SEQUENCE LISTINE
<110> Ono Pharmaceutical Co., Ltd.
<120> PD-1/CD19 bispecific Antibody
<130> P20-006

<150y JP 2019-071840
<151> 2019-04-04

<150y JP 2020-022256
<151> 2020-02-13

<160> 80

170> Patentln version 3.5

210> 1

11> 121

<212> PRT

<213> Homo sapiens

<400> 1

?In Val GIn Leu gal GIn Ser Gly Ser ?6” Leu Lys GIn Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr
20 25 30

Gly Leu His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly gsp Leu Asn Thr Asn ggr Glu Asn Pro Thr gge Ala Gin Gly Phe

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Thr Thr Ala Tyr
65 70 75 : 80

Leu GIn Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Met Val Val Pro Thr Thr Ile Trp Asn Tyr Tyr His
100 105 110

Phe Met Asp Val Trp Gly Asn Gly Thr Leu Val Thr Val Ser Ser
115 120 125



210> 2

<211y 127

<212> PRT

<213> Homo sapiens

<400> 2
?In Val GIn Leu gal GIn Ser Gly Ser ?Au Leu Lys GIn Pro ?éy Val

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr
20 25 30
Gly Leu His Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45
Gly Trp Ile Asn Thr Asn Thr Gly Asn Pro Thr Tyr Ala Gln Gly Phe
50 55 60

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr
65 70 80

Leu GIn Ile Ser Ser Leu Lys Ala Glu 380 Thr Ala Val Tyr g%r Cys

Ala Arg Gly Asp Leu Val Val Pro Thr Thr Ile Trp Asn Tyr Tyr His
100 105 110

Tyr Met ? Val Trp Gly Lys ?I y Thr Leu Val Thr Val Ser Ser

lu
15 125

210> 3

Q11> 127

<212> PRT

<{213> Homo sapiens

<400> 3
?In Val GIn Leu gal GIn Ser Gly Ser $6u Leu Lys Lys Pro ?éy Ala

Ser Val Met XSI Ser Cys Lys Ala Ser Gly Tyr Thr Phe gBr His Tyr

Ala Leu His Trp Val Arg GIn Ala Pro Gly Gin Gly Leu Glu Trp Met
35 40 45



3
Gly Trp Leu Asn Thr Asn Thr Glu Asn Pro Thr Tyr Ala Gin Gly Phe
50 55 60

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Thr Thr Ala Tyr
65 70 75 80

Leu Gln Ile Asn Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Met Val Val Pro Thr Thr lle Trp Asn Tyr Tyr Tyr
100 105 110

Thr Thr Val Thr Val Ser Ser

Tyr Met Asp Val Trp Gly Lys Gly
120 125

115

210> 4

11> 127

<212> PRT

<213> Homo sapiens
<400> 4

?In Val GIn Leu gal GIn Ser Gly Ser $6u Leu Lys GIn Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr
20 25 30

Ala Leu His Trp Leu Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Leu Asn Thr Asn Thr Glu Asn Pro Thr Phe Ala GIn Gly Phe
50 55 60

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Thr Thr Ala Tyr

65 70 75 80

Leu GIn Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Met Val Val Pro Thr Thr Ile Trp Asn Tyr Tyr His
100 105 110

Phe Met Asp Val Trp Gly Asn Gly Thr Thr Val Thr Val Ser Ser



115 120 125

<210 5

1y 127

<212> PRT

<213> Homo sapiens

<400> 5

?In Val GIn Leu gal GIn Ser Gly Ser $6u Leu Lys GIn Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr
20 25 30

Ala Leu His Trp Leu Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Leu Asn Thr Asn Thr Glu Asn Pro Thr Phe Ala GIn Gly Phe
50 55 60

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Thr Thr Ala Tyr
65 70 75 80

Leu GIn Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Asp Met Val Val Pro Thr Thr Ile Trp Asn Tyr Tyr His
100 105 110

Phe Met Asp Val Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser
115 1 125

ly
20

<210> 6

211> 5

212> PRT

<213> Homo sapiens

<400> 6
?is Tyr Gly Leu Eis

10> 7

11> 17

<{212> PRT

<213> Homo sapiens



<4007 7

{rp Leu Asn Thr ésn Thr Glu Asn Pro {Br Phe Ala GIn Gly $Ee Thr

Gly

<210> 8

211> 18

212> PRT

<213> Homo sapiens

<400> 8

?Iy Asp Met Val gal Pro Thr Thr Ile {Bp Asn Tyr Tyr His ?Ee Met

Asp Val

210> 9

Q211> 5

212> PRT

<213> Homo sapiens

<400 9
?is Tyr Gly Leu Eis

<210> 10

11y 17

<{212> PRT

<213> Homo sapiens

<400> 10

{rp [le Asn Thr ésn Thr Gly Asn Pro 1Br Tyr Ala Gin Gly ?Ee Thr

Gly

10> 1

Q211> 18

212> PRT

<213> Homo sapiens

<400 11
Gly Asp Leu Val Val Pro Thr Thr Ile Trp Asn Tyr Tyr His Tyr Met



1

Glu Val

<210
<211
<212
<213

<4007

1

<210
<211
<212
213>

<400>

) 10 15
12
5
PRT
Homo sapiens
12

His Tyr Ala Leu gis

13

17

PRT

Homo sapiens

13

{rp Leu Asn Thr ésn Thr Glu Asn Pro {Br Tyr Ala GIn Gly ?26 Thr

Gly

<210
<211
<212
213>

<400>

14

18

PRT

Homo sapiens

14

?Iy Asp Met Val gal Pro Thr Thr lle {Bp Asn Tyr Tyr Tyr Tyr Met

Asp Val

<210
<211
<212
<213

<4007

1

210>

15

15

5

PRT

Homo sapiens

15

His Tyr Ala Leu gis

16



11y 17
<212> PRT
<213> Homo sapiens

<400> 16

yrp Leu Asn Thr ésn Thr Glu Asn Pro {Br Phe Ala GIn Gly ?Ee Thr

Gly

210> 17

211> 18

212> PRT

<213> Homo sapiens

<400> 17

?Iy Asp Met Val gal Pro Thr Thr Ile ¥5p Asn Tyr Tyr His ?Ee Met

Asp Val

<210> 18

Q211> 5

<{212> PRT

<213> Homo sapiens

<400> 18

?is Tyr Ala Leu Eis

<210> 19
Q11> 17

<212> PRT

<213> Homo sapiens

<400> 19

Irp Leu Asn Thr ésn Thr Glu Asn Pro {Br Phe Ala Gin Gly ?Ee Thr

Gly

<210> 20

211> 18

<{212> PRT

<213> Homo sapiens



<400> 20

?Iy Asp Met Val gal Pro Thr Thr lle {50 Asn Tyr Tyr His ?Ee Met

Asp Val

210> 21

211> 98

<{212> PRT

<213> Homo sapiens

<400> 21
?In Val GIn Leu gal GIn Ser Gly Ser $6u Leu Lys Lys Pro ?éy Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Ala Met Asn Trp Val Arg GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Thr Asn Thr Gly Asn Pro Thr Tyr Ala GIn Gly Phe
50 55 60

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr
65 70 75 80

Leu GIn Ile Cys Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg

210> 22

211> 98

<{212> PRT

<213> Homo sapiens

<400> 22
$|u Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Pro ?éy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30



Trp 1le Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser lle Ser Thr Ala Tyr
65 70 75 80

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg

210> 23

211> 329

212> PRT

<213> Homo sapiens

<400> 23
?Ia Ser Thr Lys gly Pro Ser Val Phe ?50 Leu Ala Pro Ser ?gr Lys

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110



10
Pro Ala Pro Glu Leu Gly Arg Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 220

[le
215
GIn Pro Arg Glu Pro GIn Val Tyr Thr Asp Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn GIn Val Ser Leu Thr Cys Glu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

