
386003-Generic.txt 
SEQUENCE LISTING 

<110> ABBOTT BIOTHERAPEUTICS CORP. 

<120> DAC HYP COMPOSITIONS AND METHODS 

<130> 171445G24/CR/LMO/pac 

<140> 
<141> 

<150> 61/490,998 
<151> 2011-05-27 

<160> 14 

<170> Patentln version 3.5 

<210> 1 
<211> 702 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

polynucleotide 
Sequence: synthetic 

<220> 
<221> CDS 
<222> 	(1)..(699) 

<400> 1 
atg gag acc gat acc ctc ctg cta tgg gtc ctc ctg cta tgg gtc cca 

48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp val Pro 

1 	 5 10 15 

gga tca acc gga gat att cag atg acc cag tct cca tct acc ctc tct 

96 
Gly Ser Thr Gly Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser 

20 25 30 

gct agc gtc ggg gat agg gtc acc ata acc tgc tct gcc agc tca agt 

144 
Ala Ser val Gly Asp Arg Val Thr Ile Thr cys Ser Ala Ser Ser Ser 

35 	 40 45 

ata agt tac atg cac tgg tac cag cag aag cca ggc aaa gct ccc aag 

192 
Ile Ser Tyr Met Hi 	Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys 
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50 55 60 

ctt cta att tat acc aca tcc aac ctg gct tct gga gtc cct gct cgc 

240 
LeU Leu Ile Tyr Thr Thr Ser Asn LeU Ala Ser Gly val Pro Ala Arg 

65 70 75 80 

ttc agt ggc agt gga tct ggg acc gag ttc acc ctc aca atc agc tct 

288 
Phe ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser 

85 90 95 

ctg cag cca gat gat ttc gcc act tat tac tgc cat caa agg agt act 

336 
Leu Gln Pro Asp Asp Phe Ala Thr Tyr Tyr Cys His Gln Arg Ser Thr 

100 105 110 

tac cca ctc acg ttc ggt cag ggg acc aag gtg gag gtc aaa cga act 

384 
Tyr Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu val Lys Arg Thr 

115 120 125 

gtg gct gca cca tct gtc ttc atc ttc ccg cca tct gat gag cag ttg 

432 
val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu 

130 135 140 

aaa tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc 

480 
Lys Ser Gly Thr Ala Ser Val val Cys Leu Leu Asn Asn Phe Tyr Pro 

145 150 155 160 

age-gaggcc aaa gt cag tgg aag gtg gat aac gcc ctc caa tcg ggt 

52 
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Arg Glu Ala Lys Val Gln Trp Lys val Asp Asn Ala Leu Gln Ser Gly 

165 170 175 

aac tcc cag gag agt gtc aca gag cag gac agc aag gac agc acc tac 

576 
Asn Ser Gln Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr 

180 185 190 

agc ctc agc agc acc ctg acg ctg agc aaa gca gac tac gag aaa cac 

624 
Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His 

195 200 205 

aaa gtc tac gcc tgc gaa gtc acc cat cag ggc ctg agc tcg ccc gtc 

672 
Lys Val Tyr Ala cys Glu val Thr His Gln Gly Leu Ser Ser Pro Val 

210 	 215 220 

aca aag agc ttc aac agg gga gag tgt tag 

702 
Thr Lys Ser Phe Asn Arg Gly Glu cys 

225 	 230 

<210> 2 
<211> 233 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

polypeptide 
Sequence: synthetic 

<400> 2 
Met Glu Thr Asp Thr Lein Leu Leu Trp Val Leu Leu Leu Trp val pro 
1 	 5 10 15 

Gly Ser Thr Gly Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser 
20 25 30 

Ala -Ser Val Gly Asp Arg Val Thr Ile Thr Cys Ser Ala Ser Ser Ser 
40 45 
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Ile Ser Tyr met His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys 
50 	 55 	 60 

Leu Leu Ile Tyr Thr Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg 
65 	 70 	 75 	 80 

Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser 
85 	 90 	 95 

Leu Gln Pro Asp Asp Phe Ala Thr Tyr Tyr Cys His Gln Arg Ser Thr 
100 	 105 	 110 

Tyr Pro Leu Thr Phe Gly Gln Gly Thr Lys val Glu Val Lys Arg Thr 
115 	 120 	 125 

val Ala Ala Pro Ser Val 	Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu 
130 	 135 	 140 

Lys Ser Gly Thr Ala Ser val Val Cys Leu Leu Asn Asn Phe Tyr Pro 
145 	 150 	 155 	 160 

Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly 
165 	 170 	 175 

Asn Ser Gln Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr 
180 	 185 	 190 

Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His 
195 	 200 	 205 

Lys val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val 
210 	 215 	 220 

Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 	 230 

<210> 3 
<211> 1398 
<212> DNA 
<213> Artificial 	Sequence 

<220> 
<223> Description of Artificial Sequence: 	synthetic 

polynucleotide 

<220> 
<221> CDS 
<222> (1)..(1395) 

<400> 3 
atg gga tgg agc tgg atc ttt ctc ttc ctc ctg tca ggt acc g g ggc 

48 
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Met Gly Trp 5er Trp Ile Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 

1 	 5 10 15 

gtg cac tct cag gtc cag ctt gtc cag tct ggg get gaa gtc aag aaa 

96 
Val 	His Ser Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 

20 25 30 

cct ggc tcg agc gtg aag gtc tcc tgc aag get tct ggc tac acc ttt 

144 
Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

35 40 45 

act agc tac agg atg cac tgg gta agg cag gcc cct gga cag ggt ctg 

192 
Thr Ser Tyr Arg Met His Trp val Arg Gln Ala Pro Gly Gln Gly Leu 

50 55 60 

gaa tgg att gga tat att aat ccg tcg act ggg tat act gaa tac aat 

240 
Glu Trp Ile Gly Tyr Ile Asn Pro Ser Thr Gly Tyr Thr Glu Tyr Asn 

65 70 75 80 

cag aag ttc aag gac aag gca aca att act gca gac gaa tcc acc aat 

288 
Gln Lys Phe Lys Asp Lys Ala Thr Ile Thr Ala Asp Glu Ser Thr Asn 

85 90 95 

aca gcc tac atg gaa ctg agc agc ctg aga tct gag gac acc gca gtc 

336 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 

100 105 110 

tat tax tgt gca aga ggg ggg ggg gtc ttt gac tac tgg ggc caa gga 
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384 
Tyr Tyr Cys Ala Arg Gly Gly Gly val Phe Asp Tyr Trp Gly Gln Gly 

115 120 125 

acc ctg gtc aca gtc tcc tca gcc tcc acc aag ggc cca tcg gtc ttc 

432 
Thr Leu val Thr val ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe 

130 135 140 

ccc ctg gca ccc tcc tcc aag agc acc tct ggg ggc aca gcg gcc ctg 

480 
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 

145 150 155 160 

ggc tgc ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg tcg tgg 

528 
Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Trp 

165 170 175 

aac tca ggc gcc ctg acc agc ggc gtg cac acc ttc ccg get gtc cta 

576 
Asn ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu 

180 ' 185 190 

cag tcc tca gga ctc tac tcc ctc agc agc gtg gtg acc gtg ccc tcc 

624 
Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser val Val Thr val Pro Ser 

195 200 205 

agc agc ttg ggc acc cag acc tac atc tgc aac gtg aat cac aag ccc 

672 
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys Pro 

210 215 220 
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agc aac acc aag gtg gac aag aaa gtt gag ccc aaa tct tgt gac aaa 

