bep14021_sST25
SEQUENCE LISTING

<110> Metheresis Translational Research SA
<120> MET dinhibitors for enhancing radiotherapy efficacy
<130> BEP14021-CF

<160> 33

<170> PatentIn version 3.5

<210> 1

<211> 21

<212> RNA

<213> artificial

<220>

<223> siRNA 1 against p65/RelA

<400> 1

ggauugagga gaaacguaau u 21
<210> 2

<211> 22

<212> RNA

<213> artificial

<220>

<223> siRNA 2 rev. against p65/RelA

<220>

<221> misc_feature

<222> (..

<223> n is a, ¢, g, or u

<400> 2

nuuuccuaca agcucguggg uu 22
<210> 3

<211> 21

<212> RNA

<213> artificial

<220> )

<223> SsiRNA 3 - against p65/RelA

<400> 3

cccacgagcu uguaggaaau u 21
<210> 4

<211> 22

<212> RNA

<213> artificial

<220>

<223> siRNA 4 - rev - against p65/RelA
<220>

<221> misc_feature

<222> (..

<223> n is a, ¢, g, or u

Page 1



<400>

bep14021_ST25

4

nuuuccuaca agcucguggg uu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

21

RNA
artificial

SiRNA 5 - against p65/RelA
5

ggcuauaacu cgccuagugu u

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

6

22

RNA
artificial

SiRNA 6 - rev. against p65/RelA

misc_feature

(1).. (D
nisa, ¢, g, or u
6

ncacuaggcg aguuauagcc uu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

21

RNA
artificial

SiRNA 7 - against p65/RelA
7

ccacacaacu gagcccaugu u

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

8

22

RNA
artificial

SiRNA 8 - rev- against p65/RelA

misc_feature

(1).. (D
nisa, ¢, g, or u
8

ncaugggcuc aguugugugg uu

<210>

- <211>

<212>
<213>

9

19

RNA
artificial

pPage 2

22

21

22

21

22



<220>
<223>

<400>
auguauuggc cuguauuag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

SiRNA - control sequence

9

10
461
PRT

artificial

DN30 heavy chain

10

Met Gly Trp
1

Gly

Pro

Thr

Glu

65

Glu

Thr

Tyr

val

val

145

Lys

Leu

TYyr

His

Gly

Ser

50

Trp

Lys

Ala

Tyr

Ser

130

Cys

Gly

Ser

Thr

ser

Ala

35

Tyr

Ile

Phe

Tyr

Cys

115

Ser

Gly

Tyr

ser

Leu
195

Ser Tyr Ile

Gln

20

Ser

Trp

Gly

Lys

Met

100

Ala

Ala

Asn

Phe

Gly

ser

5

val

val

Ile

Glu

Asn

85

Gln

ser

Lys

Thr

Pro

165

val

ser

Gln

Lys

His

Ile

70

Lys

Leu

Arg

Thr

Thr

150

Glu

His

ser

Ile

Leu

Leu

Trp

55

Asn

val

Ser

Gly

Thr

135

Gly

Pro

Thr

val

Leu

Gln

ser

40

val

Pro

Thr

Asn

Tyr

120

Ala

Ser

val

Phe

Thr
200

bep14021_ST25

Phe Leu val
10

Gln Pro Gly
25

Cys Lys Ala
Lys GIn Arg

Ser Ser Gly
75

val Thr val
90

Leu Thr Ser
105

Trp Gly Gln
Pro Ser val

Ser val Thr
155

Thr-Leu-Thr
170

Pro Ala Vé1
185