GIn Lys Ser Leu ggg Leu Ser Pro Gly

<210> 24



11

11> 329

212> PRT

<{213> Homo sapiens

<400> 24

?Ia Ser Thr Lys gly Pro Ser Val Phe ?60 Leu Ala Pro Ser ?gr Lys

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
65 70 75 80

Tyr lle Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Leu Gly Arg Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205



Lys Ala Leu Pro Ala Pro
210

GIn Pro Arg Glu Pro GIn
225 230

Met Thr Lys Asn GAn Val

245

Pro Ser Asp Ile Ala Val
260

Asn Tyr Lys Thr Thr Pro

275

Leu Tyr Ser Lys Leu Thr

290

Val Phe Ser Cys Ser Val
305 310
GIn Lys Ser Leu Ser Leu

325
210> 25
211> 107
<212> PRT
<213> Homo sapiens
<400y 25

Gln

Asp Ile GIn Met Thr
1 5

Asp Arg Val Thr lle Thr
20

Leu Asn Trp Tyr GIn GlIn
35
Leu

Tyr Ala Ala Ser Ser
50

Ser Gly Ser Gly Thr Asp

12

[le Glu Lys Thr Ile Ser Lys Ala Lys Gly
215 220

Val Tyr Thr Lys Pro Pro Ser Arg Glu Glu

235 240

Ser Leu Lys Cys Leu Val Lys Gly Phe Tyr
250 255

Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
265 270

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
280 285

Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
295 300

Met His Glu Ala Leu His Asn His Tyr Thr
315 320

Ser Pro Gly

Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
10 15

Cys Arg Ala Ser GIn Ser lle Ser Ser Tyr
25 30

Lys ZBO Gly Lys Ala Pro Lys Leu Leu Ile

GIn Ser Gly Val Pro Ser Arg Phe Ser Gly
55 60

Phe Thr Leu Thr Ile Ser Ser Leu GIn Pro



13
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys GlIn GIn Ser Tyr Ser Thr Pro Pro
85 90 95

Thr Phe Gly GIn Gly Thr Lys Val Glu Ile Lys
100 105

<210> 26

Q11> N

<212> PRT

<213> Homo sapiens

<400> 26

?rg Ala Ser GlIn ger Ile Ser Ser Tyr %gu Asn

210> 27

Q) 1

212> PRT

<213> Homo sapiens

<400> 27

?Ia Ala Ser Ser %eu GIn Ser

210> 28

Q211> 9

212> PRT

<213> Homo sapiens

<400, 28
?In GIn Ser Tyr ger Thr Pro Pro Thr

<210> 29

211> 107

212> PRT

<213> Homo sapiens

<400> 29
?rg Thr Val Ala éla Pro Ser Val Phe {ée Phe Pro Pro Ser ?gp Glu

GIn Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
20 25 30



14

Tyr Pro Arg Glu Ala Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gin
35 40 45

Ser Gly Asn Ser GIn Glu Ser Val Thr Glu GIn Asp Ser Lys Asp Ser
50 55 60

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
65 70 75 80

Lys His Lys Val Tyr Ala Cys Glu Val Thr His GIn Gly Leu Ser Ser
85 90 95

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

<210> 30

11> 122

<212> PRT

<213> Homo sapiens

<400> 30

?In Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Pro ?éy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly 1le Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr |le Ser Ala Asp Lys Ser lle Ser Thr Ala Tyr
65 70 75 80

Leu Gin Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Lys Thr lle Val Gly Val Val Met Thr Ala Phe Asp Ile Trp
100 105 110



15

Gly GIn ? Thr Met Val Thr ¥g$ Ser Ser

ly
15

<210> 31

211> 122

<212> PRT

<213> Homo sapiens
<400 31

Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15
Ser Leu Lys lle Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr lle Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Val Arg GIn Thr Ile Val Ala Thr Val Met Asn Ala Phe Asp lle Trp
100 105 110

Gly GIn Gly Thr Thr Val Thr Val Ser Ser
115 120
<210> 32
Q11> 122
<212> PRT
<{213> Homo sapiens
<400> 32
?In Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Ser ?éy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Phe Ser Phe Thr Ser Tyr
20 25 30



16

Trp Ile Ala Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Phe Thr Thr Ala Tyr
65 70 75 80

Leu GIn Trp Asn Ser Leu Lys Ala Ser Asp Thr Ala Ile Tyr Tyr Cys
85 90 95

Ala Arg His Thr Ile Val Ala Thr |le Tyr Asn Ala Phe Asp Phe Trp
100 105 110

Thr Met Val Thr Val Ser Ser

Gly GIn Gly
115 120

<210> 33

Q11> 122

<212> PRT

<213> Homo sapiens

<400> 33

?In Val GIn Leu gal Gin Ser Gly Ala ?6u Val Lys Lys Pro ?éy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe |le Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly Ile Ile Trp Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60
GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser lle Asn Val Ala Tyr
65 75 80

70

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Leu Tyr Tyr Cys
85 90 95



17
Val Arg GIn Thr Ile Val Ala Thr Thr Gly Leu Ala Phe Asp Ile Trp
100 105 110

Gly GIn ? y Thr Leu Val Thr ¥gé Ser Ser

|
15
210> 34
211> 122
<{212> PRT
<213> Homo sapiens
<400> 34

Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 10 15
Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr lle Ser Ala Asp Lys Ser lle Asn Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg Arg Thr lle Val Ala Thr Ile His Trp Ala Ser Asp Tyr Trp
100 105 110

Gly GIn ? Thr Met Val Thr ¥g$ Ser Ser

ly
15

<2107 35

211> 5

<212> PRT

<{213> Homo sapiens

<400> 35
Ser Tyr Trp Ile Gly
1 )



