
bep14021_ST25 
SEQUENCE LISTING 

<110> 	Metheresis Translational Research SA 

<120> 	MET inhibitors for enhancing radiotherapy efficacy 

<130> 	BEP14021-CF 

<160> 	33 

<170> 	Patentln version 3.5 

<210> 	1 
<211> 	21 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 1 against p65/RelA 

<400> 	1'  
ggauugagga gaaacguaau u 

<210> 	2 
<211> 	22 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 2 rev. against p65/RelA 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	n is a, 	c, 	g, 	or u 

<400> 	2 
nuuuccuaca agcucguggg uu 

<210> 	3 
<211> 	21 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 3 - against p65/RelA 

<400> 	3 
cccacgagcu uguaggaaau u 

<210> 	4 
<211> 	22 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 4 - rev - against p65/RelA 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	n is a, 	c, 	g, 	or u 
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bep14021_ST25 
<400> 	4 
nuuuccuaca agcucguggg uu 

<210> 	5 
<211> 	21 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 5 - against p65/RelA 

<400> 	5 
ggcuauaacu cgccuagugu u 

<210> 	6 
<211> 	22 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 6 - rev, against p65/RelA 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	n is a, 	c, 	g, 	or u 

<400> 	6 
ncacuaggcg aguuauagcc uu 

<210> 	7 
<211> 	21 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 7 - against p65/RelA 

<400> 	7 
ccacacaacu gagcccaugu u 

<210> 	8 
<211> 	22 
<212> 	RNA 
<213> 	artificial 

<220> 
<223> 	siRNA 8 - rev- against p65/Re1A 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	n is a, 	c, 	g, 	or u 

<400> 	8 
ncaugggcuc aguugugugg uu 

<210> 	9 
<211> 	19 
<212> 	RNA 
<213> 	artificial 
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<220> 
<223> siRNA - control sequence 

<400> 9 
auguauuggc cuguauuag 

<210> 10 
<211> 461 
<212> 
<213> 

PRT 
artificial 

<220> 
<223> DN30 heavy chain 

<400> 10 

Met Gly Trp Ser Tyr Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Asp 
1 5 10 15 

Gly His Ser Gln val Gln Leu Gln Gln Pro Gly Thr Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Ser Tyr Trp Ile His Trp val Lys Gln Arg Pro Gly Gln Gly Leu 
50 55 60 

Glu Trp Ile Gly Glu Ile Asn Pro Ser Ser Gly Arg Thr Asn Tyr Asn 
65 70 75 80 

Glu Lys Phe Lys Asn Lys Val Thr Val Thr Val Asp Lys Ser Ser Thr 
85 90 95 

Thr Ala Tyr Met Gln Leu Ser Asn Leu Thr Ser Glu Asp Ser Ala Val 
100 105 110 

Tyr Tyr Cys Ala Ser Arg Gly Tyr Trp Gly Gln Gly Thr Thr Leu Thr 
115 120 125 

Val Ser Ser Ala Lys Thr Thr Ala Pro Ser Val Tyr Pro Leu Ala Pro 
130 135 140 

Val Cys Gly Asn Thr Thr Gly Ser Ser val Thr Leu Gly Cys Leu Val 
145 150 155 160 

Lys Gly Tyr Phe Pro Glu Pro Val Thr Leu Thr Trp Asn Ser Gly Ser 
165 170 175 

Leu Ser Ser Gly val His Thr Phe Pro Ala Val Leu Gln Ser Asp Leu 
180 185 190 

Tyr Thr Leu Ser Ser Ser Val Thr Val Thr Ser Ser Thr Trp Pro Ser 
195 200 205 
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Gin Ser Ile Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr Lys Val 
210 215 220 

Asp Lys Lys Ile Glu Pro Arg Gly Pro Thr Ile Lys Pro Cys Pro Pro 
225 	 230 235 240 

