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53&RP§E§PAT§?§E§L§§N§§RNPDNDPQGPWCYT?QEQKRYDY@D;QEQEEECMHCSGENYDG
kringle 1

KISKTMSGLECOAWDSOSPHAHRGY IPSKEPNENLKENYCRNPDRELRPWCFTTDPNERWELCDIP
kringle 2
]

RCTTPPPSSGPTYQCLKGTGENYRGNVAVTVSGHTCOQHWSAQTPHTANRT PENFPCENLDENYCR
kringle 3

_

NPDGKRAPWCHTTNSQVRWEYCKIPSCDSSPVSTEQLAPTAPPELTPVVQDCYHGDGOSYRGTSS

TTTPGEKKCOSWS SMTPHREQKTPENY PNAGLTMNYCRNPDADKGPRCFTTDESVRWEYCNLKKCS
kringle 4

GTEASVVAPPPVVLLEDVETPSEEDCMEFGNGKGYRGKRATTVEGTPCODWAAQEPHRHSIFTPET
kringle 5

542
NPRAGLEKNYCRNPDGDVGGPWCY TTNPRKLYDYCDVPQCAATSFHL GREQVEEKRCPGRVVGEG




HK1 CKTGNGKNYR GTMSKTKNGI TCORKWSSTSP
HRK2 CMHCSGENYD GKISKTMSGL ECQAWDSQSP
HK3 CLKngEﬁXB GNVAVTVSGH TCOHWSAQTP
HK4 CYHGDGOSYR GTSSTTTTGK KCOSWSSMTP
HKS QMFGNGKGXE QKRATEVTQT PCQDWAAQEP
{con’t)

HK1 CRNPDNDPQG PWCYTTDPEK RYDYCDILEC
HKZ2 CRUNPDRE-LR PWCFTTDPNK RWELCDIPRC
HK3 CRNPDGK-RA PWCHTTNSQV RWEYCKIPSC
HK4 CRNPDAD KG PWCFTTDPSV RWEYCNLKKC
HEK5 CRNPDGDVGG PWCYTTNPRK LYDYCDVPQC
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HR-PREFSPAT HPSEGLEENY

HA-HGYIPSK FENKNLKRNY
HT-HNRTPEN FECKNLDENY
HR-HOKTPEN YPNAGLTMNY

HRHSTFTEET NPRAGLEKNY
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FIG. 10

Plasmin:
Km 193 +/- 7 uM
Keat: 760 min™

Mini-plasmin:
Km 160 +/- 30 uM
Kegt: 770 min™

Micro-plasmin:
Km 145 +/- 13 pM
Keat: 795 min™

Delta-plasmin.
Km 138 +/- 5 uM
Koat: 755 min™




% Clot Weigh Reduction

FIG. 11

Summary Graph - 10 clots, 3 donors
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<110>

<120>
<130>

<150>
<151>

<1l60> 9
<170>
<210> 1

<211> 1008
<212> DNA
<213>

<220>
<223>

B185 1240-PCT({8Q17).5T25

SEQUENCE LISTING

Jennifer A.
Novokhatny, Valery

Us 60/564,472
2004-04-22

B185 1240-PCT(8017)

Artificial. Sequence

Talecris Biotherapeutics, Inc.
Hunt,

Recombinantly Modified Plasmin

FastSEQ for Windows Version 4.0

polynucletoide comprising a nucleotide sequence
encoding a polypeptide having a single N-terminal

kringle domain homoogous to a kringle domain of
native human plasminogen

<400> 1

aaagtctatt
aazacaaaaa
ttctcecectg
aatgatccte
gatatcttag
~aaatgtccag
gtctcattac
tgggttctta
atcctcggey
cgtttattcc
gtgatcaccg
cgtacagaat
ctgaaagaag
aacggtcgtg
tgtecaaggtg
ggcgtecacct
gtaagtcgtt

<210> 2

<211> 335
<212> PRT
<213>

<220>
<223>

tatctgaatg
acggtatcac
cgacccatcc
aaggeccatyg
aatgcgecage
gtegtgttgt
gtaccecggtt
cagetgeaca
cacatcaaga
tggaaccgac
ataaagtaat
gctttattac
cacagttace
ttcaatccac
attcaggtgg
cttggggttt
ttgttacctg

taaaacaggc
ttgtcazaaa
ctctgaaggce
gtgttatact
cccttctttt
cggeggttgt
tggaatgcac
ctgtttggaa
agtcaattta
tcgcaaagac
tecegegtgt
cggetggggt
agtcategasa
agaattgtgce
tecctctegta
aggttgtgct
gattgaaggt