<210> 36
Q11> 17
<212> PRT
<213> Homo

<400> 36
{Ie [le Tyr

Gly

210> 37
211> 13
<{212> PRT
<213> Homo

<400y 37

18

sapiens

Pro gly Asp Ser Asp Thr ?Eg Tyr Ser Pro Ser ?Ee GIn

sapiens

Lys Thr Ile Val Gly Val Val Met Thr Ala Phe Asp lle

1

<210> 38
211> 5
<212> PRT
<213> Homo

<400> 38
?er Tyr Trp

<210> 39
11y 17
212> PRT
<213> Homo

<400> 39
{Ie Ile Tyr

Gly

<210> 40
211> 13
212> PRT
<213> Homo

5 10

sapiens

[le Gly
5

sapiens

Pro gly Asp Ser Asp Thr ?Eg Tyr Ser Pro Ser ?Ee GIn

sapiens



19
<400> 40

?In Thr Ile Val éla Thr Val Met Asn ?6a Phe Asp Ile

210> 41

211> 5

<{212> PRT

<{213> Homo sapiens

<400> 41

?er Tyr Trp |le éla

210> 42

211> 17

<212> PRT

<213> Homo sapiens

<400> 42

{Ie [le Tyr Pro g|y Asp Ser Asp Thr ?Bg Tyr Ser Pro Ser Ege Gln

Gly

<210> 43

211> 13

<{212> PRT

<213> Homo sapiens

<400> 43

?is Thr |le Val éla Thr 1le Tyr Asn ?éa Phe Asp Phe

<210> 44

Q211> 5

<212> PRT

<213> Homo sapiens

<400> 44
Ser Tyr Trp Ile Gly
1 5

<210y 45
Q1> 17



20

<212> PRT

<{213> Homo sapiens

<400 45

[le Ile Trp Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe Gin
1 5 10 15

Gly

<210> 46

211> 13

<212> PRT

<213> Homo sapiens

<400> 46

?In Thr 1le Val éla Thr Thr Gly Leu ¢6a Phe Asp |le

47
5
PRT

2
2
2
2 Homo sapiens

NN
LoMn—OoO
AV Ve Ve

<400> 47

?er Tyr Trp lle gly

<210> 48
11y 17
<212> PRT
<213> Homo sapiens

<400> 48

{Ie [le Tyr Pro gly Asp Ser Asp Thr ?Bg Tyr Ser Pro Ser ?Ee GIn

Gly

<210> 49

211> 13

<212> PRT

<213> Homo sapiens

<400> 49



21
?rg Thr Ile Val Ala Thr Ile His Trp ?6a Ser Asp Tyr

<210> 50
211> 381
<212> DNA
<213> Homo

<220
<221> CDS
222> (1),

<400> 50
cag gtg cag
?In Val GlIn

gtg
Val

tca
Ser

aag
Lys

cat
His
35

cte

get ttg
Leu

gga teg
Trp
50

aca gga
Thr
65

ceg
Gly Arg

cag atc
GIn lle

ctg
Leu

gCcg aga ggg
Ala Arg Gly

ttc atg gac
Phe Met Asp
115

> 51

> 381
<212> DNA

> Homo

<2207

<2217 CDS
222> (1)..

Leu Asn

5

sapiens

. (381)

gtg caa
gal GIn

ctg
Leu

gtt
Val
20

tcc tgt
Ser Cys

teg g
Trp

g cga
VaI Arg

acc aac
Thr Asn

aac

ttt gtc
Phe Val

ttc
Phe
70

ctg
Leu

agc
Ser
85

age
Ser

atg gta
Met Val

gat
Asp
100

gtc teg gec
Val Trp Gly

sapiens

(381)

tct
Ser

tct ggg
Ser Gly

tct
Ser
25

aag gct
Lys Ala

cct
Pro

cag gcc
GIn Ala
40

act
Thr
55

gag aac
Glu Asn

ttg gac
Leu Asp

tcc
Ser

aag gct
Lys Ala

gag
Glu

act
Thr
105

gta
Val

cceg
Pro

aac
Asn

ggc acc ¢

120

gag
Glu
10

gea

tte
Leu

aag
Lys

tac acc

Gly Tyr Thr

gga
Gly

cca

Pro Thr

acc
Thr

gac
Asp
90

act
Thr

caa
GlIn

g88
Gly

ttt
Phe
60

gtc
Val

acg

tct
Ser
75

act gcc
Thr Ala

ata teg
Ile Trp

g gtc acc

Gly Thr Leu Val Thr

cag
Gin

ttc
Phe

ctt
Leu
45

gce
Ala

acc
Thr

gta
Val

aac
Asn

gtc
Val
125

cct ggeg gce
Pro ?éy Ala

act cac tat
Thr His Tyr
30

gag tgg atg
Glu Trp Met

cag ggc ttc
GIn Gly Phe

acg gca tat
Thr Ala Tyr
80

tat tac tgt
Tyr Tyr Cys
95

tac tac cac
Tyr Tyr His
110

tcg agt
Ser Ser

48

96

144

192

240

288

336

381



<400> 51
cag gtg cag
?In Val GIn

tca
Ser

aag
Lys

=<0
0 e~
—0Q

tta
Leu

cat
His
35

gga tgg atc
Ile

aca gga
Thr
65

Ccgg
Arg

ctg
Leu

gcg aga
Ala Arg

tac atg gag
Tyr Met Glu
115

52
381
DNA
Homo

CDS

<400> 52
cag gtg cag
?In Val GIn

tca gtg atg
Ser Val Met

gct ttg cat
Ala Leu His
35

gtg caa
gal GIn

ctg
Leu

gtt
Val
20

tgg
Trp

tgc
Cys

tcc
Ser

cga
Arg

<0Q
QO ~+
—0Q

aac
Asn

acc
Thr

aac
Asn

ttt gte
Phe Val

ttc
Phe
70

cta
Leu

agc
Ser
85

tta
Leu

agc
Ser

gta
Val

gat
Asp
100

gtc tgeg ggc
Val Trp Gly

sapiens

. (381)

ctg gtg caa
Leu gal Gln

gtt tcc tec
Val Ser Cys
20

tgg gtg cgc
Trp Val Arg

tct ggg tct
Ser Gly Ser

aag gect tct
Lys Ala Ser
25

cag gcc cct
GIn Ala Pro
40

act ggg aac
ggr Gly Asn

tcc ttg gac
Ser Leu Asp

aag gct gaa
Lys Ala Glu

gta cca act
Val Pro Thr
105

aaa ggc acc
Lys Gly Thr
120

tct geg tct
Ser Gly Ser

aag gct tct
Lys Ala Ser
25

cag gcc cct

22

ag ttg
u Leu

gga tac
Tyr

cca
Pro

acg
Thr

tet
Ser
75

act
Thr

acc
Thr

gac
Asp
90

act ata
Thr

gtc
Val

ctg
Leu

gag ttg
Glu Leu
10

gga tac
Gly Tyr

gga caa g

aag
Lys

acc
Thr

tat
Tyr
60

gte
Val

teg
Trp

acc
Thr

aag
Lys

acc
Thr

ttc
Phe

aac
Asn

gtc
Val
125

aag
Lys

ttc
Phe

g ctt

gtc
Val

cct
Pro

geg
Gly
15

tat
Tyr

act
Thr
30

gag teg ate
Glu Trp Met

cac
His

¢ ttc

ca
Gln Phe

tat
Tyr
80

tgt
Cys

acg gca
Thr Ala

tat
Tyr

tac
Tyr
95

tac cac
Tyr His

tac
110

agt
Ser

tcg
Ser

cct
Pro

888 8CC
Gly Ala
15

act cac tat
Thr His Tyr
30

gag teg atg

GIn Ala Pro Gly GIn Gly Leu Glu Trp Met
40 45

48

96

144

192

240

288

336

381

48

96

144



gga tgg ctc
Gly Trp Leu
50

aca gga ceg
Thr Gly Arg
65

ctg cag atc
Leu GIn Ile

gcg aga ggg
Ala Arg Gly

tac atg gac
Tyr Met Asp
115

> 53
211> 381

> DNA

> Homo

<221> (DS

Q22> ).,

<400 53
cag gtg cag
?In Val GIn

tca gtg aag
Ser Val Lys

get ttg cat
Ala Leu His
35

gga tgg ctc
Gly Trp Leu
50

aca gea cgt
ggr Gly Arg

ctg cag atc
Leu GIn Ile

aat acc
Asn Thr

ttt gtc
Phe Val

aac asc
Asn Ser
85

gat atg
Asp Met
100

gtc tgg
Val Trp

sapiens

(381)

