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FIGURES

ATGTGGCGCCTGCGOCGCGCCGCCGTGGECT GLJG%GTGTGCCAGA GCCT (JGTGAMJCHL

COLCLLEL L L L L AL L LT L LT L
ATGTGOCGACTACCTCOGGCCECTGTGCCTGTGACGTCTCCCAGTCTTTAGTGAAACAC

NN NN RN RN
| |
AGCTCTGGAATAAAAGGAAGT TTACCACTACAAAAACTACATCTGG T TTCACGAAGCATT

TACCACAGCCACC ACCUCAC('LTGMGCTGC '\GCGL[“CCC AGCTGOGCACCAGCTTCCAG

RN A A e e LA
TATCATTC&(ATFATCFTACCTTAﬁAGCTTCAACGHFGCC&&TT&ACGACATCCTTTC&G

CAGTTCAGCAGCCTGACCAACCTGCCCCTGCGUAA (:CTGMGTTCA GOCCC ATCAAG [AC

i UL THEEE [ L] ] L]
CAGTTC1CT[LTCTGACAAHCCTlCCTPThLGTAAACTGAAA[TCTCTCCAATTAAAF&T

GGCTACCAGCCCCGCCGCAACTTCTGGLCCGUTCG FCTGGOCA CCCGCCTGCTGAAGCTG

N R e N N I N
GGCTACCAGCCTCGCAGGAATTTTTGGCCAGCAAGATTAGCTACGAGACTCTTAAACTT

CGC TACCT (_.A'DCLTG GGCAGCGCCGTGOGCCLCGGCTACACCGCCAAGAAGACCTTOGAC

NN R A !
COCTATCTCATACTACCATCOGCTCITCCCCCTCOCTACACACCCAAAAGACTTTTCAT

CAGTGGAAGGACATCATCCCOGACCTGAGCGAGTACAAGTGGATCGTGCCCGACATEGTG

CCLLLCEE CLPLEEL LT L TE LT T LT LT
CACTGGAAACATATCATACCGGACCTTAGTCAATATAAATGGATTGTCCCTGACATICTC

TGCCACATCCACGACTACATCCACTTCCOCAGUCCCCAGUACACCGLCT TCCGCGUCACT

S AR N e A e A e U
TGGGAAATTGATGACTATATCGATTTTCGTTCTCCGGAAGAAACGGUGT TTAGAGCAACA

GACCGCGGCAGCGAGAGCCACAAGCACTTCCGCAAGGTGAGCCACAAGGAGAAGATCGAC

O o A U A i R
GATCGTGGATCTGAAAGTGACAAGCATTTTAGAAAGGTGTCAGACAAAGAGAAARTTGAC

CAGCTGCAGGAGGAGCTGCTGCACACCCAGCTGAAGTACCAGCCCATCCTGGAGCCLCTG

UL TV T T LT L UL L LT T L ]
CAACTTCAGGAAGAACTTCTGCACACTCAGTTGAAGTATCAGAGAATCTTGGAACGATTA

GAGAAGGAGAACAAGGAGCTGUGCAAGCTGGTGCTGCAGAAGGACGACAAGGGCATCCAC

RN N N N e
GAAAAGGAGAACAAAGAATTGAGAAAATTAGTATTGCAGAAAGATGACARAGGCATTCAT

CACCGCAAGCTGAAGAAGAGCCTGATCCACATCTACAGCGAGCTCCTCCACGTCCTCAGC

oL T LT CLLE LI T LT L]
CATAGAMGCTTAAGAAATCTTTGATTGACATGTATTCTGAAGTTCTTGATGTTCTCTCT

GACTACG ACGOCAGC TACAACACCCA GGAC C A CCTGCECT GC GTGGTGGTGGTEGGIGAC

'GﬁTTATGhTGCCﬁGTl ATAATACGC AAG&TCAI("T GCCACGGGTTGTIGIGGTTGGAGAT

CAGAGCGCCGGCAAGACCAGCGTGCTGRAGA TGATCGUCCAGECCCGCATCT TCCCOCGT

LU L TP T L AL LT T T T T
bAGAuTGCTCGﬁAAGACTAGTGTGTILGAAATLATTGCCL&AGCTLGAATA]TCCCAhGﬁ

R SRy A
[]] [ [l
GCATCTGGGGAGATCATGACACGTTCTCCAGT ]‘AAGGTG ACTCTGAGTGAAGGTCCICAC

CACGTG-GGCCTGTTCAKGGF\CAGCA‘GCLGLGAGTTCGAC(“ TGACCAAGGAGGAGGACCTG

Ay N Uy A A A A A Y
CATGTGGCCCTATTTAAAGATAGT TCTOGGGAGTTTGATCT TACCAAAGAAGAAGATCTT

GOCGCOCTGOGEC ACG AGATCGAGCTGCGCA TGCGLH M‘ HACGTGA AGGAGGGCTGCACC

NI IR NN UL LT LLLLL T
GCAGC%TTA&GAC&TGAAATAG&ACTTCGA&fGAGbAAAA&TGTGAﬁAGAAGGCTGTACC

Fig. 1
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GTGRb(C(bbﬂGACLAT(%GCCIuAECthAAGGG{CCL GOCTGCAGCGCATGGTGETG