Artificial Seguence

aatggtaaaa
tggtctagca
ctcgaagaaa
accgatcctg
gattgcggeca
gttgegeatc
ttttgtggcg
aaaagcccce
gaacctecatg
atcgcattac
ttaccttcete
gaaactcaag
aacaaagtat
gcaggteatt
tgtttcgaaa
cgtcccaata
gttatgcgga

actatecgegg
cttcacccca
actactgccyg
aaaaacgtta
aaccacaagt
cccacagtig
gecactcteat
gtccttecttce
tacaagaaat
ttaaactgte
ctaattatgt
gtacttttagg
gtaatcgcta
tagcaggtgyg
aagataaata
aacctggtgt
acaactaa

a polypeptide having a single N-terminal

kringle domain homoogous to a kringle domain of
native human plasminogen

Page 1

taceatgtcc
tcgtectogt
caaccocgat
tgactattge
tgaacccaag
geegtggeag
ctegeecgaa
ttataaagtt
cgaagtatcet
cteececeeget
tgttgcagat
tgcgggacte
cgaattctta
cactgatage
tattctgeaa
atatgtacgt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
800
960
1008



<400> 2

Lys Val Tyr Leu Ser Glu Cys Lys Thr Gly Asn Gly Lys Asn Tyr Arg
1 5 i0 15

Gly Thr Met Ser Lys Thr Lys Asn Gly Ile Thxr Cys Gln Lys Trp Ser

Ser Thr Ser Pro His Arg Pro Arg Phe Ser Pro Ala Thr His Pro Ser
35 40 45
Glu Gly Leu Glu Glu Asn Tyr Cys Arg Asn Pro Asp Asn Asp Pro Gln
50 55 60
Gly Pro Trp Cys Tyr Thr Thr Asp Pro Glu Lys Arg Tyr Asp Tyr Cys
65 70 75 80
Asp Ile Leu Glu Cys Ala Ala Pro Ser Phe Asp Cys Gly Lys Pro Gln

Val Glu Pro Lys Lys Cys Pro Gly Arg Val Val Gly Gly Cys Val Ala
100 105 110
His Pro His Ser Trp Pro Trp Gln Val Ser Leu Arg Thr Arg Phe Gly
115 120 125
Met His Phe Cys Gly Gly Thxr Leu Ile Ser Pro Glu Trp Val Leu Thr
130 135 140
Ala Ala His Cys Leu Glu Lys Ser Pro Arg Pro Ser Ser Tyr Lys Val
145 150 155 160
Ile Leu Gly Ala His Gln Glu Val Asn Leu Glu Pro His Val Gln Glu
165 170 175
Ile Glu Val Ser Arg Leu Phe Leu Glu Pro Thr Arg Lys Asp Ile Ala
180 185 1980
Leu Leu Lys Leu Ser Ser Pro Ala Val TIle Thr Asp Lys Val Ile Pro
195 200 205
Ala Cys Leu Pro Ser Pro Asn Tyr Val Val Ala Asp Arg Thr Glu Cys
210 215 . 220 :
Phe Ile Thr Gly Trp Gly Glu Thr Gln Gly Thr Phe Gly Ala Gly Leu
225 230 235 240
Leu Lys Glu Ala Gln Leu Pro Val Ile Glu Asn Lys Val Cys Asn Arg
245 250 255
Tyr Glu Phe Leu Asn Gly Arg Val Gln Sexr Thr Glu Lieu Cys Ala Gly
260 265 270
His Leu Ala Gly Gly Thr Asp Ser Cys Gln Gly Asp Ser Gly Gly Pro
275 280 285
Leu Val Cys Phe Glu Lys Asp Lys Tyr Ile Leu Gln Gly Val Thr Ser
: 290 295 300
Trp Gly Leu Gly Cys Ala Arg Pro Asn Lys Pro Gly Val Tyr Val Arg
305 310 _ 315 320
Val Ser Arg Phe Val Thr Trp Ile Glu Gly Val Met Arg Asn Asn
325 330 335

<210> 3

<211> 2432

<212> DNA

<213> Homo sapien

<220>

<221> misc feature
<222> (0}...(0)