ctg gtg
Leu gal

gtt tcc
Val Ser
20

tgg ttg
Trp Leu

aac acc
Asn Thr

ttt gtc
Phe Val

agc agc
Ser Ser
85

23
aac act gag aat cca acg tat gcc cag
Asn Egr Glu Asn Pro Thr gﬁr Ala GIn

ttc tcc ttg gac acc tct gtc acc acg

g8C
Gly

gca

Phe Ser Leu Asp Thr Ser Val Thr Thr Ala

70 75

cta aag gct gag gac act gcc gtg tat
Leu Lys Ala Glu ggp Thr Ala Val Tyr

gta cca act act ata tgg aac tac
Val Val Pro {Bg Thr Ile Trp Asn {¥5

ggc aaa ggg acc acg gtc acc gtc tcg
Gly Lys Gly Thr Thr Val Thr Val Ser

120 125

caa tct ggg tct gag ttg aag cag cct
GIn Ser Gly Ser Glu Leu Lys GIn Pro

tet aag get tct gga tac acc ttc act
Cys Lys Ala ggr Gly Tyr Thr Phe gBr

cga cag gcc cct gga caa ggg ctt gag
Arg GIn ﬁéa Pro Gly GIn Gly kgu Glu

aac act gag aac cca acg ttt gcc cag
Asn ggr Glu Asn Pro Thr gge Ala GIn

ttc tct ttg gac acc tct gtc acc acg
?He Ser Leu Asp Thr §gr Val Thr Thr

ctg aag gct gag gac act gcc gta tat
Leu Lys Ala Glu égp Thr Ala Val Tyr

tac
Tyr
95

tac
Tyr

agt
Ser

g8g
Gly
15

cac
His

tgg
Trp

ggc
Gly

gca
Ala

tac
Tyr
95

ttc
Phe

tat
Tyr
80

tgt
Cys

tac
Tyr

tat
Tyr

atg
Met

ttc
Phe

tat
Tyr
80

tgt
Cys

192

240

288

336

381

48

96

144

192

240

288



gcg aga ggg gat atg gta gta
Ala Arg Gly Asp Met Val Val

ttc atg gac
Phe Met Asp
115

<210> 54
211> 381
<212> DNA
<213> Homo

<220

<221> CDS

Q22> ().,

<400> 54
cag gtg cag
?In Val Gln

gtg
Val

tca
Ser

aag
Lys

cat
His
35

cte
Leu

get tig
Leu

gga tgg
Trp
50

aca gga cgt
Thr Gly Arg
65

ctg
Leu

cag atc
GIn Ile

gce
Ala

aga ggg
Arg Gly

ttc atg gac

115
<210y 55

211> 321
<212> DNA

100

gtc tgg g8c aac
Val Trp Gly Asn

sapiens

(381)

ctg
Leu

gtt
Val
20

teg
Trp

aac
Asn

ttt
Phe

a8c
Ser

gat
Asp
100

gtc t

gtg caa
gal Gln

tcc tgt
Ser Cys

ttg cga
Leu Arg

acc aac
Thr Asn

ttc
Phe
70

gtc
Val

ctg
Leu

agc
Ser
85

atg gta
Met Val

105

120

tet
Ser

ggg tct
Gly Ser

get tct
Ala Ser
25

aag
Lys

gce cct
Ala Pro
40

cag
Gln

act
Thr
55

tct
Ser

gag aac
Glu Asn

ttg gac
Leu Asp

t gag
Ala Glu

aag g
Lys

ccg act
Pro Thr
105

gta
Val

C cag ggg acc a
120

gag

cca
Pro

acc
Thr

gac
Asp
90

act
Thr

24

tte

Leu

a tac
Tyr

acg

Thr

tct

Ser
79

act

Thr

ata
Ile

cg gtc

125

aag cag
Lys Gln

acc ttc
Thr Phe

a ggg ctt

Gly Leu
45

ttt gcc
Phe Ala
60

gtc acc
Val Thr

gcee gta
Ala Val

tgg aac
Trp Asn

acc gtc
125

ccg act act ata tgg aac tac tac cac
Pro Thr Thr lle Trp Asn ¥¥6 Tyr His

ggg acc acg gtc acc gtc tcg agt
Gly Thr Thr Val Thr Val Ser Ser

cct ggeg gcc
Pro ?éy Ala

act cac tat
Thr His Tyr
30

gag tgg atg
Glu Trp Met

cag ggc ttc
GIn Gly Phe

acg gca tat
Thr Ala Tyr
80

tat tac tgt
Tyr Tyr Cys
95

tac tac cac
Tyr Tyr His
110

tce agt

ge g
Phe Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

336

381

48

96

144

192

240

288

336

381



<213> Homo

<220y
<221> CDS
Q22> (1)..

<400> 55
gac atc cag
?sp [le GIn

gac aga gtc
Asp Arg Val

tta aat tgg
Leu Asn Trp
35

tat gct gca
Tyr Ala Ala
50

agt gga tct
Ser Gly Ser
65

gaa gat ttt
Glu Asp Phe

acg ttc ggc caa

Thr Phe Gly

<210> 56

<211> 366
<212> DNA
<213> Homo

<2207
<221> CDS
Q22> ().,

<400> 56
cag gtg cag
?In Val GIn

tct ctg aag
Ser Leu Lys

tgg atc ggc

sapiens

(321)

atg
Met

acc atc
Thr
20

tat
Tyr

agt
Ser

tce
Ser

Thr

sapiens

(366)

ctg gteg
Leu gal

atc tcc
[le Ser
20

teeg gte

act
Thr

cag
GIn

ttg
Leu

gat
Asp
70

tac
Tyr

acc
Thr

cag
GIn

tgt
Cys

Cgc

tct
Ser

cca tcc
Pro Ser

tec ceg gca
Cys Arg ééa

aaa
Lys

cca ggg
Pro Gly
40

agt geg
Ser Gly

caa
GlIn
55

ttc
Phe

act ctc
Thr Leu

tgt caa
Cys GIn

tac
Tyr

aag
Lys Val Glu
105

tct ggg gce
Ser Gly Ala

aag ggt tct
Lys Gly Ser
. 25

cag atg ccc

gtg gag atc

25

ctg tct
Leu Ser

tce
Ser
10

agt
Ser

cag asc
GIn Ser

gee cct
Ala Pro

aaa
Lys

cca tca
Pro Ser
60

atc agc
Ile Ser
75

acc
Thr

agt tac
Ser Tyr

cag
GIn
90

aaa
Lys

gag gtg aaa
?6u Val Lys

gga tac agc
Gly Tyr Ser

888 aaa 88C

aag
Lys
45

age
Arg

agt
Ser

agt
Ser

aag
Lys

a tct gta

Ser Val
15

agc
Ser
30

age
Ser

ctg atc
Leu

ctc
Leu

ttc
Phe

agt
Ser

cct
Pro
80

ctg caa
Leu Gin

cct
Pro
95

acc
Thr

cca
Pro

cce
Pro

geg gag
Gly Glu
15

acc agc tac
Thr Ser Tyr
30

gag teg atg

48

96

144

192

240

288

321

48

96

144



26
Trp lle gly Trp Val Arg GIn Met Pro Gly Lys Gly hgu Glu Trp Met

40
geg a ¢ tat cct ggt gac tct gat acc aga tac agc ccg tcc tic 192
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60
caa ggc cag gtc acc atc tca gcc gac aag tcc atc agc acc gcc tac 240
GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser lle Ser Thr Ala Tyr
65 70 79 80
ctg cag tgg agt agc ctg aag gcc tcg gac acc gec ata tat tac tgt 288
Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala |le Tyr Tyr Cys
85 90 95
gcg aga aag acg att gtt gea gtg gtt atg ace get ttt gat atc teg 336
Ala Arg Lys Thr Ile Val Gly Val Val Met Thr Ala Phe Asp Ile Trp
100 105 110
ggc caa geg aca atg gtc acc gtc tcc ast 366
Gly GIn Gly Thr Met Val Thr Val Ser Ser
115 120
<210> 57
<211> 366
<212> DNA
<213> Homo sapiens
<220>
<221> (DS
222> (1).. (366)
<400> 57
gag gtg cag ctg gteg cag tct gga gca gag gtg aaa aag ccC 8288 gag 48
Glu Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu

1 5 10 15

tct ctg aag atc tcc tgt aag ggt tct gga tac agec ttt acc agc tac 96
Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr

20 25 30
tgg atc ggc tgg gtg cgc cag atg ccc ggg aaa ggc ctg gag tgg ateg 144
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
geg atc atc tat cct ggt gac tct gat acc aga tac agc ccg tcc tte 192
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

caa ggc cag gtc acc atc tca gcc gac aag tcc atc agc acc gcc tac 240
GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser [le Ser Thr Ala Tyr

65 70 75 80

cte cag tgg agc agc ctg aag gcc tcg gac acc gecc atg tat tat tgt 288

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys



85

27
90

95

gtg cga cag act ata gtg gct acg gta atg aat gct ttt gat atc tge
Val Arg GIn Thr Ile Val Ala Thr Val Met Asn Ala Phe Asp I|le Trp

gec caa g8g
Gly Gln Gly
115

<210> 58
<211> 366
<212> DNA
<213> Homo

<220
<221> CDS
222> (1)..