A L P T T T
GIF%GLL{lGﬁbALLAlAl(LlJ%%R GTAAA&UGLLLIGGALliLﬂGﬁGbAl&GluLll

GTGGACCTUCCCGGCGTG%TLﬁAbﬂCCGTGACCﬁ“CGGC%FGGCCCLCU#C&CC&AGGAG

VLT LT LT T LT T
GTIGACTTALCAGGTGTGATTﬂATaCTGTcncqICAGGCAIGGCTCCTGucacauAcrnﬂ

AC(AILlTLﬁGFATCAGLAAuGCL[AC#TGLAG%QCCCL%ECGLEATC%TCLTGTGL#TC

TR R A .
ACTATTTTCAGTATCAGCAAAGC TTACATGCAGAATCCTAATGCCATCATACTGTGTATT

L&bb%LGGLﬁb(blGGA(G khﬁuLbL#u(Al( s GACCGACCTGGTGAGCCAGATGGAC

min CELE L LT LT L T T T L
CAAGATGGATCTGTCGATGCTGAACCCAGTATTGT TACAGACTTGCTCAGTCAAATCGAC

CCCCACGGCCCCCCCACCATCTTCGTGCTCACCAAGGTCCACCTCGCOCAGAAGAACGTG

LT VLT TR L TP LT T 1
CCTCATGGAAGGAGAACCATATTCGTTTTGACCAAAGTAGACCTGGCAGAGAARARTGTA

e
|| | . |
GCCAGTCCAAGCAGCATTCACCAGATAATTGAAGCAAAGCTCTTCCCAATGAAAGCTTTA

GGCT&CTTLUCCGTLGTG%CCUG({ﬁGﬁuC%ACﬁGC%GLGAGﬁGLﬁT(GﬁGGCC&TCCG{

L L LT LT LT T T L]
GGTTATTTTGCTGTTGTAACAGGAAAAGGGAACAGCTCTGAAAGCATTGAAGCTATAAGA

GAGTACGAGGAGGAGTTCT TCCAGAACAGCAAGCTGCTGAAGACCAGCATGCTGAAGGCC

LT T L TP L L PP LT T
GAATATGAAGAAGAGTTTTTTCAGAATTCAAAGCTCCTAAAGACAAGCATGCTARAGGCA

CALCAGGTG%CCACCCGC&ALLTU%GCCTGGCCGTbAGCGACTGCTTCTGGA&G%TuGTG

NN e s N A AN AN
chca4CchCTAC4AcAAAITIqAGnCTTGCAGIATCAGACTCETTTTGG&AAATGGTA

LG{uAGAbeFGL%CL@GLXuGCLFRLﬂGCTiCAQGGCCKLLCGCTTCAﬁ(L]GGAGACC

