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Figure 1A

Human IL-2 Sequence (SEQ ID NO: 1)

>sp | P60568
MYRMQLLSCIALSLALVTNSAPTSSSTKKTQLQLEHLLLDLOMI LNGINNYKNPKLTRMLT FKEYMPKKATELKHLQ
CLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

Human IL-2 mature form sequence (SEQ ID NO: 2)

>sp|P60568[21-153
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFCQSIISTLT

Human IL-2Ra {CD25) sequence (SEQ ID NO: 3)

>sp|P0O1589
MDSYLLMWGLLTFIMVPGCQAELCDDDPPEIPHATFKAMAYKEGTMLNCECKRGFRRIKSGSLYMLCTGNSSHSSWD
NQCQCTSSATRNTTKQVTPQPEEQKERKTTEMQSPMQPVDQASLPGHCREPPPWENEATERIYHEVVGOMVYYQCVQ
GYRALHRGPAESVCKMTHGKTRWTQPQLICTGEMET SQFPGEEKPOAS PEGRPESETSCLVTTTDFQI QTEMAATME
TSIFTTEYQVAVAGCVEFLLISVLLLSGLTWQRRORKSRRTI

Human IL-2Ra {CD25), extracellular domain (SEQ ID NO: 4)

>sp|P01589|22-240
ELCDDDPPEIPHATFKAMAYKEGTMLNCECKRGFRRIKSGSLYMLCTGNSSHSSWDNQCQCTSSATRNTTKQVTPQP
EEQKERKTTEMQSPMQPVDOASLPGHCREPPPWENEATERIYHFVVGOMVYYQCVQGYRALHRGPAESVCKMTHGKT
RWTQPQLICTGEMETSQFPGEEKPQASPEGRPESETSCLVTTTDFQIQTEMAATMETSIFTTEYQ

Human IL-2RB {CD122) sequence (SEQ ID NO: 5)

>sp|P14784
MAAPALSWRLPLLILLLPLATSWASAAVNGT SQFTCFYNSRANI SCVWSQDGALODTSCOVHAWPDRRRUNQTCELL
PVSQASWACNLILGAPDSQKLTTVDIVTLRVLCREGVRWRVMAIQDFKPFENLRLMAPISLOVVHVETHRCNISWET
SOQASHYFERHLEFEARTLSPGHTWEEAPLLTLKQKQEWICLETLTPDTQYEFQVRVKPLOGEFTTWSPWSQPLAFRT
KPAALGKDTIPWLGHLLVGLSGAFGFIILVYLLINCRNTGPWLKKVLKCNTPDPSKFFSQLSSEHGGDVQKWLSSPF
PSSSFSPGGLAPEISPLEVLERDKVTQLLLOQODKVPEPASLSSNHSLTSCEFTNQGYFFFHLPDALEIEACQVYETYD
PYSEEDPDEGVAGAPTGSSPQPLOQPLSGEDDAYCTFPSRDDLLLFSPSLLGGPSPPSTAPGGSGAGEERMPPSLQER
VPRDWDPQPLGPPTPGVPDLVDFQPPPELVLREAGEEVPDAGPREGVSFPWSRPPGQGEFRALNARLPLNTDAYLSL
QELOGQDPTHLV

Human IL-2RB (CD122), extracellular domain {(SEQ ID NO: 6)

>sp|P14784|27-240
AVNGTSQFTCFYNSRANISCVWSQDGALQDTSCQVHAWPDRRRWNQTCELLPVSQASWACNLILGAPDSQKLTTVDI
VILRVLCREGVRWRVMAIQDFKPFENLRLMAPISLOQVVHVETHRCNISWEISQASHYFERHLEFEARTLSPGHTWEE
APLLTLKQKQEWICLETLTPDTQYEFQVRVKPLOQGEFTTWSPWSQPLAFRTKPAALGKDT

Human common gamma chain {CD132) sequence (SEQ ID NO: 7)

>sp|P31785
MLKPSLPFTSLLFLQLPLLGVGLNTTILTPNGNEDTTADFFLTTMPTDSLSVSTLPLPEVQCEFVENVEYMNCTWNSS
SEPQPTNLTLHYWYKNSDNDKVQKCSHYLFSEEITSGCQLOKKEIHLYQTEFVVQLODPREPRROQATOMLKLONLVIP
WAPENLTLHKLSESQLELNWNNRFLNHCLEHLVQYRTDWDHSWTEQSVDYRHKFSLPSVDGQKRYTFRVRSREFNPLC
GSAQHWSEWSHPIHWGSNTSKENPFLFALEAVVISVGSMGLIISLLCVYFWLERTMPRIPTLKNLEDLVTEYHGNFS
AWSGVSKGLAESLQPDYSERLCLVSEI PPKGGALGEGPGASPCNQHSPYWAPPCYTLKPET
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Figure 1B

Human common gamma chain {CD132), extracellular domain (SEQ ID NO: 8)