720 
Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys 

225 230 235 240 

act cac aca tgc cca ccg tgc cca gca cct gaa ctc ctg ggg gga ccg 

768 
Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 

245 250 255 

tca gtc ttc ctc ttc ccc cca aaa ccc aag gac acc ctc atg atc tcc 

816 
Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 

260 265 270 

cgg acc cct gag gtc aca tgc gtg gtg gtg gac gtg agc cac gaa gac 

864 
Arg Thr Pro Glu val Thr Cys Val val val Asp val Ser His Glu Asp 

275 280 285 

cct gag gtc aag ttc aac tgg tac gtg gac ggc gtg gag gtg cat aat 

912 
Pro Glu val 	Lys Phe Asn Trp Tyr val Asp Gly val Glu Val His Asn 

290 295 300 

gcc aag aca aag ccg cgg gag gag cag tac aac agc acg tac cgt gtg 

960 
Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 

305 310 315 320 

gtc agc gtc ctc acc gtc ctg cac cag gac tgg ctg aat ggc aag gag 

1008 
val 	Ser val 	Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 

325 330 335 
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tac aag tgc aag gtc tcc aac aaa gcc ctc cca gcc ccc atc gag aaa 

1056 
Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 

340 345 350 

acc atc tcc aaa gcc aaa ggg cag ccc cga gaa cca cag gtg tac acc 

1104 
Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr 

355 360 365 

ctg ccc cca tcc cgg gat gag ctg acc aag aac cag gtc agc ctg acc 

1152 
Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr 

370 375 380 

tgc ctg gtc aaa ggc ttc tat ccc agc gac atc gcc gtg gag tgg gag 

1200 
Cys Leu val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu 

385 390 395 400 

agc aat ggg cag ccg gag aac aac tac aag acc acg cct ccc gtg ctg 

1248 
Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu 

405 410 415 

gac tcc gac ggc tcc ttc ttc ctc tac agc aag ctc acc gtg gac aag 

1296 
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys 

420 425 430 

agc agg tgg cag cag ggg aac gtc ttc tca tgc tcc gtg atg cat gag 

1344 
ser Arg. Trp Gln 	n Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
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435 440 445 

get ctg cac aac cac tac acg cag aag agc ctc tcc ctg tct ccg ggt 

1392 
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 

450 	 455 

aaa tga  

460 

1398 
Lys 

465 

<210> 4 
<211> 465 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Description of Artificial 

polypeptide 
Sequence: Synthetic 

<400> 4 
Met Gly Trp Ser Trp Ile Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 	 5 10 15 

val 	His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys 
20 25 30 

Pro Gly Ser Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Ser Tyr Arg Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu 
50 	 55 60 

Glu Trp Ile Gly Tyr Ile Asn Pro Ser Thr Gly Tyr Thr Glu Tyr Asn 
65 	 70 75 80 

Gln Lys Phe Lys Asp Lys Ala. Thr Ile Thr Ala Asp Glu Ser Thr Asn 
85 90 95 

Thr Ala Tyr Met Glu -Leu Ser Ser Lein Arg Ser Glu Asp Thr Ala val 
100 105 110 

Tyr Tyr Cys Ala Arg Gly Gly Gly val Phe Asp Tyr Trp Gly Gln Gly 
115 120 125 
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Thr Leu Val Thr val ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe 

130 135 140 

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu 
145 150 155 160 

Gly Cys Leu Val 	Lys Asp Tyr Phe Pro Glu Pro Val Thr val Ser Trp 
165 170 175 

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala val Leu 
180 185 190 

Gln Ser Ser Gly Leu Tyr Ser Leu Ser ser val Val Thr val Pro Ser 
195 200 205 

Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys Pro 
210 215 220 

Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys 
225 230 235 240 

Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro 
245 250 255 

ser val 	Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 
260 265 270 

Arg Thr Pro Glu val Thr Cys val val Val Asp Val Ser His Glu Asp 
275 280 285 

Pro Glu val 	Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn 
290 295 300 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val 
305 310 315 320 

Val Ser val 	Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu 
325 330 335 

Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys 
340 345 350 

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr 
355 360 365 

Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr 
370 375 380 

Cys Leu Val 	Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu 
385 390 395 400 
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Ser Asn Gly Gln Pro G u Asn Asn Tyr Lys Thr Thr Pro Pro val 	Leu 

405 	 410 415 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
420 	 425 	 430 

Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser val Met His Glu 
435 	 440 	 445 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 
450 	 455 	 460 

Lys 
465 

<210> 5 
<211> 10936 
<212> DNA 
<213> Artificial 	Sequence 

<220> 
<223> Description of Artificial 	Sequence: Synthetic 

polynucleotide 

<400> 5 
gaattctcga gcgcgttaca taacttacgg taaatggccc gcctggctga ccgcccaacg 

60 

acccccgccc attgacgtca ataatgacgt atgttcccat agtaacgcca atagggactt 

120 

gtacatcaag tccattgacg tcaatgggtg gagtatttac ggtaaactgc ccacttggca 

180 

tgtatcatat gccaagtacg ccccctattg acgtcaatga cggtaaatgg cccgcctggc 

240 

attatgccca gtacatgacc ttatgggact ttcctacttg gcagtacatc tacgtattag 

300 

tcatcgctat taccatggtg atgcggtttt ggcagtacat caatgggcgt ggatagcggt 

360 

ttgactcacg gggatttcca agtctccacc ccattgacgt caatgggagt ttgttttggc 

420 

accaaaatca acgggacttt ccaaaatgtc gtaacaactc cgccccattg acgcaaatgg 

480 

gcggtaggcg tgtacggtgg gaggtctata taagcagagc tcgtttagtg aaccgtcaga 

540 

tcgcctggag acgccatcca cgctgttttg acctccatag aagacaccgg gaccgatcca 
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0011 
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017TT 
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080T 
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DEE6622D76 6661.7e1De6 2117166666 66666e6BED 6464Deflel. DAEADDep 

096 
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099 

aDI.D11.1.); e06476e661 e6661EDDE7 De6e1.715D6 7p62671e6D 1776D71776 

009 
4.xl.DI.JauB9-E0098E 
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1620 

cctgcctgga cgcatcccgg ctatgcagcc ccagtccagg gcagcaaggc aggccccgtc 

1680 

tgcctcttca cccggaggcc tctgcccgcc ccactcatgc tcagggagag ggtcttctgg 

1740 

ctttttcccc aggctctggg caggcacagg ctaggtgccc ctaacccagg ccctgcacac 

1800 

aaaggggcag gtgctgggct cagacctgcc aagagccata tccgggagga ccctgcccct 

1860 

gacctaagcc caccccaaag gccaaactct ccactccctc agctcggaca ccttctctcc 

1920 

tcccagattc cagtaactcc caatcttctc ccaaatcttg tgacaaaact tctgcagagc 

1980 

cacacatgcc caccgtgccc aggtaagcca gcccaggcct cgccctccag ctcaaggcgg 

2040 

gacaggtgcc ctagagtagc ctgcatccag ggacaggccc cagccgggtg ctgacacgtc 

2100 

cacctccatc tcttcctcag cacctgaact cctgggggga ccgtcagtct tcctcttccc 

2160 

cccaaaaccc aaggacaccc tcatgatctc ccggacccct gaggtcacat gcgtggtggt 

2220 

ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt 

2280 

gcataatgcc aagacaaagc cgcgggagga gcagtacaac agcacgtacc gtgtggtcag 

2340 

cgtcctcacc gtcctgcacc aggactggct gaatggcaag gagtacaagt gcaaggtctc 

2400 

caacaaagcc ctcccagccc ccatcgagaa aaccatctcc aaagccaaag gtgggacccg 

2460 

tggggtgcga gggccacatg gacagaggcc ggctcggccc accctctgcc ctgagagtga 

2520 

cctacagggc agccccgaga accacaggtg tacaccctgc ccgctgtacc aacctctgtc 

2580 

ccccatcccg ggatgagctg accaagaacc aggtcagcct gacctgcctg gtcaaaggct 
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0924 

11De7p1a 7e6661.e1a7 7r62e7e16e 77761214E7 6617767726 6een66De 
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09175 