Cys Lys Cys Pro Ala Pro Asn Leu Leu Gly Gly Pro Ser Val Phe Ile 
245 250 255 

Phe Pro Pro Lys Ile Lys Asp val Leu Met Ile Ser Leu Ser Pro Ile 
260 265 	 270 

Val Thr Cys Val Val val Asp val Ser Glu Asp Asp Pro Asp Val Gin 
275 280 285 

Ile Ser Trp Phe val Asn Asn Val Glu Val His Thr Ala Gln Thr Gln 
290 295 300 

Thr His Arg Glu Asp Tyr Asn Ser Thr Leu Arg Val Val Ser Ala Leu 
305 	 310 315 320 

Pro Ile Gln His Gln Asp Trp Met Ser Gly Lys Glu Phe Lys Cys Lys 
325 330 335 

Val Asn Asn Lys Asp Leu Pro Ala Pro Ile Glu Arg Thr Ile Ser Lys 
340 345 	 350 

Pro Lys Gly Ser val Arg Ala Pro Gln Val Tyr Val Leu Pro Pro Pro 
355 360 365 

Glu Glu Glu Met Thr Lys Lys Gln Val Thr Leu Thr Cys Met Val Thr 
370 375 380 

Asp Phe Met Pro Glu Asp Ile Tyr Val Glu Trp Thr Asn Asn Gly Lys 
385 	 390 395 400 

Thr Glu Leu Asn Tyr Lys Asn Thr Glu Pro val Leu Asp Ser Asp Gly 
405 410 415 

Ser Tyr Phe Met Tyr Ser Lys Leu Arg Val Glu Lys Lys Asn Trp Val 
420 425 	 430 

Giu Arg Asn Ser Tyr Ser Cys Ser Val val 	His Glu Giy Leu His Asn 
435 440 445 

His His Thr Thr Lys Ser Phe Ser Arg Thr Pro Giy Lys 
450 455 460 

<210> 	11 
<211> 	1386 
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S abpd 
S 	 T 

c1,11 JAI Jas J41 aqd Jqi JAI ALD 

ZT 	<00V> 

TH-JOD - 	11!_PLID AAPaq ()ENG 	<Ezz> 
<OZZ> 

LPPI-4P-AP 	<ETZ> 

	

_aid 	<ZTZ> 

	