>sp|P31785|23-262
LNTTILTPNGNEDTTADFFLTTMPTDSLSVSTLPLPEVQCEFVENVEYMNCTWNSSSEPQPTNLTLHYWYKNSDNDKV

QKCSHYLFSEEITSGCQLOKKEIHLYQTFVVQLODPREPRROATOMLKLONLVIPWAPENLTLHKLSESQLELNWNN
RFLNHCLEHLVQYRTDWDHSWTEQSVDYRHKEFSLPSVDGQKRYTFRVRSRFNPLCGSAQHWSEWSHPTHWGSNTSKE
NPFLFALEA
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Figure 2A
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Monomer 1 Monomer 2
K370E/T411D T411K
L368E/KA09E L368K
Y349T/T394F/S354C S364H/F405A/Y349C
TA11E D401K
T411E D401R/T411R
Q347E/K360E Q347R
L368E S364K/E357Q
L368E/K370S S364K/E357Q
L368E/K370T S364K/E357Q
L368E/D401R S364K/E357Q
L368E/D401N S364K/E357Q
L368E E3575/S364K/E357Q
L368E S364K/E357Q/K409E
L368E S364K/E357Q/K409V
L368D S364K/E357Q
L368D/K370S S364K/E357Q
L368D/K370S S364K/E357Q/E357L
L368D/K370S S364K/E357Q
TA11E/K360E/Q362E D40Q1K
K370S S364K/E357Q
L368E/K370S S364K/E357Q
K370S S364K/E357Q
T411E/K360D D401K
T411E/K360E D401K
T411E/Q362E D401K
T411E/N390D D401K
TA11E D401K/Q347K
TA11E D401K/Q347R
T411E/K360D/Q362E D401K




WO 2019/125732 5/145 PCT/US2018/063443
Figure 2C
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Figure 2D
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Figure 2E
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Figure 5A
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Figure 6A

IL-2-Fc Backbone 1

>IL-2-Fc monomer 1 (SEQ ID NO: 9)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
OMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 10)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 2

>IL-2-Fc monomer 1 (SEQ ID NO: 11)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVKLTCLVKGEYPSDIAVEWE SNGOQPENNYKTTPPVLDSDGSEFEFLYSKLTVDKSRWOQQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 12)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 3

>IL-2-Fc monomer 1 (SEQ ID NO: 13)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVKLTCLVKGEFYPSDIAVEWE SNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWOQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 14)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCEVSGEFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 4

>IL-2-Fc monomer 1 (SEQ ID NO: 15)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGEFYPSDIAVEWE SNGQPENNYKTTPPVLDSKGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK
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Figure 6B

>IL-2-Fc monomer 2 (SEQ ID NO: 16)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTENEVSLTCLVKGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFFLYSKLEVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 5

>IL-2-Fc monomer 1 (SEQ ID NO: 17)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRD
QLTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 18)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRD
ELTKNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 6

>IL-2-Fc monomer 1 (SEQ ID NO: 19)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYASTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
OMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 20)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYASTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 7

>IL-2-Fc monomer 1 (SEQ ID NO: 21)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYSSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRE
OMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 22)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYSSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK
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Figure 6C

IL-2-Fc Backbone 8

>|L-2-Fc monomer 1 (SEQ ID NO: 23)
ESKYGPPCPPCPAPEFLGGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQEFNWY VDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEQM
TKNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM
HEALHNHYTQKSLSLSLGK

>IL-2-Fc monomer 2 (SEQ ID NO: 24)
ESKYGPPCPPCPAPEFLGGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQEFNWYVDGVEVHNAK
TKPREEEFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSTEKTISKAKGQPREPQVYTLPPSQEEM
TKNQVSLTCDVSGFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWEEGDVESCSVM
HEALHNHYTQKSLSLSLGK

IL-2-Fc Backbone 9

>IL-2-Fc monomer 1 (SEQ ID NO: 25)
ERKCCVECPPCPAPPVAGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKT
KPREEQFNSTFRVVSVLTVVHQDWLNGKEY KCKVSNKGLPAPTEKT ISKTKGQPREPQVYTLPPSREQMT
KNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFEFLY SKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 26)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVOFNWYVDGVEVHNAKT
KPREEEFNSTFRVVSVLTVVHODWLNGKEY KCKVSNKGLPAPTIEKTISKTKGQPREPQVYTLPPSREEMT
KNQVSLTCDVSGEYPSDIAVEWESDGQPENNYKTTPPMLDSDGSFFLY SKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 10

>IL-2-Fc monomer 1 (SEQ ID NO: 27)
ERKCCVECPPCPAPPVAGPSVEFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVOQFNWYVDGVEVHNAKT
KPREEQFNSTFRVVSVLTVVHQDWLNGKEY KCKVSNKGLPAPTEKT ISKTKGQPREPQVYTLPPSREQMT
KNQVKLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFEFLY SKLTVDKSRWQQGNVESCSVMH
EALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 28)
ERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVQFNWYVDGVEVHNAKT
KPREEEFNSTFRVVSVLTVVHQDWLNGKEY KCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMT
KNQVSLTCDVSGEFYPSDIAVEWESDGQPENNYKTTPPMLDSDGSFEFLY SKLTVDKSRWEQGDVESCSVMH
EALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 11