2DE16eRE77 6686e6u777 1R1.71.17EE1 ER64351076 Z61-6146171 77617EP664 

00175 

D2P2E6fl6e 76261E6171 E77677711D 12711.7;61D 1PDDED61.76 61.617ue66e 

ObES 

D1DD114D11 7611161771 e77EjEeel1 DV1161.247P 25-27666eED DDEDEDEEDE 

ORS 

PED6D7le11 026471051 EDEP1DD016 7.);61);11.1 61761E76ee 1e6661.D1e1 

OZZS 

1ee1e1761; D71.016611D 11767e1eue 1111e6pe71 eDeeTepi.De ev6e,e66e17 

0915 

6e266666e1 ee66ee41e1 117ep6e114 EPDPETEDET D7276E6PeP D616612e6 

OOTS 

E717DD62Pe 761E76EEEE ET7166eUD6 I.7E1.21.6E61 1e76eee177 6141D11e77 

OVOS 

66167e61E6 67166666e6 171DUM.D4 1ETV6e1711 21DP7P15EE 167eEE7166 

086* 

e66166eu77 e6666e7166 D11.6D2flDE DDDV11DE16 e66eee71e7 7647e11e1; 

0264 

727767111E 5/B5eDD6PD 62717I.D5ED 1PEDE74777 P7116E577E 666171E66Z 

098* 

6eD66*e71 I.D67476173 716e661311 766177ee77 lEDEDDETel 11eu4D41.D6 

0081' 

VED771D6EU ED66E775P2 6eD6EDDP16 67ED61RDE 146ueaea6e e7476e7761. 

Obey 

D4D61D7pe1 e77e74666e 1e6666716D 6e1D61717l DDDE;DI.POD 1D26EDDDE6 

0894 
181'DI-JauB9-E00988 
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5700 

cctgaccccc tcccatcctt tggcctctga ccctttttcc acaggggacc tacccctatt 

5760 

gcggtcctcc agctcatctt tcacctcacc cccctcctcc tccttggctt taattatgct 

5820 

aatgttggag gagaatgaat aaataaagtg aatctttgca cctgtggttt ctctctttcc 

5880 

gttgtttacc aactactcaa tttctcttat aagggactaa tcatttaata attattatct 

5940 

atatgtagtc atcctaaggc gcataaccat ttataaaaat catccttcat tctattttac 

6000 

agtcctccct caaacccaca agccttctgt cctcacagtc cctatcatcc tctgcaagac 

6060 

ccctgggcca tggtaggaga gacttgcttc cttgttttcc cctcctcagc aagccctcat 

6120 

agtccttttt aagggtgaca tcatatatcc tttgattcaa ttccctgaga ggtcttacag 

6180 

atcaaccaaa gcaaattttt caaaagaaga aacctgctat aaagagaatc attcattgca 

6240 

acatgatata aaataacaac acaataaaag caattaaata aacaaacaat agggaaatgt 

6300 

ttaagttcat catggtactt agacttaatg gaatgtcatg ccttatttac atttttaaac 

6360 

aggtactgag ggactcctgt ctgccaaggg ccgtattgag tactttccac aacctaattt 

6420 

aatccacact atactgtgag attaaaaaca ttcattaaaa tgttgcaaag gttctataaa 

6480 

gctgagagac aaatatattc tataactcag caatcccact tctaggatcc gggccgcatg 

6540 

catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc gcccctaact 

6600 

ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat ttatgcagag 

6660 

gccgaggccg cctcg cctc tgagctattc cagaagtagt gaggaggctt ttttggaggc 

Page 17 



8T aefed 
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00ZL 
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61)De746D4 epEleffeep6 D6p54eDepa 1DEDE6667 66E7RER1P6 e25Dp6en1 