val Thr ser

Page 3

Ala

Thr

ser

Pro

60

Arg

Asp

Glu

Gly

Tyr

140

Leu

fTrp

Leu

Ser

Thr
Glu
Gly
45

Gly
Thr
Lys
Asp
Thr
125
Pro
Gly
Asn
GIn

Thr
205

Ala

Leu

30

Tyr

Gln

Asn

Ser

Ser

110

Thr

Leu

cys

ser

Ser

190

Trp

Thr

15

val

Thr

Gly

Tyr

Ser

95

Ala

Leu

Ala

Leu

Asp

Pro

Asp

Lys

Phe

Leu

Asn

80

Thr

val

Thr

Pro

val
160

y Ser

Leu

Ser

19



Gln

Asp

Cys

Phe

val

Ile

Thr

305

Pro

val

Pro

Glu

Asp

Thr

Ser

Glu

His

Ser

210

Lys

Lys

Pro

Thr

sSer

290

His

Ile

Asn

Lys

Glu

370

Phe

Glu

Tyr

Arg

His
450

<210>
<211>

Ile

Lys

Cys

Pro

Cys

275

Trp

Arg

Glin

Asn

Gly

Glu

Met

Leu

Phe

Asn

435

Thr

11
1386

Thr

Ile

Pro

Lys

val

Phe

Glu

His

Lys

340

Ser

Met

Pro

Asn

Met

420

ser

Thr

Cys

Glu

Ala

245

Ile

val

val

Asp

Gln

325

Asp

val

Thr

Glu

Tyr

405

Tyr

Tyr

Lys

Asn

Pro

230

Pro

Lys

val

Asn

Tyr

310

Asp

Leu

Arg

Lys

Asp

Lys

ser

Ser

ser

val

215

Arg

Asn

Asp

Asp

Asn

295

Asn

Trp

Pro

Ala

AsSn

Lys

Cys

Phe
455

Ala

Gly

Leu

val

val

280

val

ser

Met

Ala

Pro

360

Gln

Tyr

Thr

Leu

Ser

440

Ser

bep14021_sST25

His Pro Ala Ser

Pro

Leu

Leu

265

ser

Glu

Thr

Ser

Pro

345

Gln

val

val

Glu

Arg

val

Arg

Thr

Gly

Met

Glu

val

Leu

Gly

Ile

val

Thr

Glu

Pro

410

val

val

Thr

Page 4

Ile

235

Gly

Ile

Asp

His

Lys

Glu

Tyr

Leu

Trp

395

val

Glu

His

Pro

220

Lys

Pro

Ser

ASp

Thr

300

val

Glu

Arg

val

Thr

380

Thr

Leu

Lys

Glu

Gly

Ser Thr Lys

Pro

Ser

Leu

Pro

285

Ala

val

Phe

Thr

Leu

365

Cys

Asn

Asp

Lys

cys

val

Ser

270

Asp

Gln

Ser

Lys

Ile

350

Pro

Met

Asn

Ser

Asn

430

Leu

Pro

Phe

255

Pro

val

Thr

Ala

Cys

335

Ser

Pro

val

Gly

Trp

His

val

Pro

240

Ile

Ile

Gln

Leu

320

Lys

Lys

Pro

Thr

Lys

Gly

val

Asn



(U0
ovs
08y
ozy
09¢
00¢€
44
08T
0¢1
09

+JEDLIDEI LD
16636e3316
516632063 ®
1e1d1hbo3e
Jei1dbbbbes
Hbieoeidobe
deedeloeel
12>66ebed6
2>161>6eE6

besd35310€DD

PDEIJDEILOII)
10023ebb1>
bbeid1deha
D>250bedeed
beeshibioe
pl:bl):-bhhkb)
oe1b65316656
eeb1666210%
16e5112666

bbaebedeld

EJE1I1IJ0ED
1oeebbiooe
66231531266
eeeeddbHeI]
11e3216626
1eeedebelb
edbeiddjee
oeiebbider
63>>6eeH616

peoeeobearh

§ZLSTTZOVYTdReq

421D0BOD1OO
H11>o>ebibe
loeedelERR
5515316ed08d
1010ebbeba
1oebHibeded
11ebebebbHa
16ed03ed131D
bioeebioebh

631233130120

uLeyos Aaeay - QENd

103100BO301
plli):liklelolok]
661636163>
1212ed0edbh
d3edebiooe
1b66eeoeebe
1ebbibebia
Deoe1dbhb3d
b6H631>3>6EObH®E