>IL-2-Fc monomer 1 (SEQ ID NO: 29)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
OMTRKNQVKLTCLVKGEYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCS
VLHEALHSHYTQKSLSLSPGK
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>IL-2-Fc monomer 2 (SEQ ID NO: 30)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFEFLYSKLTVDKSRWEQGDVESCS
VLHEALHSHYTQKSLSLSPGK

IL-2-Fc Backbone 12

>IL-2-Fc monomer 1 (SEQ ID NO: 31)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGEYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 32)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGOQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGEFYPSDIAVEWE SNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

IL-2-Fc Backbone 13

>IL-2-Fc monomer 1 (SEQ ID NO: 33)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWY VDGVEVHN
AKTKPREEEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCDVSGEFYPSDIAVEWESDGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCS
VMHEALHNHYTQKSLSLSPGK

>IL-2-Fc monomer 2 (SEQ ID NO: 34)
ERKSSDKTHTCPRCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFKWY VDGVEVHN
AKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRE
OMTKNQVKLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQOGNVESCS
VMHEALHNHYTQKSLSLSPGK
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Name Sequence SEQ ID NO:
GGGGS); or GGGGS GGGGS 35
GGGGS); GGGGSGGGGS 36
GGGGS); GGGGSGGGGSGGGGS 37
GGGGS), GGGGSGGGGSGGGGSGGGGS 38
GGGES); or GGGES GGGES 39




WO 2019/125732 PCT/US2018/063443
16/145

Figure 8A

AR

Figure 8B

IL-2Ra
- {CD25)




WO 2019/125732 PCT/US2018/063443
17/145

Figure 9A

>XENP014135 hiL2 0.1 (SEQ ID NO: 40)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP014136 hiL2_0.9 (SEQ ID NO: 41)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTAMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP014137 hiL2 0.10 (SEQ ID NO: 42)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTDMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014138 hiL2 0.11 (SEQ ID NO: 43)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTEMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014139 hiL2 0.12 (SEQ ID NO: 44)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTFMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014140 hiL2 0.13 (SEQ ID NO: 45)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTGMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014141 hiL2 0.14 (SEQ,ID NO: 46)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTHMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT

>XENP014142 hiL2 0.15 (SEQ ID NO: 47)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTIMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP014143 hiL2 0.16 (SEQ ID NO: 48)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTKMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014144 hiL2 0.17 (SEQ ID NO: 49)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTLMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP014145 hiL2 0.18 (SEQ ID NO: 50)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTMMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014146 hiL2 0.19 (SEQ ID NO: 51)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014147 hiL2_0.20 (SEQ ID NO: 52)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTPMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT
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>XENP014148 hiL2_0.21 (SEQ ID NO: 53)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOQMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014149 hiL2 0.22 (SEQ ID NO: 54)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLT SMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014150 hiL2 0.23 (SEQ ID NO: 55)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTTMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014151 hiL2 0.24 (SEQ ID NO: 56)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTVMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014152 hiL2 0.25 (SEQ ID NO: 57)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTWMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014153 hiL2 0.26 (SEQ ID NO: 58)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTYMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014154 hiL2 0.27 (SEQ ID NO: 59)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLAFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014155 hiL2 0.28 (SEQ ID NO: 60)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLDFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014156 hiL2 0.29 (SEQ ID NO: 61)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLEFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014157 hiL2 0.30 (SEQ ID NO: 62)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLFFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014158 hiL2 0.31 (SEQ ID NO: 63)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLGFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014159 hiL2 0.32 (SEQ ID NO: 64)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLHFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014160 hiL2_0.33 (SEQ ID NO: 65)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLIFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT
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>XENP014161 hiL2 0.34 (SEQ ID NO: 66)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLKFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014162 hiL2 0.35 (SEQ ID NO: 67)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLLFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014163 hiL2 0.36 (SEQ ID NO: 68)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLMFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014164 hiL2 0.37 (SEQ ID NO: 69)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLNFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014165 hiL2 0.38 (SEQ ID NO: 70)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLPFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014166 hiL2 0.39 (SEQ ID NO: 71)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLOQFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014167 hiL2 0.40 (SEQ ID NO: 72)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLRFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014168 hiL2 0.41 (SEQ ID NO: 73)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLSFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014169 hiL2 0.42 (SEQ ID NO: 74)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLVFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014170 hiL2 0.43 (SEQ ID NO: 75)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLWFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014171 hiL2 0.44 (SEQ ID NO: 76)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLYFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014172 hiL2 0.45 (SEQ ID NO: 77)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTAKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014173 hiL2 0.46 (SEQ ID NO: 78)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTDKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT
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>XENP014174 hiL2 0.47 (SEQ ID NO: 79)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTEKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014175 hiL2_0.48 (SEQ ID NO: 80)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTGKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014176 hiL2 0.49 (SEQ ID NO: 81)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTHKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014177 hiL2 0.50 (SEQ ID NO: 82)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTIKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014178 hiL2 0.51 (SEQ ID NO: 83)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014179 hiL2 0.52 (SEQ ID NO: 84)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTLKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014180 hiL2 0.53 (SEQ,ID NO: 85)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTMKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT

>XENP014181 hiL2 0.54 (SEQ ID NO: 86)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTNKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014182 hiL2 0.55 (SEQ ID NO: 87)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTPKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014183 hiL2 0.56 (SEQ ID NO: 88)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTQKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014184 hiL2 0.57 (SEQ ID NO: 89)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTRKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014185 hiL2 0.58 (SEQ ID NO: 90)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTSKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014186 hiL2_0.59 (SEQ ID NO: 91)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTTKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT
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>XENP014187 hiL2 0.60 (SEQ ID NO: 92)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTVKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014188 hiL2_0.61 (SEQ ID NO: 93)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTWKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014189 hiL2 0.62 (SEQ ID NO: 94)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTYKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014190 hiL2 0.63 (SEQ ID NO: 95)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLKFKEYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014191 hiL2 0.64 (SEQ ID NO: 96)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOMLOFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014192 hiL2 0.65 (SEQ ID NO: 97)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTEMLKFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014193 hiL2 0.66 (SEQ,ID NO: 98)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOMLRFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT

>XENP014194 hiL2 0.67 (SEQ ID NO: 99)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLOQFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014195 hiL2 0.68 (SEQ ID NO: 100)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLVEFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT

>XENP014196 hiL2 0.69 (SEQ ID NO: 101)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLVFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014201 hiL2 0.70 (SEQ ID NO: 102)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOQMIMFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014202 hiL2 0.71 (SEQ ID NO: 103)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLSFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014203 hiL2_0.72 (SEQ ID NO: 104)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOQMLLFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT
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>XENP014204 hiL2 0.73 (SEQ ID NO: 105)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLMFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014205 hiL2_0.74 (SEQ ID NO: 106)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLIYKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014206 hiL2 0.75 (SEQ ID NO: 107)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLEYKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014207 hiL2 0.76 (SEQ ID NO: 108)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLDYKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014208 hiL2 0.77 (SEQ ID NO: 109)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMIMYKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014209 hiL2 0.78 (SEQ ID NO: 110)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLOQYKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014210 hiL2 0.79 (SEQ ID NO: 111)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLEHKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT

>XENP014211 hiL2 0.80 (SEQ ID NO: 112)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLELKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014212 hiL2 0.81 (SEQ ID NO: 113)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLEPKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014213 hiL2 0.82 (SEQ ID NO: 114)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLTYKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014214 hiL2 0.83 (SEQ ID NO: 115)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTNMLRFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014215 hiL2 0.84 (SEQ ID NO: 116)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLKFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014216 hiL2_0.85 (SEQ ID NO: 117)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTVMLRFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT
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>XENP014217 hiL2_0.86 (SEQ ID NO: 118)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTPMLRFKEFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014218 hiL2 0.87 (SEQ ID NO: 119)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLEKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014219 hiL2 0.88 (SEQ ID NO: 120)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLDKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014220 hiL2 0.89 (SEQ ID NO: 121)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLMKKEYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014221 hiL2 0.90 (SEQ ID NO: 122)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLOKKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014222 hiL2 0.91 (SEQ ID NO: 123)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLTKKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014223 hiL2 0.92 (SEQ ID NO: 124)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLIKKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014224 hiL2 0.93 (SEQ ID NO: 125)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTNMLTKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014225 hiL2 0.94 (SEQ ID NO: 126)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLHKKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014226 hiL2 0.95 (SEQ ID NO: 127)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOQMLKYKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014227 hiL2 0.96 (SEQ ID NO: 128)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLRYKFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014228 hiL2 0.97 (SEQ ID NO: 129)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOMLOYKEFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014229 hiL2_0.98 (SEQ ID NO: 130)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOQMLVYKEFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT
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>XENP014230 hiL2_0.99 (SEQ ID NO: 131)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTNMLKKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014231 hiL2 0.100 (SEQ ID NO: 132)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTOQMLHKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014232 hiL2 0.101 (SEQ ID NO: 133)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOQMLKKKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014233 hiL2 0.102 (SEQ ID NO: 134)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOQMLOKKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014234 hiL2 0.103 (SEQ ID NO: 135)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLVKKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP014235 hiL2 0.104 (SEQ ID NO: 136)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTOMLRKKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT
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>XENP014277 hiL2 0.6 (SEQ ID NO: 137)
APTSSSTKKTQLOLEHLLLDLOMILNGISNHKNPRLARMLTFKEYMPEKATELKHLOQCLEEELKPLEEALRLAPSKN

FHLRPRDLISDVNVIVLELKGSETTFMCEYADETATIVEFLNRWITESTSIISTLTGS

>XENP014381 hiL2 0.202 (SEQ ID NO: 138)
APTSSSTKKTQLOLEHLLLDLOMILNGISNHKNPRLALMLTFKEFYMPEKATELKHLOQCLEEELKPLEEALRLAPSKN

FHLRPRDLISDVNVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSTSIISTLTGS
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>XENP014135 hiL2 0.1 (SEQ ID NO: 139)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP014142 hiL2_0.15 (SEQID NO: 140)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTIMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP014143 hiL2 0.16 (SEQ ID NO: 141)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTKMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014144 hiL2 0.17 (SEQID NO: 142)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTLMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP014168 hiL2 0.41 (SEQID NO: 143)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLSFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLT

>XENP014189 hiL2 0.62 (SEQ ID NO: 144)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTYKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLT

>XENP023816 hiL2_0.205 (SEQ ID NO: 145)
APTSSSTRKKTELQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTEFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023817 hiL2 0.206 (SEQ ID NO: 146)
APTSSSTKKTQDQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023820 hiL2 0.209 (SEQ ID NO: 147)
APTSSSTKKTQLELEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023824 hiL2 0.213 (SEQ ID NO: 148)
APTSSSTKKTQLOLOQHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023827 hiL2_0.216 (SEQ ID NO: 149)
APTSSSTKKTQLOLEYLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023830 hiL2 0.219 (SEQ ID NO: 150)
APTSSSTKKTQLOQLEHLLDDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023833 hiL2 0.222 (SEQ ID NO: 151)
APTSSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS
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>XENP023834 hiL2 0.223 (SEQ ID NO: 152)
APTSSSTKKTQLOLEHLLLDLEMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023836 hiL2 0.225 (SEQ ID NO: 153)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPRLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023837 hiL2 0.226 (SEQ ID NO: 154)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLSRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023838 hiL2 0.227 (SEQ ID NO: 155)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFREYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023839 hiL2 0.228 (SEQ ID NO: 156)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKYYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023840 hiL2 0.229 (SEQ ID NO: 157)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFFMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023842 hiL2 0.231 (SEQ ID NO: 158)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPRKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023843 hiL2_0.232 (SEQ ID NO: 159)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKEATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023846 hiL2 0.235 (SEQ ID NO: 160)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEQELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023848 hiL2 0.237 (SEQ ID NO: 161)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOCLEEQLKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023849 hiL2 0.238 (SEQ ID NO: 162)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELRPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023851 hiL2 0.240 (SEQ ID NO: 163)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEQVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023852 hiL2 0.241 (SEQ ID NO: 164)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEELLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS
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>XENP023853 hiL2 0.242 (SEQ ID NO: 165)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNIAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023855 hiL2 0.244 (SEQ ID NO: 166)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLDPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023859 hiL2 0.248 (SEQ ID NO: 167)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRNLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023861 hiL2_0.250 (SEQ ID NO: 168)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLITNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023862 hiL2 0.251 (SEQ ID NO: 169)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISDINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023868 hiL2 0.257 (SEQ ID NO: 170)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINLIVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023869 hiL2 0.258 (SEQ ID NO: 171)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVLVLELKGSETTFMCEYADETATIVEFLNRWITESQSIISTLTGS

>XENP023871 hiL2 0.260 (SEQ ID NO: 172)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLQLKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLTGS

>XENP023874 hiL2 0.263 (SEQ ID NO: 173)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEFADETATIVEFLNRWITESQSIISTLTGS

>XENP023875 hiL2 0.264 (SEQ ID NO: 174)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVREFLNRWITESQSIISTLTGS

>XENP023876 hiL2 0.265 (SEQ ID NO: 175)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLDRWITEFSQSIISTLTGS

>XENP023878 hiL2 0.267 (SEQ ID NO: 176
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNDWITESQSIISTLTGS
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>XENP023882 hiL2 0.271 (SEQ ID NO: 177)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWISESQSIISTLTGS

>XENP023883 hiL2 0.272 (SEQ ID NO: 178)
APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSESIISTLTGS

>XENP023885 hiL2 0.274 (SEQ ID NO: 179)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQTIISTLTGS

>XENP023886 hiL2 0.275 (SEQ ID NO: 180)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITESQSILSTLTGS

>XENP023888 hiL2 0.277 (SEQ ID NO: 181)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIITTLTGS

>XENP023889 hiL2 0.278 (SEQ ID NO: 182)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITEFSQSIISTLSGS
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Figure 18A

XENP . Substitution

R38I1 C125S
R38K C125S
R38L C125S

L12D C125S
Q13E C125S
E15 S

£61Q C125S
E62Q C125S
K64R C125S

R81D C125S
D84N €125S

~ E116RCI255 ye -0.02 0.09 000
23876 ~ N119D 1255 ve : 0.91 0.52 0.59
. R120D C1255 0.43 0.09
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””””” XENP Substitution Interface IL-2Rat  IL-2RB IL-2RRy
23882 T123S C125S ve 0.89 0.53 0.69
23883 €1255 Q126E ve 0.91 0.75 1.09
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Figure 20A

> XENP024635 empty-Fc-hiL2 0.1 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty-Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 183)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.1_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q {SEQ ID NO: 184)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQOMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024636 empty-Fc-hil2 0.2 Fc(216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 - empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 185)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.2_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 186)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024637 empty-Fc-hil2 0.3 Fc(216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 - empty_Fc{216)_lgG1_pl{-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 187)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.3_Fc(216) _IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 188)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTAKFAMPKKATELKHLOQCLEEELKPLEEVLNGAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFAQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

