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FIGURE 3C
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FIGURE 3D
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FIGURE 4A
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FIGURE 4B
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FIGURE 5A
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FIGURE 5B
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FIGURE 5C
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FIGURE 6A
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FIGURE 6B
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FIGURE 7
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FIGURE 12A

— pajeaJun

(/B o1)
* 1d-491
— | {1aHL
% ' ldHL1-0X3
T i 1 ' []
ST 0 A 0L S0 00

Bal] JO |oAs| anlje|ay



PCT/SG2012/000039

WO 2012/108842

20/21

FIGURE 12B
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FIGURE 13
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