<110>
<120>
<160> 5

210> 1

<211> 681
<212> DNA
<213>

<400> 1
atggagaaca

ctgttgaccc
tttctcggceg
tcgccaacct
atcatttttc
cagggcatgt
tgcaagacgt
aagcctaccg
tatctgtggg
caatggttcg
tggggtccat
tgcctttggg
<210> 2

<211> 226
<212> PRT

<213>

<400> 2

1621A

>

EE2HDOAD

tcacttcagg
gaatcctcac
gctcccctgt
cttgtcctcc
tcttcatctt
tgccagtctg
gcactacccc
acggcaattg
agtgggccag
taggcctttc
cgctctacag

tttacatcta

EE*nDOAD

gtttctagga
cataccgcag
ctgtctcggc
aatttgtcca
gctcctgtgc
ccctctgatc
cgcccaagga
cacctgcatc
cgtcagattc
cccgactgtt
cattgttagt

a

AJ1737585-seql
SEQUENCE LISTING

cctctcctgg
agtctggata
cagaactcgc
ggttaccgct
cttatcttct
cctggatcta
aactccatgt
ccgatcccat
tcttggctct
tggctttccg

ccctttatcc

tgttgcaggc
gctggtggac
aatcccctac
ggatgtgtct
tgttggtgct
ctacgacttc
tcccctcectg
cgtcgtggsgc
cccttctagt
ccatttggat

cactgctgcc

»UOU+1 “iHBsAg2IHBcAgUAE§»1E«OPxé2eN - %IA I, °GuA00, I0TAL0RAC

gggcttcttc
gtctctcaac
ctctaaccac
gaggcggttt
gcttgactat
tactggtcca
ctgttgcacg
attcgctaag
gccattcgtc
gatgtggtat

cattttcttt

Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln

1

5

10

Page 1

15

60

120

180

240

300

360

420

480

540

600

660

681



Ala

Asp

Leu

Cys

65

Ile

Leu

Ser

Gln

Gly

145

Tyr

Val

Ser

Gly

Ser

Gly

50

Pro

Ile

Leu

Thr

Gly

130

Asn

Leu

Pro

Ala

Phe

Trp

35

Gln

Pro

Phe

Asp

Thr

115

Asn

Cys

Trp

Phe

Ile
195

Phe

20

Trp

Asn

Ile

Leu

Tyr

100

Thr

Ser

Thr

Glu

Val

180

Trp

Leu

Thr

Ser

Cys

Phe

85

Gln

Ser

Met

Cys

Trp

165

Gln

Met

Leu

Ser

Gln

Pro

70

Ile

Gly

Thr

Phe

Ile

150

Ala

Trp

Met

Thr

Leu

Ser

55

Gly

Leu

Met

Gly

Pro

135

Pro

Ser

Phe

Trp

Arg

Asn

40

Pro

Tyr

Leu

Leu

Pro

120

Ser

Ile

Val

Val

Tyr
200

AJ1737585-seql

Ile Leu Thr Ile Pro

25

Phe

Thr

Arg

Leu

Pro

105

Cys

Cys

Pro

Arg

Gly

185

Trp

Leu

Ser

Trp

Cys

90

Val

Lys

Cys

Ser

Phe

170

Leu

Gly

Asn

Met

75

Leu

Cys

Thr

Cys

Ser

155

Ser

Ser

Gly

His

60

Cys

Ile

Pro

Cys

Thr

140

Trp

Trp

Pro

Gly Pro Ser

Page 2

Ser

45

Ser

Leu

Phe

Leu

Thr

125

Lys

Ala

Leu

Thr

Leu
205

Gln

30

Pro

Pro

Arg

Leu

Ile

110

Thr

Pro

Phe

Ser

Val

190

Tyr

Ser

Val

Thr

Arg

Leu

95

Pro

Pro

Thr

Ala

Leu

175

Trp

Ser

Leu

Cys

Ser

Phe

80

Val

Gly

Ala

Asp

Lys

160

Leu

Leu

Ile



AJ1737585-seql

Val Ser Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val

210

Tyr Ile
225

<210> 3

<211> 519
<212> DNA
<213>

<400> 3
atggacatcg

tcggattttt
gccctggagt
gtcggtagca
aacatgggcc
agagagaccg
tatcgaccac
agaggcagat
cgtcgcagac
<210> 4