g 	<TTZ> 
ZT 	<OW> 

98E1 P61p-ep 

08E1 	1.666iplae6 6DDD1D11D6 P6PP1DP6DE DPDDPDTPPD ED61D1666P 6anD16616 

OZET 	u311613pli p1D6plrep6 PPP666661 DEP6PP6PEE P6616PET61 p6epD6pDP1 

09ZT 	61pplappll Da1661x6ap 1Dp661DD16 EDDPE6ZDED PE6PPDP1DP PU1D6P6PDP 

00ZT 	ppE666 DPPD PEDDP6616P 6616DPMP DP6PP6aDD6 TED11DP6ED PD1661ED61 

OVIT 	DDP61D1DED 166PDPET6P P4DP61P6E6 PP6PP6E0DP DDaDD6aapl 61p4p1.66-ej 

0801 	PDDaD5P6PP 16E31666EE PDDDEPUUD1 DaEoppp6.26 P5DlEODD6D 5EDDD1DDE6 

OZOT 	UPPDPPDPPD 166PPD61PP PD116P66EP 36616E61P6 61DP66PDDP D6PDD1PDDD 

096 	D1DDD616E0 a.661.666JJ1. D1DP16PDEP DP11E66P6P 6PaPDDDUPP DPDPETD1D6 

006 	PDEDPDP16E P66163PPDP P61611166 	D6PD1P6PDD 161P6EODDE 64P66U6D6P 

0178 	6161E66166 16616161p3 ED1ETTeDDD DET61DDD1D 1P61PD1DP1. 61E66PED4U 

08L 	6PPPDD1DDD UDI.PD1101 6DDlEDDE56 166611D1DD ETaDDPDSPD D351PPeD6l 

OZZ 	PDD433164) DD6PPDITPD PDDD666P6P DDD6P611PE PP6PPDP661 66UPDDPDET 

099 	D6PED65DDD PD3)661.54E ED61DDPD1P DDI6PDD6ED DD661DDED6 "26313DPP15 

009 	1DP616PD1D bPDETD1DDD PDP4D;DDP6 1D16PD61DD 161D6PDDD1 aDDPDP)616 

OtS 	1661.6=1.6 1ppplp661D appp661D3p 611DDE616p Dp6p61.DDDI. 11p11666up 

OSt 	)4661)D61e 66p1plye61 66D1DD1D66 aDUPDPITUP 664.61.6161i DDD661DPDD 

UV 	TeaD1.66D4u DDDD6PDUPD PPPPDD6PD1. DD1D16EDED 1D1DPDDED6 6PEOD66661 

09E 	DE136666p1 6upD6151DE a1p10166D6 1p1op66p61 D1EDE61DDE PD6UDIOPPD 

00E 	61PDP1DD6E DEODEDD41) 1ePPDP6P16 1DP616PDPD 166PPDPU6E ED11EPPET6 

OtZ 	DPEDP1DET1 DP153166D6 ED6P1DDITP 11E6e6E661 1P6616P61.1 DD66EPTE66 

OST 	1DD66p6pD6 ep61.6661DE Dp1p661DE1 aftpDppalp DpDp1D661D 11D66ppD61 

OZT 	DD161D6pe6 16ED11D666 61DD6Ep616 61Dep61jp6 6610D6ED6p D6appvpD16 

09 	6PDDD13PDO 661E6PDP1D 6PDPUD6P16 611111D1DD luD1p1p1D6 p6b1u6661p 
TT 	<00t> 

t4PLID AAP91.1 - OM 	<Ezz> 
<OZZ> 

lePW-1-lu 	<ETZ> 
VNG 	<ZTZ> 

SZ1s-TZOtTdaq 



bep14021_ST25 

<210> 	13 
<211> 	8 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	DN30 heavy chain 	- 	CDR -H2 

<400> 	13 

Ile Asn Pro Ser Ser Gly Arg Thr 
1 	 5 

<210> 	14 
<211> 	5 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	DN30 heavy chain 	- CDR-H3 

<400> 	14 

Ala Ser Arg Gly Tyr 
1 	 5 

<210> 	15 
<211> 	25 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-H1 nucleotide 

<400> 	15 
ggctacacct tcaccagtta ctgga 

<210> 	16 
<211> 	24 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-H2 nucleotide 

<400> 	16 
attaatccta gcagcggtcg tact 

<210> 	17 
<211> 	9 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-H3 nucleotide 

<400> 	17 
gcaagtagg 

<210> 	18 
<211> 	238 

Page 6 



bep14021_ST25 
<212> PRT 
<213> artificial 

<220> 
<223> DN30 light chain 

<400> 18 

Met Glu Thr Asp Thr Ile Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 5 10 15 

Gly Ser Thr Gly Asp Ile Val 	Leu Thr Gln Ser Pro Ala Ser Leu Ala 
20 25 30 

Val Ser Leu Gly Gln Arg Ala Thr Ile Ser Cys Lys Ala Ser Gln Ser 
35 40 45 

, , 
Val Asp Tyr Asp Gly Gly Ser Tyr Met Ser Trp Phe Gln Gln Arg Pro 

50 55 60 

Gly Gln Pro Pro Lys Leu Leu Ile Ser Ala Ala Ser Asn Leu Glu Ser 
65 70 75 80 

Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
85 90 95 

Leu Asn Ile His Pro Val Glu Glu Glu Asp val Ala Thr Tyr Tyr Cys 
100 105 110 

Gln Gln Ser Tyr Glu Asp Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 
115 120 125 

Glu Leu Lys Arg Ala Asp Ala Ala Pro Thr val Ser Ile Phe Pro Pro 
130 135 140 

Ser Ser Glu Gin Leu Thr Ser Gly Gly Ala Ser Val val Cys Phe Leu 
145 150 155 160 

Asn Asn Phe Tyr Pro Lys Asp Ile Asn val Lys Trp Lys Ile Asp Gly 
165 170 175 

Ser Glu Arg Gln Asn Gly Val 	Leu Asn Ser Trp Thr Asp Gln Asp Ser 
180 185 190 

Lys Asp Ser Thr Tyr Ser met Ser Ser Thr Leu Thr Leu Thr Lys Asp 
195 200 205 

Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Glu Ala Thr His Lys Thr 
210 215 220 