<223> Human plasminogen

<400> 3
atggaacata aggaagtggt tcttctactt chttitattte tgaaatcagg tcaaggagag 60

cctctggatg actatgtgaa tacccagggg geottcactgt tcagtgtcac taagaageag 120
ctgggagcag gaagtataga agaatgtgca geaaaatgtg aggaggacga agaattcacc 180

Page 2



tgcagggcat
aagtcctcca
tcagagtgca
aggcatcacct
acacaccccet
gggcectggt
tgtgaagagy
atgtctggac
ccttccaaat
ctgcggectt
cgctgecacaa
gaaaactatc
gcacagaccc
gaaaactact
caagtgeggt
caattggcte
gatggacaga
tggtcatcta
ctgacaatga
gaccceageqg
gttgtagecac
tgtatgtttg
ccatgcecagg
aatccacggg
cectggtgcet
gcggececctt
gttgtggggg
aggtttggaa
geccactget
caagaagtga
cccacacgaa
gtaatcccag
atcactgget
cteccctgtga
tccaccgaac
ggaggtccte
ggtcttgget
acttggattg

<210> 4

<211> 810
<212> PRT
<213> Homo

<220>

tccaatatea
taatcattag
agactgggaa
gtcaaaaatg
cagagggact
gctatactac
aatgtatgea
tggaatgcca
ttccaaacaa
ggtgtttcac
cacctceccacc
gcgggaatgt
ctcacacaca
geegeaatec
gggagtactg
ccacagcace
gectacegagyg
tgacaccaca
actactgceag
tcaggtggga
cteocegectgt
ggaatgggaa
actgggetgc
cgggtctgga
acacgacaaa
catttgattg
ggtgtgtygge
tgcacttctg
tggagaagtce
atctecgaacce
aagatattge
cttgtctgee
ggggagaaac
ttgagaataa
tetgtgetgg
tggtttgett
gtgcacgccec
agggagtgat

sapien

<221> PEPTIDE

<222> (0)..

- {0}

cagtazagag
gatgagagat
tggaaagaac
gagttceact
ggaggagaac
tgatccagaa
ttgcagtgga
ggcctgggac
gaacctgaag
caccgaccoe
atcttctggt
ggctgttace
taacaggaca
tgacggaaaa
taagataccy
acctgagcta
cacatectee
ccggecaccag
gaatccagat
gtactgcaac
tgtecctgett
aggataccga
ccaggagcce
aaaaaattac
teccaagaaaa
tgggaagect
ccacccacat
tggaggcace
coccaaggect
gecatgttcag
cttgctaaag
atccecaaat
ccaaggtact
agtgtgcaat
gcatttggecce
cgagaaggac
caataagcct
gagaaataat

<223> Human plasmincgen

<400> 4

Met Glu His Lys

1

Gly Gln Gly Glu Pro

tieu Phe Ser Val

35

Cys Ala Ala Lys
50

Gln Tyr His Ser

5

20
Thr

Cys

Lys

Glu Val
Len
Lys
Glu

Glu

Val Leu

Asp Asp

Leu

Tyr

caacaatgtyg
gtagttttat
tacagaggga
teteoececaca
tactgcagga
aagagatatg
gaaaactatg
tetcagagece
aagaattact
aacaagcgct
ceccacctace
gttteccggge
ccagaaaact
agggeceeat
tcetgtgact
acccctgtgg
accaccacca
aagaccccag
gccgataaag
ctgaaaaaat
ccagatgtag
ggcaagaggy
catagacaca
tgecgtaace
ctttacgact
caagtggagc
tecctggeect
ttgatatcee
tcatcetaca
gaaatagaag
ctaagcagte
tatgtggteg
tttggagctg
cgctatgagt
ggaggcactg
aaatacattt
ggtgtctatg
ta

Leu Leu
i0
Val Asn

25

Lys Gln

Gln Gln

Leu
Glu

Cys

Gly Ala
Glu Phe

Val Ile

Page 3

tgataatgge
ttgaaaagaa
cgatgtecaa
gacctagatt
atccagacaa
actactgcga
acggcaaaat
cacacgctca
gtcgtaacce
gggaactttg
agtgtctgaa
acacctgtea
tccectgeaa
ggtgecatac
ccteecccagt
tececaggactg
caggaaagaa
aaaactaccc
goececktggtg
gctcaggaac
agactccttc
cgaccactgt
gcattttcac
ctgatggtga
actgtgatgt
cgaagaaatg
ggcaagtecag
cagagtgggt
aggtcatcct
tgtctagget
ctgeccgteat
ctgaccggac
gccttctceaa
ttctgaatgg
acagttgcca
tacaaggagt
ttegtgitte