<400> 58
cag gtg cag
?In Val GIn

tct
Ser

ctg
Leu

aag
Lys

tgg atc
Trp

8CC
35

atc atc
[le
50

88C
Gly

geg
Gly

caa
Gln
65

ctg ca
Leu

g tgg

g aga cat

gc
Ala Arg
caa

ggc 444

100

105

acc acg gtc acc gtc tcc agt
Thr Thr Val Thr Val Ser Ser

sapiens

(366)

ctg
Leu

atc
Ile
20

teg

[le Ala Trp V

tat

Ile Tyr

cag gtc
Gln Val

aac

GIn Trp Asn

act

His Thr

100

aca

gtg cag
gal Gln

tgt
Cys

tce
Ser

gtg cgc
al Arg

cct ggt
Pro

atc
Ile
70

acc
Thr

ctg
Leu

agc
Ser
85

ata gtg
[le Val

atg gtc

120

tct ggg gca
Ser Gly Ala

tct
Ser
25

aag ggt
Lys Gly

cag atg
GIn Met
40

cce
Pro

gac tct gat

55
tca gcc gac
Ser Ala Asp

tcg
Ser

aag gcc
Lys Ala

gct acg ata
Ala Thr lg

— —
(]

acc gtc tcc

gag gtg aaa
?6u Val Lys

gga ttc agc
Gly Phe Ser

ggeg aaa ggc
Gly Lys Gly

acc aga tat

Gly Asp Ser Asp Thr Arg Tyr

60
aag tcc ttc
Lys Ser Phe

75

gac acc gcc
Asp Thr Ala
90

tac aat gct
Tyr Asn Ala

agt

Gly GIn Gly Thr Met Val Thr Val Ser Ser

115

<210> 59
<211> 366

120

aag
Lys

ttt
Phe

ctg
Leu

45

agc
Ser

acc
Thr

110

tcc geg
Ser Gly
15

gag
Glu

acc agc tac
Thr Ser Tyr
30

gag tgg atg
Glu Trp Met

ttc
Phe

ccg tec
Pro Ser

acc gcc tac
Thr Ala Tyr
80

tgt
Cys

tat tac
Tyr Tyr
95

gat ttc tgg
Asp Phe Trp
110

336

366

48

96

144

192

240

288

336

366



<212
213>

DNA
Homo

<220
<2212 CDS
Q22> (1)..

<400> 59
cag gtg cag
?In Val GIn

tct
Ser

ctg
Leu

aag
Lys

tgg atc
Trp lle

gec
Gly
35
ggg atc atc
Gly

caa ggc
GlIn
65

ctg cag
Leu

<210> 60
<211> 366
<212> DNA
<213> Homo

<220
<221 CDS
222y ().

<400> 60
gag gtg cag
?Iu Val Gln

a acg ?ft

sapiens

(366)

ctg gtg cag
Leu gal Gin

tcc tgt
Ser Cys

atc
Ile
20

gtg cec
Val Arg

tgg
Trp

cct ggt
Pro Gly

teg
Trp

atc
Ile
70

acc
Thr

gtc
Val

ctg
Leu

agc
Ser
85

agc
Ser

=<0qQ
O —~+
—0q

Thr
100

acc
Thr Leu

€

ctg gtc

sapiens

(366)

ctg gtg cag tct gga gca gag gtg aaa aag ccc ggg gag
Val GIn Ser Gly Ala ?6u Val Lys Lys Pro Gly Glu

Leu
5

tct gegg gca
Ser Gly Ala

tct
Ser
25

cce
Pro

aag ggt
Lys Gly

cag atg
GIn Met
40

gac tct gat
Asp Ser Asp
55

tca gcc gac
Ser Ala Asp

tcg
Ser

aag gcc
Lys Ala

act
Thr
105

tce

gct acg
Ala Thr

acc gtc
120

28

gag gt
Glu Va
10

g aaa
[ Lys

ast
Ser

gga tac
Gly Tyr

ggg aaa ggc
Gly Lys Gly

acc aga tac
Thr Arg Tyr
60

aag tcc atc
Lys Ser
75

gac acc gcc
Asp Thr Ala
90

geg cit gct
Gly Leu Ala

agt

Val Thr Val Ser Ser

aag
Lys

ctg
Leu
45

agt
Ser

ccc geg gag
Pro ?éy Glu

atc agc tac
[le Ser Tyr
30

gag tgg atg
Glu Trp Met

ccg tee ttc
Pro Ser Phe

tat tat tgt
Tyr Tyr Cys
95

gat atc tgg
Asp Ile Trp
110

15

48

96

144

192

240

288

336

366

48



tct ctg aag
Ser Leu Lys

tgg atc ggc
Trp lle Gly

ggg atc atc
Gly lle lle

caa gec ¢
Gln Gly GIn
65

ctg cag tgg
Leu GIn Trp

gcg aga cgg
Ala Arg Arg

gec cag ggg
Gly GIn Gly
115

<210> 61
Q11> N
212> PRT
<213> Homo
<400> 61
{rp Gly Lys

<210> 62
Q11> 122
212> PRT
<213> Homo
<4007 62

?In Val GIn
Ser Leu Lys

Trp Ile Gly
35

atc tcc
[le Ser
20

teg gtg
Trp Val

tat cct gat

Tyr Pro

gtc acc
Val Thr

agc agc
Ser Ser
85

acc ata
Thr 1le
100

aca atg
Thr Met

sapiens

Gly Thr
5

sapiens

Leu Val
)

[le Ser
20

Trp Val

tgt aag
Cys Lys

cgc cag
Arg Glin

gac

atc tca
lle Ser
70

ctg aag
Leu Lys

gtc acc
Val Thr

Thr Val

GIn Ser

Cys Lys

Arg GlIn

get
Gly

atg
Met
40

tct
Ser

Thr

Gly

Gly

Met
40

29
tct gga tac agc ttt aca agt tat
ggr Gly Tyr Ser Phe ggr Ser Tyr

CcCC ggg aaa ggc ctg gag tgg atg
Pro Gly Lys Gly hgu Glu Trp Met

gat acc aga tac agc ccg tcc ttc
Asp Thr Arg gﬁr Ser Pro Ser Phe

gat aag tcc atc aac acc gcc tac
Asp Lys ;Er [1e Asn Thr Ala gﬁr

tcg gac acc gcc atg tat tac tgt
Ser ggp Thr Ala Met Tyr g%r Cys

att cac teg gct tct gac tac tgg
{62 His Trp Ala Ser ??8 Tyr Trp

tcc agt
Ser Ser

Val Ser Ser
10

Ala ? u Val Lys Lys Pro ?éy Glu

I
0
Ser Gly Tyr Ser Phe Thr Ser Tyr
25 30

Pro Gly Lys Gly hgu Glu Trp Met

96

144

192

240

288

336

366



30

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 59 60

GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Ile Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala lle Tyr Tyr Cys
85 90 95

Ala Arg Lys Thr Ile Val Gly Val Val Met Thr Ala Phe Asp lle Trp
100 105 110

Gly Arg ?{% Thr Met Val Thr Val Ser Ser

120
<210> 63
Q211> 122
<212> PRT
<213> Homo sapiens
<400> 63
?Iu Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Pro ?éy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60 ‘
GIn Gly GIn Val Thr lle Ser Ala Asp Lys Ser |le Ser Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Val Arg GIn Thr Ile Val Ala Thr Val Met Asn Ala Phe Asp lle Trp
100 105 110



