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pGAPZ A PLE-ER pGAPZ A PLE+ER

pGAPZ A APLE-ER pGAPZ A APLE+ER

pGAPZ A APLE-ER

(8) enantiomer racemate

pGAPZ A PLE-ER

Figure 1



2/5

60 kDa

50 kDa

Figure 2
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SEQ ID No 1
Protein sequence of rAPLE

GQPASPPVVDTAQGRVLGKYVSLEGLAQPVAVFLGVPFAKPPLGSLRFAPPQPAEPNS FVENTTSYPPMCCQEPT
GGOMLSDLFINRKERLIPEFSEDCLYLNIYTPADLTKRGRLPVMVWIHGGCLVVGGASTYDGLALARHENVVVVA
IQYRLGIWGFFSTGDEHSRGNWCHLDQVAARLHWVQENIANFGGD PGSVTIFGESAGGESVSVLVLSPLAKNLFHR
AISESGVAFTAGLVRKDMKAAAKQIAVLAGCKTTTSAVFVHCLRQKSEDELLDLTLXMKFFALDLHGDPRESHPF
LTTVVDGVLLPKMPEEILAEKDFNTVPY IVGINKQEFGWLLPTMMGFPLSEGKLDOKTATSLLWKSYPIANIPEE
LTPVATDKYLGGTDDPVKKKDLFLDLMGDVVFGVPSVTVARQHRDAGAPTYMYEFQYRPSFSSDKKPKTVIGDHG
DEIFSVFGFPLLKGDAPEEEVSLSKTVMKFWANFARSGNPNGEGL PHWPMYDQEEGYLQIGVNTQAAKRLKGEEV
AFWNDLLSKEAAKKPPKIKHAEL

SEQ ID No 2:
Nucleotide sequence of rAPLE

gggcagecag
gtcagcecttag
ceeecteteyg
aagaacacca
tecagatctat
tacctaaata
tggatcecacyg
gctgegeatg
ttecagcacag
ctgecactggg
tttggagagt
aacctettee
aaggacatga
tcggetgtet
ctgaagatga
ctgaccactyg
aaggatttca
ctgccaacga
tcactectgt
actgacaagt
ttgatggggy
gcaggagecec
aaacccaaga
ctgttaaaag
tgggccaact
tacgaccagg
aaaggtgaag
cccaagataa

cctegeecgece
aaggectgge
gatccttgayg
cctectaccee
ttaccaacag
tttacaccce
gaggaggtct
aaaacgtggt
gggacgaaca
tccaggagaa
cageaggagy
accgggcecat
aggetgecagc
ttgttcactg
aatttttecge
tggtggatgyg
acactgtece
tgatgggectt
ggaagtecta
atttgggggg
atgtggtgtt
ccaecctacat
cggtgatcgyg
gegatgeccoece
ttgectegeag
aagaagggta
aagtggectt
agcatgcetga

tgttgtggac
acageeggtg
gtttgctceeg
tececatgtge
aaaggagagg
tgctgacctg
ggtggtggge
ggtggtggce
cagecggggce
catcgecaac
ggaaagtgte
ctctgagagt
taagcaaatt
cctgegeeayg
tettgatttg
agtgctgety
ctacatcgtg
cccectetet
ceccateget
gacagacgac
tggtgtccca
gtatgagttt
ggaccacggg
agaagaggag
tgggaaccee
cetteagate
ctggaacgat
getgtga

actgccecagyg
gecgtettee
cegcageety
tgccaagage
cteatteegg
acaaagaggyg
ggggetteca
atccagtacce
aactggggte
tttggaggey
tetgttetgg
ggegtggect
getgteettg
aagtaggagg
catggagacc
cccaagatge
ggaatcaaca
gaaggcaage
aacatcecty
ccegteaaaa
tectgtgacgg
cagtategece
gatgagatct
gtcagteteca
aatggggagy
ggcgteaaca
ctectgteca

gecgagtect
tgggagtcece
cagaaccatyg
caattggggy
agttttetga
gcagactgee
cctatgatgy
gcetgggeat
acttggacca
aceceaggete
tgttgteteo
tcactgetgy
ctgggtgtaa
acgagetett
ccagagagag
ctgaagagat
agcaagagtt
tggaccagaa
aggaactgac
agaaagacct
tggeccegtea
caagcttetc
teteegtett
gcaagacggt
ggetgeececa
cccaggcage
aggaggcage

ggggaagtac
ttttgecaag
gagettegtyg
acagatgcete
agactgtcte
ggtgatggtyg
actggeccte
ctggggattce
ggtggcegea
tgtgaccate
cttggcecaag
cctggteagg
aaccaccacc
ggacttaacyg
cecatcectte
tetggectgaa
tggetggett
gacggccacyg
tecagtggee
gttcetggac
acacagagat
atcggacaag
tggtttteca
gatgaaattc
ttggecgatg
caagaggctyg
aaagaagceca
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SEQ ID. No. 3. Primér 1
5-CAGAATTCATGGCTATCGGGCAGCCAGCCTCGC-3

SEQ ID No. 4: Primer 2
5-CCGGAATTCAGCCTCCCCTTCACAGCTCAG -3

SEQ ID No. 5: EcoRlalphal
5-TCTTCGAAGAA TTCACGATGAGATTTCCTTCAATTTTTACTGC-3'

SEQ ID No. 6: alphaPLE2
5-GAGGCTGGCTGCCCAGCTTCAGCCTCTCTTTTCTCG-3'

SEQ ID No. 7: PLEalpha1
5'-AGAGAGGCTGAAGCTGGGCAGCCAGCCTCGCCG-B’

SEQ ID No. 8: EcoRIPLE+ER2
5-ATGGTACCGAATTCTCACAGCTCAGCATGCTTTATCTTG-3'

SEQ ID No. 9: EcoRIPLEZ2
5-ATGGTACCGAATTCTCACTTTATCTTGGGTGGCTTCTTTG-3'