0069 

111DeDEP6D 1DDDD1111E 4DDeBAD6D ;Dleu1flp4 71e5eDAD6 16E1111166 

Ot89 
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7740 

acgatacggt gattggctac cgtggcggca actggattta tgagtgggcc ccggatcttt 

7800 

gtgaaggaac cttacttctg tggtgtgaca taattggaca aactacctac agagatttaa 

7860 

agctctaagg taaatataaa atttttaagt gtataatgtg ttaaactact gattctaatt 

7920 

gtttgtgtat tttagattcc actgatgaat gggagcagtg gtggaatgcc aacctatgga 

7980 

tttaatgagg aaaacctgtt ttgctcagaa gaaatgccat ctag ga ga tgaggctact 

8040 

gctgactctc aacattctac tcctccaaaa aagaagagaa aggtagaaga ccccaaggac 

8100 

tttccttcag aattgctaag ttttttgagt catgctgtgt ttagtaatag aactcttgct 

8160 

tgctttgcta tttacaccac aaaggaaaaa gctgcactgc tatacaagaa aattatggaa 

8220 

aaatattctg taacctttat aagtaggcat aacagttata atcataacat actggttttt 

8280 

cttactccac acaggcatag agtgtctgct attaataact atgctcaaaa attgtgtacc 

8340 

tttagctttt taatttgtaa aggggttaat aaggaatatt tgatgtatag tgccttgact 

8400 

agagatcata atcagccata ccacatttgt agaggtttta cttgctttaa aaaacctccc 

8460 

acacctcccc ctgaacctga aacataaaat gaatgcaatt gttgttgtta acttgtttat 

8520 

tgcagcttat aatggttaca aataaagcaa tagcatcaca aatttcacaa ataaagcatt 

8580 

tttttcactg cattctagtt gtggtttgtc caaactcatc aatgtatctt atcatgtctg 

8640 

gatcctgcct cgcgcgtttc ggtgatgacg gtgaaaacct ctgacacatg cagctcccgg 

8700 

agacggtcac agcttgtctg taagcggatg ccgggagcag acaagcccgt cagggcgcgt 
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8760 

cagcgggtgt tggcgggtgt cggggcgcag ccatgaccca gtcacgtagc gatagcggag 

8820 

tgtatactgg cttaactatg cggcatcaga gcagattgta ctgagagtgc accatatgcg 

8880 

gtgtgaaata ccgcacagat gcgtaaggag aaaataccgc atcaggcgct cttccgcttc 

8940 

ctcgctcact gactcgctgc gctcggtcgt tcggctgcgg cgagcggtat cagctcactc 

9000 

aaaggcggta atacggttat ccacagaatc aggggataac gcaggaaaga acatgtgagc 

9060 

aaaaggccag caaaaggcca ggaaccgtaa aaaggccgcg ttgctggcgt ttttccatag 

9120 

gctccgcccc cctgacgagc atcacaaaaa tcgacgctca agtcagaggt ggcgaaaccc 

9180 

gacaggacta taaagatacc aggcgtttcc ccctggaagc tccctcgtgc gctctcctgt 

9240 

tccgaccctg ccgcttaccg gatacctgtc cgcctttctc ccttcgggaa gcgtggcgct 

9300 

ttctcaatgc tcacgctgta ggtatctcag ttcggtgtag gtcgttcgct ccaagctggg 

9360 

ctgtgtgcac gaaccccccg ttcagcccga ccgctgcgcc ttatccggta actatcgtct 

9420 

tgagtccaac ccggtaagac acgacttatc gccactggca gcagccactg gtaacaggat 

9480 

tagcagagcg aggtatgtag gcggtgctac agagttcttg aagtggtggc ctaactacgg 

9540 

ctacacta a aggacagtat ttggtatctg cgctctgctg aagccagtta ccttcggaaa 

9600 

aagagttggt agctcttgat ccggcaaaca aaccaccgct ggtagcggtg gtttttttgt 

9660 

ttgcaagcag cagattacgc gcagaaaaaa aggatctcaa gaagatcctt tgatcttttc 

9720 

tacggggtct gacgctcagt ggaacgaaaa ctcacgttaa gggattttgg tcatgagatt 
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9780 