1ed1e1el1db

125080eODID
11e1166bee
2226630800
beed>66661
edbed3deed
edlieeebeb
d>obbeedebh
131o566ee16]
3635®eEeID1H

ebbi1ebbbre
TT <00¥>

<g€ce>
<0ce>

leLdLjLIde  <€T2>

VNG <{1c>



<210>
<211>
<212>
<213>

<220>
<223>

<400>
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

8

PRT
artificial

DN30 heavy chain -
13

14

5

PRT
artificial

CDR-H2

Ile Asn Pro Ser Ser Gly Arg Thr
5

DN30 heavy chain - CDR-H3

14

Ala ser Arg Gly Tyr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

25

DNA
artificial

CDR-H1 nucleotide
15

ggctacacct tcaccagtta ctgga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

24

DNA
artificial

CDR-H2 nucleotide
16

attaatccta gcagcggtcg tact

<210> 17

<211> 9

<212> DNA

<213> artificial

<220>

<223> CDR-H3 nucleotide
<400> 17

gcaagtagg

<210> 18

<211> 238

bep14021_sT25

Page 6

25

24



<212>
<213>

<220>
<223>

<400>

PRT

artificial

DN30 Tight chain

18

Met Glu Thr
1

Gly

val

val

Gly

65

Gly

Leu

Gln

Glu

ser

145

Asn

Ser

Lys

Glu

Ser
225

sSer
Ser
|

Asp
50

Gln
Ile
ASn
Gln
Leu
130
Ser
Asn
Glu
ASp
Tyr
210

Thr

Thr

Leu

35

Tyr

Pro

Pro

Ile

ser

115

Lys

Glu

Phe

Arg

sSer

195

Glu

Ser

Asp Thr Ile

Gly

20

Gly

Asp

Pro

Ala

His

100

Tyr

Arg

Gln

Tyr

Gln

180

Thr

Arg

Pro

5

Asp

GIn

Gly

Lys

Arg

85

Pro

Glu

Ala

Leu

Pro

165

Asn

Tyr

His

Ile

Ile

Arg

Gly

Leu

70

Phe

val

Asp

Asp

Thr

150

Lys

Gly

ser

Asn

val
230

Leu

val

Ala

ser

55

Leu

Ser

Glu

Pro

Ala

135

ser

Asp

val

Met

ser

215

Lys

bep14021_ST25

Leu Trp val

Leu

Thr

40

TYyr

Ile

Gly

Glu

Leu

120

Ala

Gly

Ile

Leu

Ser

200

Tyr

Ser

Thr

25

Ile

Met

Ser

ser

Glu

105

Thr

Pro

Gly

Asn

Asn

185

ser

Thr

Phe

10

Gln

Ser

ser

Ala

Gly

90

Asp

Phe

Thr

Ala

val

170

Ser

Thr

Cys

Asn

Page 7

Leu

ser

Cys

Trp

Ala

75

Ser

val

Gly

val

ser

155

Lys

Trp

Leu

Glu

Arg
235

Leu

Pro

Lys

Phe

60

ser

Gly

Ala

Ala

Ser

140

val

Trp

Thr

Thr

Ala

220

Asn

Leu

Ala

Ala

45

Gln

Asn

Thr

Thr

Gly

Ile

val

Lys

Asp

Leu

205

Thr

Glu

Trp

ser

30

Ser

Gln

Leu

Asp

Tyr

110

Thr

Phe

Cys

Ile

GlIn

190

Thr

His

Cys

val

15

Leu

Gln

Arg

Glu

Phe

95

Tyr

Lys

Pro

Phe

Asp

Lys

Lys

Pro

Ala

ser

Pro

Ser

80

Thr

Cys

Leu

Pro

Leu

160

Gly

Ser

Asp

Thr



bepl4021_ST25

<210> 19

<211> 717

<212> DNA

<213> artificial

<220>

<223> DN30 Tlight chain

<400> 19

atggagacag acacaatcct gctatgggtg ctgctgctct
gacattgtgc tgacccaatc tccagcttct ttggctgtgt
atctcctgca aggccagcca aagtgttgat tatgatggtg
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