccectgageg
cctygagcaac
cagcgaagcece
accatcgcgt
ggcggggggce

acatctgggce.

cagtgaccge
ccgagccagt

gacagtggag

‘gctecgtgget

ctatacctct
gcggtteteg
acttccgeeg
tccatcatgt
caccacgacg
cgcagcccct
gcagtgcaca
gececttggec

PSQFRVSPLD
LYLSQNKPKA
SIMYFSHFVP
AVHTRGLDFA
VVKSGDKPSL

cttgctootyg
tccgggtgte
ctgaagtgec
ctteccagecy
cccaaaacaa
ggcaagaggt
agagaacgag
acttcagccea
ccagcgeege
gtccctgege
cgagggggct
gggacttgtg

RTWNLGETVE
AEGLDTQRFS
VFLPAKPTTT
CDIYIWAPLA

PCT/US2004/008574

LEKCQVLLSNP
GKRLGDTFVL
PAPRPPTPAP
GTCGVLLLSL

SARYV

cegoetggect
gcegetggat
aggtgctget
cgcggegecyg
geccaaggceg
tgggggacac
ggctactatt
cttegtgecy
gaccaccaac
ccagaggegt
ggacttcgece
gggtccttct

tgectgeteca:
cggdcctgga
gtccaaccceg
ccgecagtee
gccgaggggce
cttegtecte
tetgetegge
gtcttcctge
accggegecc
gceggecage
tgtgatatct
cetgtcactg

gttatcaccc

tttactgcaa

tccceggeet
acgtctaa

gtggtcaaat

ccacaggaac
cgggagacaa

Figure 2A
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mouse CD8 o-Chain

Protein:

MASPLTRFLS
LVCEVLGSVS
LFSAMRDTNN
STTTKPVLRT
LAGICVALLL

LNLLLLGESI
QGCSWLFQNS
KYVLTLNKEFES
PSPVHPTGTS
SLITTLICYH

ILGSGEAKPQ
SSKLPQPTEV
KENEGYYFCS
QPQRPEDCRP
RSRKRVCKCP

SALAVSIRCN
- LSLKAVVESN

KSKSGELPLA

mRNA - Coding

atggcctecac
tgagtcgatt
tcecgaatett
ctggtatgtg
ccagaactcec
cttcatcccea
ctgttttetyg
caagttcagc
actcggtgat
tctactacta
cgggacatct

tgaaggggac
ttggccggaa

cgttgaccog
atcetgggga
tccaaagaaa
aagtgttggg
agctccaaac
¢aacaagata
ccatgaggga
aaggaaaacg
gtacttcagt
ccaagccagt
cagccccaga
cggattggac
tctgcatgge

VHLDIRAPCK

ctttetgteg
gtggagaagc
atggacgecg
gtcecgtttcg
tceecececagece
acgtgggacg
cacgaataat
aaggctacta
tctgtegtge
gctgcgaact
gaccagaaga
ttcgectgtg
ccttetgetyg

APELRIFPKK
VYMASSHNKT,
VISNSVMYFS
RGSVKGTGLD
SIACLCLKLQ
NWEIAGSLVE

ctgaacctge
taagccacag
aacttggtca
caaggatget
caccttegtt
agaagctgaa
aagtacgttc
tttctgctea
cagtccttca
ccctcacctg
ttgteggecc
atatttacat

PCT/US2004/008574

MDAELGQKVD
TWDEKLNSSK
SVVPVLQKVN
FACDIYIWAP
GSKWYESVIC
RYGKSGKHSP

tgctgetggg
gcacccgaac
gaaggtggac
cttggctectt
gtctatatgg -
ttcgtegaaa
tcaccctgaa
gtcatcagcea
gaaagtgaac
tgcaccctac
cgtggetcag
ctgggcacec

tccttgatca

tcactecteat

ctgctaccac

aggagccgaa

gcttgtgect
tcagetetygy
gcctttageg
ttgctggcag
ctgtcactga

caaactgcaa
ctgtgageat
gtgcacctgg
tctagtggag
aggctgtagt

agegtgtttg
ggaagcaagt
cagatgtaac
acatcagagc
cggtacggta
agaatccaat

Pigure 2B
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FIGURE 7
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FIGURE 8
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FIGURE 10A

. Infected Cells: MCSTT Fibroblasts
Panel 1; Mook-Infaction; l?n 1 2: Infection with hAJICDS .

120 150 200

Counls
80

0 4o

FIGURE 108

_ Tnfected Clells: Fibroblasts ,
Pauel 1: Mock-Infection; Panpl 2: Infection with mAdCDS

26/39



WO 2004/083244 PCT/US2004/008574

FIGURE 10C
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i *  Fibroblasts were tansduced with mAAVCDE (B) or
hAAVCDE (D) or mock-infected (A and C). Surfaos expression of CDB
was detected by sufuce Immunofiverescance (A through I¥y. MLCs
(Balb/o anti-C57BL/6) were astup in the presence of thess fibroblasts that
had been cultured for 0 or 5 hours after tmnsdustion before they were
added to the MLCe. At end of cultures, the numberof lymphoblasts
wag determined on a fuorezcenca activated ceil analyzer,

Figure 11
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FIGURE 12
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Figure 15
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2t Transplantation of syngenek: mAdCD8-ransduced pancreactic islety
hnnrested from Balb/c (blug) or CS7BL/ (red) mice.
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Day after Traosplantation
Sv.s . MAGCDS-transduced CSTBL/G pancreatic lslets wers transplanted into
Balb/c moipient mice.
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