Leu Phe Leu Lys

Thr Gln Gly Ala

30

Gly Ser Ile Glu

45

Thxr Cys Arg Ala

690

Met Alz Glu Asn

tgaaaacagg
agtgtatctc
aacaaaaaat
cteacctget
cgatcegeay
cattcttgag
tteccaagace
tggatacatt
cgatagggag
cgacatccce
gggaacaggt
gcactggagt
aaatttggat
aaccaacagc
atccacggaa
ctaccatggt
gtgtcagtcet
aaatgctgge
ttttaccaca
agaagcgagt
cgaagaagac
tactgggacg
tccagagaca
tgtaggtggt
ccctcagtgt
tcctggaagg
tcttagaaca
gttgactget
gggtgcacac
gttcttggag
cactgacaaa
cgaatgtite
ggaagcccag
aagagtccaa
gggtgacagt
cacttcttgg
aaggtttgtt

Ser
15

Ser
Glu
Phe

Ary

240
300
360
420
480
540
600
660
720
780
840
200
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2432



65
Lys

Lys
Gly
Ser
Glu

145
Gly

Tyr
Trp
Pro
225
Leun
Cys
Tyr
val
His
305
Glu
Thr
Asp

Glu
Tyxr
385
Trp
Pro
Lys
Cys
Pro
465
Cys
val
His

Asn

Ser
Val
Thr
Thr
130
Gly
Pro
Ile
Asp
Asp
210
Asn
Aryg
Asp
Gln
Thr
290
Thr
Asn
Thr
Ser
Len
370
Arg
Ser
Asn
Gly
Asn
450
Pro
Met
Thxr

Ser

Tyr
530

Ser
Tyxr
Met
115
Ser
Leu
Trp
Leu
Gly
195
Ser
Lys
Pro
Ile
Cys
275
Val
His
Tyr

Asn

Ser

355
Thr

Gly
Ser
Ala
Pro
435
Leu
Val
Phe
Gly
Ile

515
Cys

Ile
Leu
100
Ser
Pro
Glu
Cys
Glu
180
Lys
Gln
Asn
Trp
Pro
260
Leu
Ser

Asn

Cys

Ser.

340
Pro

Pro
Thr
Met
Gly
420
Trp
Lys
Val
Gly
Thr
500
Phe

Arg

Ile
85
Ser
Lys
His
Glu
Tyr
165
Cys
Ile
Ser
Leu
Cys
245
Arg
Lys
Gly
Arg
Arg
325
Gln
Val
Val
Serx
Thr
405
Leu
Cys
Lys
Leu
Asn
485
Pro

Thr

Asn

70
Ile

Glu
Thr
Arg
Asn
150
Thr
Glu
Ser
Pro
Lys
230
Phe
Cys
Gly
His
Thr
310
Asn
Val
Ser
Val
Ser
380
Pro
Thx
Phe
Cys
Leu
470
Gly
Cys

Pro

Pro

Arg
Cys
Lys
Pro
135
Tyr
Thr
Glu
Lys
His
215
Lys
Thr
Thr
Thr
Thr
295
Pro
Pro
Arg
Thr
Gln
375
Thr
His
Met
Thr
Ser
455
Pro
Lys
Gln
Glu

Asp
535

Met

Lys

Arg

Thr

+ 105

Asn
120
Arg
Cys
Asp
Glu
Thr
200
Ala
Asn
Thr
Thr
Gly
280
Cys
Glu
Asp
Trp
Glu
360
Asp
Thr
Arg
Asn
Thr
440
Gly
Asp
Gly
Asp
Thr

520
Gly

Gly
Phe
Arg
Pro
Cys
185
Met
His
Tyr
Asp
Pro
265
Glu
Gln
Asn
Gly
Glu
345
Gln
Cys
Thr
His
Tyr
425
Asp
Thr
Val
Tyxr
Trp
505

Asn

Asp

Asp
Gly
Ile
Ser
Asn
Glu
170
Met
Ser
Gly
Cys
Pro
250
Pro
Asn
His
Phe
Lys
330
Tyr
Leu
Tyr
Thr
Gln
410
Cys
Pro
Glu
Glu
Arg
490
Ala