31

Gly Arg Gly Thr Thr Val Thr Val Ser Ser
115 120
<210> 64
211> 122
<212> PRT
<213> Homo sapiens
<400> 64
?In Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Ser ?gy Glu

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Phe Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Ala Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

GIn Gly GIn Val Thr lle Ser Ala Asp Lys Ser Phe Thr Thr Ala Tyr
65 70 75 80

Leu GIn Trp Asn Ser Leu Lys Ala Ser Asp Thr Ala lle Tyr Tyr Cys
85 90 95

Ala Arg His Thr Ile Val Ala Thr Ile Tyr Asn Ala Phe Asp Phe Trp
100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 120
<210 65
11> 122
<212> PRT
<213> Homo sapiens
<4007 65
?In Val GIn Leu Xal GIn Ser Gly Ala $6u Val Lys Lys Pro ?éy Glu

Ser Leu Lys lle Ser Cys Lys Gly Ser Gly Tyr Ser Phe lle Ser Tyr
20 25 30



32
Trp Ile Gly Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45

Gly Ile lle Trp Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60

Gin Gly GIn Val Thr Ile Ser Ala Asp Lys.Ser Ile Asn Val Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Val Arg GIn Thr |le Val Ala Thr Thr Gly Leu Ala Phe Asp Ile Trp
100 105 110

Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 120

66

122

PRT
Homo sapiens

NN

21
21
21
21

Lrn—O
VNV NNV

<4007 66
?Iu Val GIn Leu gal GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Glu

10 15
Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30
Trp Ile Gly Trp Val Arg GIn Met Pro Gly Lys Gly Leu Glu Trp Met
35 40 45
Gly Ile Ile Tyr Pro Gly Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe
50 55 60
GIn Gly GIn Val Thr Ile Ser Ala Asp Lys Ser Ile Asn Thr Ala Tyr
65 70 75 80

Leu GIn Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys
85 90 95

Ala Arg Arg Thr Ile Val Ala Thr Ile His Trp Ala Ser Asp Tyr Trp



33

100 105 110

Gly Arg Gly Thr Met Val Thr Val Ser Ser

115 120
<210> 67
211> 4
<212> PRT
213> Artificial Sequence
<400> 67

?Iy Lys Lys Ala

<210> 68

21> 5

<212> PRT

<{213) Artificial Sequence

<400, 68
?Iy Lys Ala Lys éla

<210> 69

11y 4

212> PRT

213> Artificial Seauence

<400> 69
?Iy Arg Arg Ala

<210> 70

211> 5

212> PRT

<{213> Artificial Seauence

<400> 70

?Iy Arg Ala Arg éla

Q10> 1

211> 331

<212> PRT

<213> Homo sapiens

<400> T1



?Ia Ser Thr Lys gly

Ser Thr Ser Gly Gly
20
Phe Pro Glu Pro Val
35

Gly Val His Thr Phe
50

Leu Ser Ser Val Val
65

Tyr lle Cys Asn Val
85

Arg Val Glu Pro Lys
100

Pro Ala Pro Glu Leu
115

Lys Pro Lys Asp Thr
130

Val Val Val Asp Val
145

Tyr Val Asp Gly Val
165

Glu GIn Tyr Asn Ser
180

His Gln Asp Trp Leu
195

Lys Ala Leu Pro Ala
210

Pro Ser

Thr Ala

Thr

Val

Pro

Thr
70

Val
Asn His
Ser Cys

Gly Arg

Met
135

Leu
His
Glu Val
Thr Tyr
Gly

Asn

Pro Ile
215

34
Val Phe ?50 Leu Ala

Ala Leu Gly Cys Leu
25

Ser Trp Asn Ser Gly
40

Val Leu GIn Ser Ser
60

Pro Ser Ser Ser Leu
75

Lys Pro Ser Asn Thr
90

Asp Lys Thr His Thr
105

Gly Pro Ser Val Phe
120

[le Ser Arg Thr Pro
140

Glu Asp Pro Glu Val
155
His Asn Ala Lys Thr
170
Arg Val Val Ser Val
185

Lys Glu Tyr Lys Cys
200

Glu Lys Thr Ile Ser

220

Pro Ser Ser Lys
15

Val Lys Asp Tyr

30

Ala
45

Leu Thr Ser

Gly Leu Tyr Ser

Gln Thr

80

Gly Thr

Val Asp Lys

95

Lys

Pro Pro Cys

110

Cys

Leu Phe Pro Pro

125

Glu Val Thr Cys

Phe Asn Trp

160

Lys

Pro Arg Glu

175

Lys

Thr
190

Leu Val Leu

Lys Val Ser Asn
205

Lys Ala Lys Gly



GIn Pro Arg Glu Pro GIn Val
225 230

Met Thr Lys Asn GIn Val Ser
245

Pro Ser Asp lle Ala Val Glu
260

Asn Tyr Lys Thr Thr Pro Pro
275

Leu Tyr Ser Lys Leu Thr Val
290 295

Val Phe Ser Cys Ser Val Met
305 310

GIn Lys Ser Leu Ser Leu Ser

325
210> 72
211> 334
<212> PRT
<213> Homo sapiens
<400y 72

?Ia Ser Thr Lys gly Pro Ser

Ser Thr Ser géy Gly Thr Ala

Phe Pro géu Pro Val Thr Val

Gly Val His Thr Phe Pro Ala
50 , 55

Leu Ser Ser Val Val Thr Val
65 70

Tyr Ile Cys Asn ggl Asn His

35
Tyr Thr Lys Pro
235

Leu Lys Cys Leu
250

Trp Glu Ser Asn
265

Val Leu Asp Ser
280

Pro Ser Arg Glu Glu
240

Val Lys Gly Phe Tyr
255

Gly GIn Pro Glu Asn
270

Asp Gly Ser Phe Phe
285

Asp Lys Ser Arg Trp Gin GIn Gly Asn

His Glu Ala Leu
315

Pro Gly Lys Gly
330

Val Phe Pro Leu
10

Ala Leu Gly Cys
25

Ser Trp Asn Ser
40
Val Leu GIn Ser

Pro Ser Ser Ser
75

Lys Pro Ser Asn
90

300

His Asn His Tyr Thr
320

Ala Pro Ser Ser Lys
15
Leu Val Lys Asp Tyr
30
Gly Ala Leu Thr Ser
45
Ser Gly Leu Tyr Ser
60