atcaaaaagg atcttcacct agatcctttt aaattaaaaa tgaagtttta aatcaatcta 

9840 

aagtatatat gagtaaactt ggtctgacag ttaccaatgc ttaatcagtg aggcacctat 

9900 

ctcagcgatc tgtctatttc gttcatccat agttgcctga ctccccgtcg tgtagataac 

9960 

tacgatacgg gagggcttac catctggccc cagtgctgca atgataccgc gagacccacg 

10020 

ctcaccggct ccagatttat cagcaataaa ccagccagcc ggaagggccg agcgcagaag 

10080 

tggtcctgca actttatccg cctccatcca gtctattaat tgttgccggg aagctagagt 

10140 

aagtagttcg ccagttaata gtttgcgcaa cgttgttgcc attgctgcag gcatcgtggt 

10200 

gtcacgctcg tcgtttggta tggcttcatt cagctccggt tcccaacgat caaggcgagt 

10260 

tacatgatcc cccatgttgt gcaaaaaagc ggttagctcc ttcggtcctc cgatcgttgt 

10320 

cagaagtaag ttggccgcag tgttatcact catggttatg gcagcactgc ataattctct 

10380 

tactgtcatg ccatccgtaa gatgcttttc tgtgactggt gagtactcaa ccaagtcatt 

10440 

ctgagaatag tgtatgcggc gaccgagttg ctcttgcccg gcgtcaacac gggataatac 

10500 

cgcgccacat agcagaactt taaaagtgct catcattgga aaacgttctt cggggcgaaa 

10560 

actctcaagg atcttaccgc tgttgagatc cagttcgatg taacccactc gtgcacccaa 

10620 

ctgatcttca gcatctttta ctttcaccag cgtttctggg tgagcaaaaa caggaaggca 

10680 

aaatgccgca aaaaagggaa taagggcgac acggaaatgt tgaatactca tactcttcct 

10740 

ttttcaatat tattgaagca tttatcaggg ttattgtctc atgagc gat acatatttga 
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10800 

atgtatttag aaaaataaac aaataggggt tccgcgcaca tttccccgaa aagtgccacc 

10860 

tgacgtctaa gaaaccatta ttatcatgac attaacctat aaaaataggc gtatcacgag 

10920 

gccctttcgt cttcaa 

10936 

<210> 6 	• 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

peptide 
Sequence: Synthetic 

<400> 6 
Ser Ala Ser Ser Ser Ile Ser Tyr met His 
1 	 5 10 

<210> 7 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

peptide 
sequence. 	Synthetic 

<400> 7 
Thr Thr Ser Asn Leu Ala Ser 
1 	 5 

<210> 8 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

peptide 
Sequence: synthetic 

<400> 8 
His Gln Arg Ser Thr Tyr Pro Leu Thr 
1 	 5 

<210> 9 
<211> 5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

peptide 
sequence: Synthetic 

<400> 9`
Ser Tyr Arg 	et His 
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1 	 5 

<210> 10 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 	Sequence: Synthetic 

peptide 

<400> 10 
Tyr Ile Asn Pro Ser Thr Gly Tyr Thr Glu Tyr Asn Gln Lys Phe Lys 
1 	 5 	 10 

• 
15 

Asp 

<210> 11 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 	Sequence: Synthetic 

peptide 

<400> 11 
Gly Gly Gly val Phe Asp Tyr 
1 	 5 

<210> 12 
<211> 206 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 	Sequence: 	Synthetic 

polynucleotide 

<400> 12 
gcatgcatct caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc 

60 

taactccgcc cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg 

120 

cagaggccga ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg 

180 

gaggcctagg cttttgcaaa aagctt 

206 

<210> 13 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
Page 23 



386003-Generic.txt 
<223> Description of Artificial 

peptide 
Sequence: Synthetic 

<400> 13 
Asp Ile Gln met Thr Gln Ser Pro Ser Thr Leu Ser Ala ser val 
1 	 5 10 15 

<210> 14 
<211> 15 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

*peptide 

<400> 14 
Val 	HiS Ser Gln Val Gln Leu val Gln Ser Gly Ala Glu val Lys 
1 	 5 10 15 
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