> XENP024638 empty-Fc-hiL2 0.4 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 189)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK
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Chain 2 - hil2_0.4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 190)
APTSSSTKKTQLOLEHLLLDLOMILNGI SNHKNPRLARMLTFKFYMPEKATELKHLQCLEEELKPLEEALRLAPSKN
FHLRPRDLISDVNVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024639 empty-Fc-hil2 0.5 Fc(216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl({-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 191)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.5_Fc(216) _IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 192)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEALNLAPSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSTISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

> XENP024640 empty-Fc-hiL2 0.6 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 - empty_Fc{216)_lgG1_pl{-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 193)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.6_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 194)
APTSSSTKKTQLOLEHLLLDLOMILNGISNHKNPRLARMLTFKEFYMPEKATELKHLOQCLEEELKPLEEALRLAPSKN
FHLRPRDLISDVNVIVLELKGSETTFMCEYADETATIVEFLNRWITFSTSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024641 empty-Fc-hiL2 0.7 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 195)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.7_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 196)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSTSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK
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> XENP024642 empty-Fc-hiL2 0.8 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 197)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.8_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 198)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLQCLEE
ELKPLEEVLNLAQSKNFHLRPRDLISRINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKS
SDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFEYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

> XENP024643 empty-Fc-hiL2 0.15 Fc{216) I1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 199)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.15_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 200)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024725 empty-Fc-hll2 0.279 Fc{216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl({-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 201)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hil2_0.279_Fc{216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 202)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLT FKEYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHFDPRDVISNINVEFVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024728 empty-Fc-hiL2 0.282 Fc{216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 203)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 20D

Chain 2 - hil2_0.282_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 204)
APTSSSTKKTQLOLEHLRLDLEMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHFDPRDVISNINVFVLELKGSETTFMCEYADETATIVEFLNRWITFSTSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024729 empty-Fc-hiL2 0.283 Fc{216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S {SEQ ID NO: 205)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hil2_0.283_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 206)
APTSSSTKKTQLOLEHLRLDLEMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHFDPRDVISNINVFVLELKGSETTFMCEYADETATIVEFLNRWITFSTSIIRTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

> XENP024730 empty-Fc-hiL2 0.284 Fc{216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 207)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.284_Fc{216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 208)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTAKFAMPKKATELKHLOQCLEEELKPLEEVLNGAQSKN
FHLRPRDLISRINVIVLELKGSETTFMCEYADETATIVEFLNRWITFAQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

> XENP024731 empty-Fc-hiL2 0.285 Fc{216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 209)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.285_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 210)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTAKFAMPKKATELKHLQCLEEELKPLEEVLNGAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFATSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK



WO 2019/125732 PCT/US2018/063443
46/145

Figure 20E

> XENP024732 empty-Fc-hiL2 0.286 Fc(216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 211)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.286_Fc{216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 212)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTAKFAMPKKATELKHLOQCLEEELKPLEEVLNGAQSKN
FHLRPRDLISRINVIVLELKGSETTFMCEYADETATIVEFLNRWITFATSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQOMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 23

>XENP025906 hiL2 0.8 Fc(216) I1gG1 C220S/PVA /S267K (SEQID NO: 213)

APTSSSTKKTQLOLFHLLLDLOMI INGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVINLAQSKNFHLRPRDLT SRINVIV
LELKGSETTEMCEYADETATTVEFLNRWI TFSQSIISTLT/EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVIVKH
EDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWINGKEYKCKVSNKALPAPTEKTTSKAKGOPREPOVYTLPPSREEMI'KN
QVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFELY SKLTVDKSRWQOGNVESCSVMHEATHNHYTOKSLSLSPGK

>XENP025907 hiL2 0.2 Fc{216) I1gG1 C220S/PVA /S267K (SEQ ID NO: 214)
APASSSTKKTQLOLFHLLLDLOMI INGINNYKNPKLTRMLT FKEYMPKKATELKHLQCLEEELKPLEEVINLAQSKNFHLRPRDLI SNINVIV

LELKGSETTEMCEYADETATIVEFINRWITESQSIISTLT/EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTC
VVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRW
QQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 25A

>XENP025908 hiL2 0.8 (GGGGS)4 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 215)

APTSSSTKKTQLOLFHLLLDLOMI INGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVINLAQSKNFHLRPRDLT SRINVIV
LELKGSETTEMCEYADETATTVEFLNRWI TFSQSIISTLT/ GCEGSGEGGSCEGGSGEEES / EPKS SDKTHTCPPCPAPPVAGPSVEFLEPPKP
KDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVILHODWINGKEYKCKVSNKALPAPTEKTTSKAK
GOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFELY SKLTVDKSRWOQGNVE SCSVMHEALH
NHYTQKSLSLSPGK

>XENP025909hIL2 0.2 (GGGGS)4 Fc(216) IgG1l C220S/PVA /S267K (SEQ ID NO: 216)

APASSSTKKTOLOLEFHLLLDLOMI INGINNYKNPKLTRMLT FKEYMPKKATELKHIQCLEEELKPLEEVINLAQSKNFHLRPRDLT SNINVIV
LELKGSETTEMCEYADETATTVEFLNRWITFSQSI ISTLT/ GGGGSGGGGSGEGGSGGGEGES/ EPKSSDKTHTCPPCPAPPVAGPSVELFPPKP
KDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVIHODWINGKEYKCKVSNKALPAPTEKTT SKAK
GOPREPQVYTLPPSREEMTKNOVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFELY SKLTVDKS RWQQGNVE'SCSVMHEALH
NHYTQKSLSLSPGK