Pro

Val

75
Val

Asn
Thr
Pro
Pro
155
Lys
His
Gly
Tyr
Arg
235
Asn
Pro
Tyr
Trp
Pro
315
Arg
Cys
Ala
His
Gly
395
Lys
Arg
Ser
Ala
Thr
£75
Gly
Ala
Arg

Gly

Page 4

Val
Gly
Cys
Ala
140
Asp
Arg
Cys
Leu
Ile
220
Asn
Lys
Ser
Arg
Ser
300
Cys
Ala
Lys
Pro
Gly
380
Lys
Thr
Asn
Val
Ser
460
Pro
Lys
Gln
Ala

Giy
540

Leu
Lys
Gln
125
Thr
Asn
Tyr
Ser
Glu
205
Fro
Pro
Arg

Ser

Gly

- 285

Ala
Lys
Pro
Ile
Thr
365
asp
Lys
Pro
Pro
Arg
445
Val
Ser
Arg
Glu
Gly

525
Bro

Phe
Asn
110
Lys
His
hsp
Asp
Gly
190
Cys
Ser
Asp
Trp
Gly
270
Asn
Gln
Asn
Trp
Pro
350
Ala
Gly
Cys
Glu
Asp
430
Trp
Val
Glu
Ala
Pro
510

Leu

Trp

Glu
85
Tyx
Trp
Pro
Pro
Tyr
175
Glu
Gln
Lys
Arg
Glu
255
Pro
Val
Thr
Leu
Cys
335
Ser
Pro
Gln
Gln
Asn
415
Ala
Glu
Ala
Glu
Thr
495
His
Glu

Cys

g0
Lys

BArg
Ser
Ser
Gln
160
Cys
Asn
Ala
Phe
Glu
240
Leu
Thr
Ala
Pro
Asp
320
His
Cys
Pro
Ser
Ser
400
Tyr
Asp
Tyxr
Pro
Asp
480
Thr
Arg
Lys

Tyr



Thr Thr Asn Pro Arg Lys Leu Tyr Asp Tyr Cys Asp Val Pro
545 550 555 '
Ala Ala Pro Ser Phe Asp Cys Gly Lys Pro Gln Val Glu Pro
565 570
Cys Pro Gly Arg Val Val Gly Gly Cys Val Ala His Pro His
580 585 580
Pro Trp Gln Val Ser Leu Arg Thr Arg Phe Gly Met His Phe
595 600 605
Gly Thr Leu Ile Ser Pro Glu Trp Val Leu Thr Ala Ala His
610 615 620
Glu Lys Ser Pro Arg Pro Ser Ser Tyr Lys Val Ile Leu Gly
625 630 635
Gln Glu Val Asn Leu Glu Pro His Val Gln Glu Ile Glu Val
645 650
Leu Phe Leu Glu Pro Thr Arg Lys Asp Ile Ala Leu Leu Lys
660 665 670
Ser Pro Ala Val Ile Thr Asp Lys Val Ile Pro Ala Cys lLeu
675 680 685
Pro Asn Tyr Val Val Ala Asp Arg Thr Glu Cys Phe Ile Thr
690 695 700
Gly Glu Thr Gln Gly Thr Phe Gly Ala Gly Leu Leu Lys Glu
705 710 715
Leu Pro Val Tie Glu Asn Lys Val Cys Asn Arg Tyr Glu Phe
725 730
Gly Arg Val Gln Ser Thr Glu Leu Cys Ala Gly His Leu Ala
740 745 750
Thr Asp Ser Cys Gln Gly Asp Ser Gly Gly Pro Leu Val Cys
755 760 765
Lys Asp Lys Tyr Ile Leu Gln Gly Val Thr Ser Trp Gly ILeu
770 775 780
Ala Arg Pro Asn Lys Pro Gly Val Tyr Val Arg Val Ser Arg
785 790 795
Thr Trp Ile Glu Gly Val Met Arg Asn Asn
805 810

<210> 5

<211> 79

<212> PRT

<213> Artificial Sequence

<220>
<223> kringle domain 1 of native human plasmin{ogen)