<211> 172
<212> PRT

<213>

<400> 4

EE2HDOAD

atccatacaa
tcccttccat
cgccggaaca
acttggaaga
taaagatcag
ttcttgagta
ctaacgcgcc
cgcctagacg

gttctcaatc

EE*uDOAD

215

ggaatttgga
tcgagacctt
ctgctcgcca
ccccgectceg
acaactcttg
cctcgtttcc
aatcctgtct
gagaacaccc

tcgggagtct

gcttctgtgg
ctcgacaccg
caccatacgg
cgggagcttg
tggttccaca
ttcggcgtgt
acacttcccg
tcgecctcgcec

cagtgctaa

220

agctgctcag
cctctgecect
cactcaggca
tagtcagtta
tttcctgtct
ggattcgcac
aaaccactgt

gtcgaagatc

cttcctgcca
gtatcgtgag
ggccacctgg
cgtcaatgtt
tacgttcgga
tccaccagca
tgtcagacgg

ccagtcgccg

Met Asp Ile Asp Pro Tyr Lys Glu Phe Gly Ala Ser Val Glu Leu Leu

1

5

10

15

Ser Phe Leu Pro Ser Asp Phe Phe Pro Ser Ile Arg Asp Leu Leu Asp

20

25

30

Page 3

60

120

180

240

300

360

420

480

519



AJ1737585-seql

Thr Ala Ser Ala Leu Tyr Arg Glu Ala Leu Glu Ser Pro Glu His Cys
35 40 45

Ser Pro His His Thr Ala Leu Arg Gln Ala Thr Trp Val Gly Ser Asn
50 55 60

Leu Glu Asp Pro Ala Ser Arg Glu Leu Val Val Ser Tyr Val Asn Val
65 70 75 80

Asn Met Gly Leu Lys Ile Arg Gln Leu Leu Trp Phe His Ile Ser Cys
85 90 95

Leu Thr Phe Gly Arg Glu Thr Val Leu Glu Tyr Leu Val Ser Phe Gly
100 105 110

Val Trp Ile Arg Thr Pro Pro Ala Tyr Arg Pro Pro Asn Ala Pro Ile
115 120 125

Leu Ser Thr Leu Pro Glu Thr Thr Val Val Arg Arg Arg Gly Arg Ser
130 135 140

Pro Arg Arg Arg Thr Pro Ser Pro Arg Arg Arg Arg Ser Gln Ser Pro
145 150 155 160

Arg Arg Arg Arg Ser Gln Ser Arg Glu Ser Gln Cys
165 170

<210> 5
<211> 797
<212> DNA
<213> EE*HDOAD

<400> 5
atgtataaat cttatggaga aagggcgaag tgaagtctca cccatctaag gtcgccagca 60

gactacttaa tttgatggaa tccaagcaaa caaacctctg cgcttctgtg gatgtgacta 120

Page 4



aaactcagga
ctcatattga
tgcaaagaaa
cagtcaaact
atgcacacgg
gtacagatga
ctaccggtga
ttggatttat
tgactccagg
ttgatgaagt
aaggaagaga

agcggcgcat

attattggag
catagtagag
cacaacttca
acagtataag
agtgactggc
gccacgtggg
gtatactcaa
tgcacagaga
agttggttta
gatgcaaaca
tcctgaagtg

tgcttaa

cttcttgata
gacttctctt
tgatttttga
ggaggaattt
gcaggaattg
cttttgatgc
aaaactgtgg
gacatgggag
gatgataaag

ggaaccgatg

gaagggaaga

AJ1737585-seql
aactgggccc ttacatctgc cttgtcaaaa

atgaacacac
agacagaaag
atcgaacatc
ttgaaggtct
ttgctgagct
aaatagcgaa
gtcgtgagga
gtgattctct
tcattatcgt

gatacagaaa

cattttacca
tttgctgata
caagtgggcc
taaacaggcc
ctcttcaaag
aagcgataaa

aggctttgac

gggccaacag
tggaagaggt

tgctggetgs

Page 5

ttacaggact
ttaggaaaca
gatatcacga
gcagaagaaa
ggatcattag
gaatttgtca
tggctgatca
tacagaactg
ttattcggaa

gaagcttaca

180

240

300

360

420

480

540

600

660

720

780

797