L T L LT L LT LT
LGﬁGAGTCTGTTGﬂﬁCAﬂC\GGCTGﬁTﬂGTTTCﬁﬁﬂGC&ﬁCﬂCGITTTNRCLTTGAhﬂCI

G%CTGG%EU%AF&AFT%FFF(FGtFTGFGCG%G\TGCAFFFFEEFFAGtTGTTFUAFA%G

R I T
G%AIGGAAuﬁAlAALIAILLILGu{IGL&GGAALllGA{LGGARIGAALIAIIIGAAAAA

GLCRAGAhCUAGAILCTGG&CG&GG]GHIMAGLCTGAGCLAGGfGiCCE[CﬁAuC%C]FG

NIRRT
GCTAAAAATGAAATCCTTGATGAAGTTATCAGTCTGAGCCAGGTTACACCAAAACATTCG

GﬁFGAGﬁTCL[GCAGCﬂGAGC(TGTFGG%GCG(GTGAGC\CC(ﬂLGTGﬂTCGAuﬂACﬂTt

LT TTEEE L] T R NI
GﬂFUAAATCCTTFAAFAA]FTTTCTFFGAAACACTATCA&(1FAT(TGATTCAA&ACAIL

TACCTGOCUGUCGCCCAGACUATGAACAGUGGCACTT TCAACACCACOG TGGACATCAAG

N AR N A e A Ny
TACCTTCCAGCTGCGCAGACCATGAATTCAGGAACTTTTAACACCACAGTGGATATCAAG

CTGAAGCAGTGGACCGACAAGCAGCTGCCCAACAAGGCCGTGGAGGTGGCCTGGGAGACC

LD T LT L T L T L LU
CTTAMACAGTCGACTGATAMCAACT TCOTAATAAAGCAG TAGAGG TTGC TTGGGAGACT

k[Gb%bGﬁuGﬁGT]LHGLCGLlTL%TGA(CUAGtCLARGGGLAAGGAGL4LG&LU%LETC

AN L LU T LT
LIHL%AGA%GARTIITLCLGLTTTATGALﬁGA%quAﬁAuGGAR%GAGLATGATG%L&TA

ITCGACARGCTGAﬁGGQGGCCGTGRAGGAGGQGQGCATCQAGC CLHC&AGTGGQACGAC

IR IR RN NN
TTTuATAﬁﬂCTTAﬁAGﬂGbCTGTTﬂnGGﬁAGﬁﬁﬁGTATTABACG&C&C&ﬂGTuGﬁﬁTGﬁC

Fig. 1 (continued)
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TTCGLCG&GUQC&GLLTGLUCGFGA[L[AGLALAACUCLCTGGRGG&CLGLAGLATFAGL