Leu Gly Thr GIn Thr
80

Thr Lys Val Asp Lys
95



Arg Val Glu Pro Lys Ser Cys Asp %ag Thr His Thr Cys

100

Pro Ala Pro Glu
115

Lys Pro Lys Asp
130

Val Val Val Asp
145

Tyr Val Asp Gly

Glu GIn Tyr Asn
180

His Gln Asp Trp
195

Lys Ala Leu Pro
210

Gin Pro Arg Glu
225

Met Thr Lys Asn
Pro Ser Asp lle
260

Asn Tyr Lys Thr
275

Leu Tyr Ser Lys
290

Val Phe Ser Cys
305

Leu
Thr

Val

Ser
Leu
Ala
Pro
g
Ala
Thr
Leu

Ser

36

Gly Arg Gly Pro Ser Val Phe
120

Leu Met Ile Ser Arg Thr Pro
135 140

Ser His Glu Asp Pro Glu Val
150 155

Glu Val His Asn Ala Lys Thr
170

Thr Tyr Arg Val Val Ser Val
185

Asn Gly Lys Glu Tyr Lys Cys
200

Pro Ile Glu Lys Thr Ile Ser
215 220

GIn Val Tyr Thr Lys Pro Pro
230 235

Val Ser Leu Lys Cys Leu Val
250

Val Glu Trp Glu Ser Asn Gly GIn
265

Pro Pro Cys
110

Leu Phe Pro Pro

125

Glu Val Thr Cys

Phe Asn Trp
160

Lys

Pro Arg Glu
175

Lys

Thr Val Leu
190

Leu

Lys Val Ser Asn

205

Lys Ala Lys Gly

Arg Glu Glu
240

Ser

Gly Phe Tyr
255

Lys

Pro Glu Asn
270

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
280 285

Thr Val Asp Lys Ser Arg Trp Gin Gln Gly Asn
295 300

Val Met His Glu Ala Leu His Asn His Tyr Thr
310 315

320



Gin Lys Ser Leu Ser
325

10> 73

211> 335

<212> PRT

<213> Homo sapiens

<4007 73
?Ia Ser Thr Lys gly

Ser Thr Ser Gly Gly
20
Phe Pro Glu Pro Val
35
Gly Val His Thr Phe
50
Leu Ser Ser Val Val
65
Tyr Ile Cys Asn Val
85
Arg Val Glu Pro Lys
100
Pro Ala Pro Glu Leu
115
Lys Pro Lys Asp Thr
130
Val Val Val Asp Val

145

Tyr Val Asp Gly Val
165

Glu GIn Tyr Asn Ser

37

Leu Ser Pro Gly Lys Gly Lys Lys Ala
330

Pro Ser Val Phe Pro Leu Ala Pro Ser ?gr Lys
Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
25 30

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
40 45

Pro Ala Val Leu GIn Ser Ser Gly Leu Tyr Ser
55 60

Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
70 75 80
Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
90 95
Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
105 110

Gly Arg ? Pro Ser Val Phe %gg Phe Pro Pro

ly

20

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
135 140

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
150 155 160

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
170 175

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
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180 185 190

His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

GIn Pro Arg Glu Pro GIn Val Tyr Thr Lys Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn GIn Val Ser Leu Lys Cys Leu Val Lys Gly Phe Tyr
: 245 250 , 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

" Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys Gly Lys Ala Lys Ala
2 330 335

210> 74
211> 334
212> PRT
<213> Homo sapiens
<400> 74

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45



Gly Val
50

Leu Ser Ser

65

Tyr Ile Cys

Arg Val Glu

Pro Ala Pro Glu Leu Gly Arg ?

115

Pro Lys
130

Lys

Val Val Val
145

Tyr Val Asp

Glu GIn Tyr

His Gln Asp

195

Lys Ala
210

Leu

225

Met Thr Lys

Pro Ser Asp

Val Val

Asn Val

Pro Lys

Asp Thr

Asp Val

Gly Val

05

Thr Val Pro
70

Asn His Lys
85

Ser Cys Asp

ly

20

Leu Met Ile
135

Ser His Glu
150

Glu Val His
165

Asn Ser Thr Tyr Arg

Trp Leu Asn Gly Lys

200

Pro Ala Pro lle Glu

215

GIn Pro Arg Glu Pro Gln Val Tyr
230

Asn GIn Val Ser Leu

245

Iée Ala Val Glu Trp

39

His Thr Phe Pro Ala Val Leu GIn Ser Ser

60

Ser Ser Ser Leu
Pro Ser Asn Thr
90

Lys Thr His Thr
105

Pro Ser Val Phe

Ser Arg Thr Pro
140

Asp Pro Glu Val
155

Asn Ala Lys Thr
170

Val Val Ser Val
185

Glu Tyr Lys Cys

Lys Thr lle Ser
220

Thr Lys Pro Pro
235

Lys Cys Leu Val
250

Gly Leu Tyr Ser
Gly Thr GIn Thr
80
Lys Val Asp Lys
95
Cys Pro Pro Cys
110

Leu Phe Pro Pro
125

Glu Val Thr Cys

Lys Phe Asn Trp
160

Lys Pro Arg Glu
175

Leu Thr Val Leu
190

Lys Val Ser Asn
205

Lys Ala Lys Gly

Ser Arg Glu Glu
240

Lys Gly Phe Tyr
255

Glu Ser Asn Gly GIn Pro Glu Asn

265

270



Asn Tyr Lys
275

Leu Tyr Ser
290

Val Phe Ser
305

GIn Lys Ser

210> 75
211> 335
<212> PRT
<213> Homo
<400> 75
?Ia Ser Thr

Ser Thr Ser

Phe Pro Glu
35

Gly Val His
50

Leu Ser Ser
65

Tyr lle Cys

Arg Val Glu

Pro Ala Pro
115

Lys Pro Lys
130

40
Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
280 285

Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
310 315 320

Leu Ser Leu Ser Pro Gly Lys Gly Arg Arg Ala
325 330

sapiens

Lys gly Pro Ser Val Phe Pro Leu Ala Pro Ser ?gr Lys

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr

20 25 30

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
40 45

Thr Phe Pro ééa Val Leu Gln Ser ggr Gly Leu Tyr Ser

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr GIn Thr
70 75 80

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110 :

Glu Leu Gly Arg Gly Pro Ser Val Phe Leu Phe Pro Pro
120 125

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
135 140
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Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu GIn Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190
His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly

Lys Ala
210 215 220

GIn Pro Arg Glu Pro GIn Val Tyr Thr Lys Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn GIn Val Ser Leu Lys Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp GIn GIn Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr

305 310 315 320
GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys Gly Arg Ala Arg Ala
325 330 335
210> 76
<211) 366
<212> DNA
<213> Homo sapiens
220>

<221> CDS



<2225

<400> 76
cag gtg cag
?In Val GIn

tct
Ser

ctg
Leu

aag
Lys

tgg atc
Trp lle

gec
Gly
35

ggg atc atc
Gly

caa
Gln
65

gec
Gly

tgg
Trp

ctg
Leu

aag
Lys

ggg
Gly
115

> 17
> 366
> DNA
> Homo

<2207
<221> (DS
222> (1)..

400y 77
gag gtg cag
?Iu Val GlIn

tct ctg aag
Ser Leu Lys

tgg atc gsc

Trp lle Gly Trp Val Arg GIn Met Pro Gly Lys

ctg
Leu

atc
[le
20

teg
Trp

tat
Tyr

gtc
Val

agt
Ser

acg
Thr
100

aca

(1).. (366)

gte
Val
5

tce
Ser

gtg
Val

cct
Pro

acc
Thr

agc
Ser

Ile

atg

tgt
Cys

cgc
Arg

get
Gly

atc
e
70

ctg
Leu

t gtt

Val

gtc

Thr Met Val

sapiens

(366)

ctg gtg cag
Leu Val Gin

5

atc tcc tgt
[le Ser Cys
20

teg gtg csc

42

gag gtg aaa
?6u Val Lys

tct gegg gcc
Ser Gly Ala

tct
Ser
25

gga tac
Gly Tyr

agc
Ser

aag ggt
Lys Gly

cag atg
Gln Met
40

cce
Pro

geg aaa ggc
Gly Lys

gac tct gat acc aga
Asp Ser Asp Thr Arg
55 60

aag tcc atc
Lys Ser lle
75

tca gcc gac
Ser Ala Asp

tcg
Ser

aag gcc
Lys Ala

gac acc
Asp Thr Ala
90

gct
Ala

atg acg

t
al Met Thr

f
105

[ep]
<
<<
N —~+
<< 0Q

agt
Ser

acc gtc tcc
Thr Val Ser
120

tct gga gca

gtg aaa
Ser Gly Ala al

gag
Glu Val Lys
10

aag ggt tct gga tac
Lys Gly ggr Gly Tyr

age
Ser

cag atg ccc ggg aaa 88cC

aag
Lys

ttt

ctg
Leu
45

agc
Ser

a8c
Ser

gce ata

aag
Lys

ttt
Phe

cte gag
Gly Leu Glu Trp Met

cce
Pro

g8g gag
Gly Glu
15

agc tac
Ser Tyr

acc
Thr
30

gag tgg atg
Glu Trp Met

tcec ttc
Ser Phe

ccg
Pro

acc gcc tac
Thr Ala Tyr
80

tac tgt
Tyr Cys
95

atc tgg
fle Trp

tat
Tyr

gat
Asp
110

cce
Pro

g8g gag
Gly Glu
15

agec tac
Ser Tyr

acc
Thr
30

tgg atg

48

96

144

192

240

288

336

366

48

96

144
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35 40 45

gegg atc atc tat cct ggt gac tct gat acc aga tac agc ccg tcc ttc 192
Gly éée [le Tyr Pro Gly égp Ser Asp Thr Arg gﬁr Ser Pro Ser Phe

