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FIG. 50C
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FIG. 51A

Affinity of purified KYK2 4420 captured with sFITC and detection with
polyclonal anti EK Ab 030210
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FIG 51B
KYK2-4420 VF E coil P312-009, CHO Trans.
0.45mg/L. MSA Purified
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FIG. 52

Affinity of KYK2 4420 VF Ecoil DART captured with
FITC antigen and detected with NKG2D Fc 012210
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FIG. 53
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FIG. 56A
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FIG. 56C
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FIG. 58
Albumin Binding Assay
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FIG. 60
ABD-Binding Elisa
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FIG. 62
ABD-Binding Elisa
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FIG.65C
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