SXENP025910empty-Fc-hiIL2 0.8 (GGGGS)4 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 217)
EPKSSDKTHTCPPCPAPPVAGPSVEFLFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWLNGKEYKCKVSNKALPAPT EKTT SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFFLYSKLTVDKSRWEQGDVESCSVIVHEATHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.8_(GGGGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 218)
APTSSSTKKTQLQIFHLLLDLOMTIINGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVINILAQSKNFHLRPRDLI SRINVIV
LEILKGSETTFMCEYADETATIVEFILNRWITESQSIISTLT/ GGCGSGEGGSGEEGSGGGES/EPKSSDKTHTCPPCPAPPVAGPSVFLEPPKP
KDTIMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVIHQDWINGKEYKCKVSNKALPAPTEKTT SKAK
GOPREPQVYTLPPSRECOMTKNOQVKLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWOOGNVESCSVMHEATH
NHYTQKSLSLSPGK

>SXENP0O25911empty-Fc-hil2 0.2 (GGGGS)4 Fc(216) I1gG1 pli(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 219)
EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWLNGKEYKCKVSNKALPAPT EKTT SKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFFLYSKLTVDKSRWEQGDVE'SCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.2_(GGGGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 220)
APASSSTKKTQLOLEHLLILDLOMI INGINNYKNPKLTRMLTFKFYMPKKATELKHLOCLEEEL KPTEEVINTAQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATTVEFINRWITFSQSIISTLT/ GGGGSGGGGSGGCGSGCGGS /EPKSSDKTHTCPPCPAPPVAGPSVELEPPKP
KDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVIHQDWINGKEYKCKVSNKALPAPTEKTT SKAK
GOPREPQVYTLPPSRECOMTKNQVKLTCLVKGEYPSDIAVEWESNGOPENNYKT TPPVLDSDGSEFFLY SKLTVDKSRWQOGNVESCSVMHEATH
NHYTQKSLSLSPGK
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Figure 25B

SXENPO25912empty-Fc-hiL2 0.3 (GGGGS)4 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 221)
EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWLNGKEYKCKVSNKALPAPT EKTT SKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVSGEFYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFLYSKLTVDKSRWEQGDVE'SCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.3_(GGGGS)4_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 222)
APASSSTKKTQLOLEHLLILDLOMI INGINNYKNPKLTRMLTAKFAMPKKATELKHLOCLEEEL KPT EEVINGAQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATTVEFINRWITFAQSI ISTLT/ GGGGSGGGGSGGCGSGGGGES /EPKSSDKTHTCPPCPAPPVAGPSVELEPPKP
KDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVIHQDWILNGKEYKCKVSNKALPAPTEKTT SKAK
GOPREPQVYTLPPSRECOMTKNOQVKLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQOGNVESCSVMHEATH
NHYTQKSLSLSPGK
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Figure 26C
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Figure 26E
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Figure 27A

>XENP025717 empty-Fc-hil2 0.219 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl{-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 223)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.219_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 224)
APASSSTKKTQLOLEHLLDDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP025720 empty-Fc-hlL2 0.222 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 225)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.222_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 226)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP025725 empty-Fc-hil2 0.251 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 227)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.251_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 228)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISDINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 27B

>XENP025727 empty-Fc-hil2 0.253 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 229)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.253_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 230)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISKINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026086 empty-Fc-hiL2 0.289 Fc(216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl({-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 231)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.289_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 232)
APTSSSTKKTQLOLEHLLLDLOMILNGI SNHKNPRLARMLTFKFYMPEKATELKHLQCLEEELKPLEEVLRLAQSKN
FHLRPRDLISDVNVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026088 empty-Fc-hiL2 0.291 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 233)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.291_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 234)
APTSSSTKKTQLOLEHLLDDLOMILNGISNHKNPRLARMLTFKEFYMPEKATELKHLOQCLEEELKPLEEVLRLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026089 empty-Fc-hil2 0.292 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 235)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 27C

Chain 2 - hiL2_0.292_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 236)
APTSSSTKKTQLOLEHLLLNLOMILNGI SNHKNPRLARMLTFKFYMPEKATELKHLQCLEEELKPLEEVLRLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026092 empty-Fc-hiL2 0.295 Fc(216) IgG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl({-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 237)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.295_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 238)
APTSSSTKKTQLOLEHLLDDLOMILNGISNHKNPRLARMLTFKEFYMPEKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026093 empty-Fc-hiL2 0.296 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 239)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.296_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 240)
APTSSSTKKTQLOLEHLLLNLOMILNGISNHKNPRLARMLTFKEFYMPEKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026096 empty-Fc-hil2 0.299 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 241)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.299_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 242)
APASSSTKKTQLOLEHLLDDLOMILNGINNYKNPRLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 27D