<400> 5
Cys Lys Thr Gly Asn Gly Lys Asn Tyr Arg Gly Thr Met Ser
1 5 i0

Lys Asn Gly Ile Thr Cys Gln Lys Trp Ser Ser Thr Ser Pro
20 25 30

Pro Arg Phe Ser Pro Ala Thr His Pro Ser Glu Gly Leu Glu
35 40 45
Tyr Cys Arg Asn Pro Asp Asn Asp Pro Gln Gly Pro Trp Cys
50 55 60 :
Thr Asp Pro Glu Lys Arg Tyr Asp Tyr Cys Asp Ile Leu Glu
65 70 75

<210> 6
<211> 78

Page 5

Gln

Lys

575

Ser
Cys

Cys
Ala
Ser
655
Leu
Pro
Gliy
Ala
Leu
735
Gly
Phe
Gly

Phe

Lys
15

His
Glu
Tyr

Cys

Cys
560
Lys
Trp
Gly
Leu
His
640
Arg
Ser
Ser
Trp
Gln
720
Asn
Gliy
Glu
Cys

Val
800

Thr
Arg
Asn

Thr



<212> PRT _
<213> Artificial Seguence

<220>

<223> kringle deomain 2 of native human plasmin(ogen)

<400> €

Cys Met His Cys Ser Gly Glu Asn Tyr Asp Gly Lys Ile Ser
1 . 5 i0 .

Met Ser Gly Leu Glu Cys Gln Ala Trp Asp Ser Gln Ser Pro

20 25 30
His Gly Tyr Ile Pro Ser Lys Phe Pro Asn Lys Asn Leu Lys
35 40 45
Tyr Cys Arg Asn Pro Asp Arg Glu Leu Arg Pro Trp Cys Phe
50 55 60

Asp Pro Asn Lys Arg Trp Glu Leu Cys Asp Ile Pro Arg Cys
65 70 75

<210> 7

<211> 78

<212> PRT

<213> Artificial Sequence

<220>

<223> kringle domain 2 of native human plasmin(ogen)

<400> 7
Cys Leu Lys Gly Thr Gly Glu Asn
1 5

Val Ser Gly Ris Thr Cys Gln His

20
His Asn Arg Thr Pro Glu Asn Phe
35 40
Tyr Cys Arg Asn Pro Asp Gly Lys
50 55
Asn Ser Gln Val Arg Trp Glu Tyr
65 70
<210> 8
<211> 78
<212> PRT

<213> Artificial Sequence

<220>

<223> kringle domain 4 of native human plasmin(ogen)

<400> 8

Cys Tyr His Gly Asp Gly Gln Ser
1 5

Thr Thr Gly Lys Lys Cys Gln Ser

20
His Gln Lys Thr Pro Glu Asn Tyr
35 : 40
Tyr Cys Arg Asn Pro Asp Ala Asp
50 55

Asp Pro Ser Val Arg Trp Glu Tyr
65 70

Tyr Arg Gly Asn Val Ala

10
Trp Ser Ala Gln Thr
25

Pro
30

Pro Cys Lys Asn Leu Asp

45
Arg Ala Pro Trp Cys
60
Cys Lys Ile Pro Ser
75

Tyr Arg Gly Thr Ser
Trp égr Ser Met Thr
gio Asn Ala Gly Leu
Lys Gly Pro ggp éis

Cys Asn Leu Lys Lys
75

Page 6

His

Cys

Ser
Pro
30

Thr
Phe

Cys

Lys Thr
i5

His Ala
Lys Asn

Thr Thr

Val Thr
15

His Thr
Glu Asn

Thr Thr

Thr Thr
15

His Arg
Met Asn

Thr Thr



<210>
<211>
<212>
<213>

<220>
<223>

<400>

Cys Met Phe Gly Asn

1

Val Thr Gly Thr Pro
Bis Ser Ile Phe Thr
Asn Tyr Cys Arg Asn

50
Thr Thr Asn Pro Arg

65

9

80

PRT

Artificial Sedquence

kringle domain 5 of native human plasmin{ocgen)

9
5
20

35

70

40

25

Page 7

45

Gly Lys Gly Tyr Arg Gly Lys Arg Ala
10

Cys Gln Asp Trp Ala Ala Gln Glu Pro

30

Pro Asp Gly Asp Val Gly Gly Pro Trp
55 60

Lys Leu Tyr Asp Tyr Cys Asp Val Pro
15

Thr
15
His

Pro Gilu Thr Asn Pro Arg Ala Gly Leu Glu

Cys

Gln

Thx
Arg
Lys
Tyr

Cys
8¢