A e N A A i
TTTGCGCAG&AFAFCITGﬁGGGTTATTCﬂﬁ{A(AﬁrfflTTGG&AGACCGATCCATﬂTCT

G%CRAGCAGCiGTGGGﬁCGCCGCCﬂTCTALTILAIGG%GG%GGCCCTGC%GGCLCGCLTG

LD TLEE L TE P L T DL L
GATAAACAGCAATGGGATGCAGCTATTTATTTTATGGAAGAGGCTCTGCAGGCTCGTCTC

AnGGAb%CCGﬁGARLG(CAT(GAFAAFATGuTGGGCF(CGAFTGGAAGAAGFGLTGGCTG

LLCEL L LE T T TR TE LT[
AAGG%TACTGAARHTG(AATTG&A&ACﬂTGGTGGGTCLAGACTGLB&AEAGRGGTGGTTA

ThCTuGﬂﬁGﬁﬁCCGLﬁCCCﬂGGﬂGCﬁGTGLGTGCﬁC\ﬁCGﬁGﬁCCﬁﬂG&ALCAGCTGGHG

ELCPPEEEE L TELEE LT TR LTI TE T
TALTGrﬁAGAAT[rrA{L(AACﬂA(AFTGTUFT[ALAAT@AaA[FAAGAATraATanAG

AAGRTGCTG&iGTGC%ACG%EGﬂGC%CCCLGCLTACCIGGCL5GCG&CEAGATGACCACG

VL TEEE L TEEEL L L T TE TE L] LT
AAGATGTTGAAATGTAATGAGGAGCACCCAGCTTATCTTGCAAGTGATGAAATAACCACA

GTGCGCAAGAACCTGCAGAGCCGCGGCGTGCAGGTGCACCCCAGCCTGATCAAGCACACC

IR A A N I N
GTCCGGAAGAACCTTGAATCCCGAGGAGTAGAAGTAGATCCAAGCTTGATTAAGGATACT

g o T
TGéCATCAAGTTTHTAGHﬁGﬂCﬂTTTTTTHﬁAHACAGCTCTAAﬁCCﬂTTGTAﬁCCTTTGT

CGCCCCGGCTTCTACTACTACCAGCGCCACTTCGTGGACAGCGAGCTGGAGTGCAACGAC

L L P TELETLE [ LT L L LT
(raAGqGCTTrwiAl[AgancﬁaﬁcﬁuaJTTIGTquﬁTIrTGAGTTGGAaTGCAﬁTCAI

TTCCTh(TGTTFTGFFG{ATFF&FFFF&T(\EGGFkATF%fFGFFAﬂFﬁ[lFTFFU((AU

LLELLEELC L L LELT LT T | Il
GIGGTCTTGTTTTGGCGTATACAGCGCATGCTTGCTATCACCGCAMATACTTTAAGGCAA

CAGCTGACCAACACCGAGGTCCGCCGCCTCCAGAAGAACCTGAAGGACGTGCTGGAGGAC

N U o A AN N e Ay s |
CAACTTACAAATACTGAAGTTAGGCGATTAGAGAAAAATGTTAAAGAGGTATTGGAAGAT

TTCGLCFAGG%CGGuGAG%RGAﬂGATFﬁRGCTGCTCACFGGC&#GChChTCCAGCTbel

NI N N A
TTTCCTrAArqTrrTGACAqrﬁﬁraTTAAATTGGTTACTGGTgaaGGCGTTcAAFTGGCG

GAGGACCTGAAGAAGGTGCGCGAGATCCAGGAGAAGCTGGACGCCTTCATCGAGGCCCTG

LU PREEE L L LT T TE L LT
GAAGALLTCAAGARRGTT&GﬂGﬂARTTC&AG&ﬁAﬁACTTGHTGCTTTCATTGAAGCTCTT

CACCAGGAGAAGTAA

LT L
CATCAGGAGAAATAA

(SEQ ID No.: 1 & 2)
Fig.1 (continued)
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T
Posltlons 512- T G:T.\Jua\. o R o R R R LR LR SN «'.‘-!-u.ﬂi\.p.&ﬂ RTOROR J\.MU“'AI.\. LRET
T

569 i

§ 2 3T 4%s s E 'l' 8 9 RIS 14 t§1511 1819 F0 I: 37X ﬂ ™o av a I

A - N
Mitochondrial Coiled- c0|| ss Domain  Central dynein Coiled-coil
leader sequence structure domain structure
& S
=
-
L

18,22 650 T

38,48,08,78:PM Hz

ATTATGATGCCA|GTTACAATACATARGATCACCTACCACGGgtaaggggaaaat — MUT

ATTATGATGCCA|GTTACAATACACAAGATCACCTACCACGGgtaaggggaaaat  WT

WT: Wild type; PM: Point mutation; Hz: Heterozygous

Fig. 13
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