caa ggc cag gtc acc atc tca gcc gac aag tcc atc agc acc gcc tac 240
gén Gly GIn Val Thr %ée Ser Ala Asp Lys %gr Ile Ser Thr Ala ggr

ctg cag tgg agc agc ctg aag gcc tcg gac acc gcc atg tat tat tet 288
Leu GIn Trp Ser ggr Leu Lys Ala Ser éap Thr Ala Met Tyr ggr Cys

gtg cga cag act ata gtg gct acg gta atg aat gct ttt gat atc teg 336
Val Arg Gin {BE Ile Val Ala Thr ¥8é Met Asn Ala Phe ??8 [le Trp

acc acg gtc acc gtc tcc agt 366
Thr Thr Val Thr ¥36 Ser Ser ,

gge cga
Gly Arg

U1 0]

210> 78

<211> 366

<212> DNA

<213> Homo sapiens

<220
<221> CDS
<222> (1).. (366)

<400> 78
cag gtg cag ctg gtg cag tct ggg gca gag gtg aaa aag fcc ggg gag 48
?In Val GIn Leu gal GIn Ser Gly Ala ?6u Val Lys Lys Ser ?éy Glu

tct ctg aag atc tcc tgt aag ggt tct gga ttc age ttt acc agc tac 96
Ser Leu Lys éée Ser Cys Lys Gly ggr Gly Phe Ser Phe gBr Ser Tyr

tgg atc gcc tgg gtg cgc cag atg ccc ggg aaa ggc ctg gag teg atg 144
Trp lle ééa Trp Val Arg Gin %gt Pro Gly Lys Gly hgu Glu Trp Met

geg atc atc tat cct ggt gac tct gat acc aga tat agc ccg tcc ttc 192
Gly éae [le Tyr Pro Gly égp Ser Asp Thr Arg g%r Ser Pro Ser Phe

caa ggc cag gtc acc atc tca gcc gac aag tcc ttc acc acc gcc tac 240
gén Gly GIn Val Thr %6e Ser Ala Asp Lys ?gr Phe Thr Thr Ala g%r

ctg cag tgg aac agc ctg aag gcc tcg gac acc gcc ata tat tac tst 288
Leu GIn Trp Asn ggr Leu Lys Ala Ser ggp Thr Ala lle Tyr ggr Cys



44

gcg aga cat act ata gtg gct acg ata tac aat get ttt gat ttc teg 336
Ala Arg His 185 [le Val Ala Thr {62 Tyr Asn Ala Phe ??8 Phe Trp

gec cga ggg aca atg gtc acc gtc tcc agt 366
Gly Arg ?{g Thr Met Val Thr ¥g$ Ser Ser

> 19
> 366
<212§ DNA

Homo sapiens

<220
<2217 CDS
222> (1).. (366)

<400> 79
cag gtg cag ctg gteg tct ggg gca gag gtg aaa aag ccc ggg gag 48
?In Val GlIn Leu gal GIn Ser Gly Ala ?Au Val Lys Lys Pro ?éy Glu

[
ot
m

tct ctg aag atc tcc tgt aag ggt tct gga tac agt ttt atc agc tac 96
Ser Leu Lys éée Ser Cys Lys Gly ggr Gly Tyr Ser Phe éée Ser Tyr

tgg atc ggc tgg gtg cgc cag atg ccc geg aaa ggc ctg gag tgg atg 144
Trp lle géy Trp Val Arg GIn %gt Pro Gly Lys Gly hgu Glu Trp Met

ggg atc atc tgg cct ggt gac tct gat acc aga tac agt ccg tecec ttc 192
Gly éée [le Trp Pro Gly égp Ser Asp Thr Arg E%r Ser Pro Ser Phe

caa ggc cag gtc acc atc tca gcc gac aag tcc atc aat gtc gcc tac 240
gén Gly GIn Val Thr ;6e Ser Ala Asp Lys ?gr Ile Asn Val Ala gﬁr

ctg cag tgg agc agc ctg aag gcc tcg gac acc gecc ttg tat tat tgt 288
Leu GIn Trp Ser ggr Leu Lys Ala Ser Sap Thr Ala Leu Tyr g%r Cys

gtg aga caa acg att gte gct acg act geg ctt get ttt gat atc tgg 336
Val Arg Gin 186 [le Val Ala Thr {Bg Gly Leu Ala Phe ??8 [le Trp

acc ctg gtc acc gtc tcc agt 366

gec cga gec gt
% Thr Leu Val Thr ¥g| Ser Ser

gg
Gly Arg Gl
1 0

<210y 80
<2117 366
<212> DNA



<213> Homo

<220 '
<221 CDS
222> (1)..

<400> 80
gag gteg cag
?Iu Val GIn

tct
Ser

ctg
Leu

aag
Lys

tgg atc
Trp lle

g8C
Gly
35

ggg atc atc
Gly [le

caa ggc ca
GIn GIn
65

ctg cag tgg
Leu GIn Trp

gcg aga cgg
Ala Arg Arg

ga

g8C cga geg
Gly Arg ?{

)
5

sapiens

(366)

ctg
Leu

atc
Ile
20

teg
Trp

tat
Tyr

g gtc

Val

a8c
Ser

acc
Thr
100

aca

gtg cag
gal GIn

tcc tst
Ser Cys

gtg cgc
VaI Arg

cct get
Pro Gly

acc atc
Thr lle
70

agc ctg
Ser Leu
85

ata gtg
[le Val

atg gtc

tct gga gca
Ser Gly Ala

tct
Ser
25

aag ggt
Lys Gly

cag atg
Gin Met
40

cce
Pro

gac tct gat
Asp Ser Asp
55

tca gcc gat
Ser Ala Asp

tcg
Ser

aag gcc
Lys Ala

att
Ile
105

gca acg
Ala Thr

acc gtc tcc

45

gag gtg aaa
?6” Val Lys

gga tac agc
Gly Tyr Ser

geg aaa gec
Gly Lys Gly

acc aga tac
Thr Arg Tyr
60

aag tcc atc
Lys Ser Ile
75

gac acc gcc
Asp Thr Ala
90

cac tgg gct
His Trp Ala

agt

Thr Met Val Thr Val Ser Ser

120

aag
Lys

ttt
Phe

ctg
Leu
45

agc
Ser

aac
Asn

atg
Met

tct
Ser

cce
Pro

geg
Gly
15

agt
Ser

aca
Thr
30

gag tgg
Glu Trp

tcc
Ser

ccg
Pro

acc gcc
Thr Ala

tat
Tyr

tac
Tyr
95

gac tac
Asp Tyr
110

gag
Glu

tat
Tyr

atg
Met

ttc
Phe

tac
Tyr
80

tet
Cys

teg
Trp

48

96

144

192

240

288

336

366



