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Fig. 2 (continued)
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Fig. 3 (continued)
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Fig. 3 (continued)
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Fig. 4 (continued)
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Fig. 4 (continued)
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Fig. 4 (continued)
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Fig. 5 (continued)
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Fig. 6 (continued)
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Fig. 6 (continued)
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Fig. 6 (continued)
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Fig. 6 (continued)

Q)
EpCAM-MSLN T-cell engager molecule 2
1901 e CHO huCLL1 huFLT3
s CHO hUCLL1
. 75 mo= CHOhuFLT3
A
2
2 50
£
<&
& 25
e T T
10° 104 104 107 102 101 10° 10" 107
BiTE cone. [nM]
Fig. 7
A .
) 100 Cytotoxicity on CHO huCLL1 huFLT3
X
- o CLLA-FLT3 T-cell
% engager molecule 1
= CLL1-FLT3 T-cell
@ engager molecule 2
©
4 CLL1-FLT3 T-cell
7)) engager molecule 3
— .
10° 104 10° 102 167 10° 10! 107
BiTE conc. [nM]
B)
2500 Cytokine levels IFN gamma
0
E 2000
2 <o, CLL1-FLT3 Tecell
- engager molecule 1
§ 1500 CLL1-FLT3 T-cell
© engager molecule 2
E 1000 - . CLL1-FLT3 T-cell
g engager molecule 3
% 500
0

10 104 10° 102 107 10° 10' 102
BIiTE conc. [nM]



WO 2022/096716

20/64

Fig. 7 (continued)
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Fig. 7 (continued)
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Fig. 7 (continued)
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Fig. 11 (continued)
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Fig. 12 (continued)

B
) CLL1-FLT3 T-cell engager molecule 2
1005 === CHO huCLL1 huFLT3
= GHO huCLLA
75 == CHO huFLT3 Y }
=X v 1
= L
@
7
>
L
5
10 10+ 102 102 10" 10° 10' 102
Concentration [nM]
<) CLL1-FLT3 T-cell engager molecule 3
1001 CHO huCLL1 huFLT3
e CHO huCLLA
— 75{ == CHOhuFLT3 I
=
0N
o 50
=
[*] .
g .
Q. _—
(7]
25+ yj " %
; IR |
e N S S PO o‘%
oy . g w%-ﬁ -§"
1 T P T PP P PP PP PP PP PPTPP PRI

105 104 102 102 10 10° 101 102
Concentration [nM]



WO 2022/096716

29/64

Fig. 12 (continued)
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Fig. 13
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Fig. 13 (continued)
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Fig. 14 (continued)
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Fig. 15
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Fig. 17
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 17 (continued)
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Fig. 18
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Fig. 21 (continued)
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Fig. 22
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Fig. 22 (continued)
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Fig 22. (continued)

) MSLN-CDH3 T-cell engager molecule 5

100+

—— GSU wt
wesmes. GSU KO MSLN
759 === GSU KO CDH3

g P Uw ER omge @ oaw

Specific lysis [%]
[41]
<

254
(/T BEEETIOON W5 i &
— T T T T T T T T 1
107 10 10 10+ 10 102 10" 10° 10" 102
concentration [nM]
F) MSLN-CDH3 T-cell engager molecule 6
1001

—_— GSU wt
s GSU KO MSLN
759 =a= GSU KO CDH3

;ﬂ:,'mw»&mn

Specific lysis [%)]
(<]
S

107 10€ 105 10+ 10 102 10' 10° 10" 102
concentration [nM]




WO 2022/096716

53/64

Fig. 22 (continued)
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Fig. 22 (continued)
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Fig. 23 (continued)
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Fig. 23 (continued)
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Fig. 24 (continued)
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Fig. 26
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