Ser Thr Ser Pro Ile val Lys Ser Phe Asn Arg Asn Glu Cys 
225 230 235 
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bep14021_ST25 
<210> 	19 
<211> 	717 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	DN30 light chain 

<400> 	19 
atggagacag acacaatcct gctatgggtg ctgctgctct gggttccagg ctccactggt 60 

gacattgtgc tgacccaatc tccagcttct ttggctgtgt ctctagggca gagggccacc 120 

atctcctgca aggccagcca aagtgttgat tatgatggtg gtagttatat gagttggttc 180 

caacagagac caggacagcc acccaaactc ctcatctctg ctgcatccaa tctagaatct 240 

gggatcccag ccaggtttag tggcagtggc tctgggacag acttcaccct caatatccat 300 

cctgtggagg aggaggatgt tgcaacctat tactgtcagc aaagttatga ggatccgctc 360 

acgttcggtg ctgggaccaa gctggagctg aaacgggctg atgctgcacc aactgtatcc 420 

atcttcccac catccagtga gcagttaaca tctggaggtg cctcagtcgt gtgcttcttg 480 

aacaacttct accccaaaga catcaatgtc aagtggaaga ttgatggcag tgaacgacaa 540 

aatggcgtcc tgaacagttg gactgatcag gacagcaaag acagcaccta cagcatgagc 600 

agcaccctca cgttgaccaa ggacgagtat gaacgacata acagctatac ctgtgaggcc 660 

actcacaaga catcaatgtc acccattgtc aagagcttca acaggaatga gtgttag 717 

<210> 	20 
<211> 	10 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	DN30 light chain 	- CDR-L1 

<400> 	20 

Gln Ser val Asp Tyr Asp Gly Gly Ser Tyr 
1 	 5 10 

<210> 	21 
<211> 	3 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	DN30 light chain 	- CDR-L2 

<400> 	21 

Ala Ala Ser 
1 

<210> 	22 
<211> 	9 
<212> 	PRT 
<213> 	artificial 

<220> 
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bep14021_ST25 
<223> 	DN30 light chain 	- CDR-L3 

<400> 	22 

Gin Gln Ser Tyr Glu Asp Pro Leu Thr 
1 	 5 

<210> 	23 
<211> 	31 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-L1 nucleotide 

<400> 	23 
aaagtgttga ttatgatggt ggtagttata t 

<210> 	24 
<211> 	9 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-L2 nucleotide 

<400> 	24 
gctgcatcc 

<210> 	25 
<211> 	27 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	CDR-L3 nucleotide 

<400> 	25 
cagcaaagtt atgaggatcc gctcacg 

<210> 	26 
<211> 	21 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer NFKBIA 

<400> 	26 
gaaccccagc tcagggttta g 

<210> 	27 
<211> 	20 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer rev. NFKBIA 

<400> 	27 
gggaatttcc aagccagtca 
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<210> 	28 
<211> 	21 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer kBl 

<400> 	28 
aggcccagtg ccttattacc a 21 

<210> 	29 
<211> 	19 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer kBl rev. 

1 	, 
<400> 	29 
gcggcctgac tggagattt 19 

<210> 	30 
<211> 	24 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer kB2 

<400> 	30 
gggactcagt ttctttacct gcaa 24 

<210> 	31 
<211> 	24 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer kB2 rev. 

<400> 	31 
gggactcagt ttctttacct gcaa 24 

<210> 	32 
<211> 	199 
<212> 	DNA 
<213> 	homo sapiens 

<400> 	32 
atggtgtgaa ggacacctga ctgggctgaa agctaagttc taactttgcc cctcttacta 60 

accagctatg tgactctcct gggaactttt agggactcag tttctttacc tgcaaaatgg 120 

ttcaatgcaa gactttagta acgtaatggg aactttcctt ttccataaaa ctggggaatc 180 

aagaggtaat ctcttttga 199 

<210> 	33 
<211> 	111 
<212> 	DNA 
<213> 	mus musculus 
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<400> 	33 
cgtacgggct gttttattca tctgcaaaat gattccgtgc aggcctccaa aactgtaata 60 

ggaactttcc ttttccatca aactgaggag tggtgaggta aaccgctctt g 111 
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