>XENP026104 empty-Fc-hil2 0.303 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 243)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.303_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 244)
APASSSTKKTQLOLEHLLDDLOMILNGINNYKNPKLRRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQOMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026105 empty-Fc-hiLl2 0.304 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 245)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.304_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 246)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026108 empty-Fc-hiL2 0.307 Fc(216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl({-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 247)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.307_Fc{216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 248)
APASSSTKKTQLOLEHLLDDLOMILNGINNYKNPKLTRMLT FKEYMPKKATELKHLOCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026109 empty-Fc-hiL2 0.308 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 249)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 27E

Chain 2 - hiL2_0.308_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 250)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 28C
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Figure 28E
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Figure 28G
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Figure 28I
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Figure 28K
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Figure 28M
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Figure 280
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Figure 28Q
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Figure 28S
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Figure 30A

>XENP026835 empty-Fc-hil2 0.313 Fc{216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 251)
EPKSSDKTHTCPPCPAPPVAGPSVEFLFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWLNGKEYKCKVSNKALPAPTEKTT SKAKGOPREPOVYTLPPSREEMIKNQVSLTCDVSGEYPSDIAVEWESDGOPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRANEQGDVESCSVMHEATHNHYTOKSLSLSPGK

Chain 2 — hiL2_0.313_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 252)
APASSSTKKTQLOLEHLLI NILOMIINGINNYKNPKLTIMLTFKFYMPKKATELKHLOCLEEEL KPT.FEVINTAQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATTVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVIVKH
EDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQODWI NGKEYKCKVSNKALPAPT EKTT SKAKGOPREPQVYTLPPSREQMI'KN
QVKLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALHNHYTQOKSLSLSPGK

>XENP026839 empty-Fc-hiL2 0.317 Fc(216) 1gG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 253)
EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWLNGKEYKCKVSNKALPAPT EKTT SKAKGOPREPOQVYTLPPSREEMTKNQVSLTCDVSGEYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFFLYSKLTVDKSRWEQGDVEFSCSVVMHEATLHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.317_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 254)
APASSSTKKTQLQIFHLLINLOMTIINGINNYKNPKLRIMLTEFKEYMPKKATELKHLQCLEEELKPLEEVINILAQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHICPPCPAPPVAGPSVELFPPKPKDTIMISRTPEVICVVVDVKH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWI NGKEYKCKVSNKALPAPT EKTT SKAKGOPREPOVYTLPPSREQOMI'KN
QVKLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFELY SKLTVDKSRWQQGNVESCSVMHEATLHNHYTQKSLSLSPGK

>XENP026840 empty-Fc-hiL2 0.318 Fc(216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 255)
EPKSSDKTHTCPPCPAPPVAGPSVEFLFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLIVL
HODWILNGKEYKCKVSNKALPAPT EKTT SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFFLYSKLTVDKSRWEQGDVESCSVIVHEATHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.318_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 256)
APASSSTKKTOLOLEHLLINLOMI INGINNYRNPKLT IMLTFKFYMPKKATELKHLQCLEFELKPLEEVL KL AQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATTIVEFINRWITESQSIISTLT/ EPKSSDKTHTCPPCPAPPVAGPSVELFPPKPKDTIMI SRTPEVICVVVDVKH
EDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWINGKEYKCKVSNKALPAPT EKTT SKAKGQPREPQVYTLPPSREQMI'KN
QVKLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRIQOGNVESCSVMHEAL HNHY TOKSLSLSPGK

>XENP026986 empty-Fc-hiL2 0.222 (GGGGS)2 Fc(216) IgG1 pli(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 257)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 30B

Chain 2 — hiL2_0.222_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 258)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026987 empty-Fc-hiL2 0.304 (GGGGS)2 Fc(216) IgG1 pli(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 259)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.304_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 260)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRRMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026841 empty-Fc-hiL2 0.308 (GGGGS)2 Fc(216) IgG1 pli(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 261)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTIMI SRTPEVICVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEEYNSTYRVVSVLTVL
HODWLNGKEYKCKVSNKALPAPT EKTT SKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVSGFYPSDIAVEWES DGQPENNYKTTPPVLDSDG
SEFFLYSKLTVDKSRWEQGDVESCSVIVHEATHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.308_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 262)
APASSSTKKTOLOLEHLLINLOMI INGINNYRNPKLTRMLTFKFYMPKKATELKHLQCLEFELKPLEEVL KL AQSKNFHLRPRDLI SNINVIV
LELKGSETTEMCEYADETATIVEFINRWITESQSIISTLT/ GGCGSGGGGS/ EPKSSDKTHTCPPCPAPPVAGPSVEFLFPPKPKDTIMI SRTP
EVICVVWIVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPT EKTT SKAKGOPREPQVYT
LPPSREQMIKNQVKLTCLVKGEY PSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRHQOGNVESCSVMHEAL HNHY TOKSLSL
SPGK

>XENP026989 empty-Fc-hil2 0.313 {GGGGS)2 Fc{216) IgG1 pi{-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc(216)_lgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 263)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.313_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 264)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GCGCGCGCSGGGGES/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 30C

>XENP026990 empty-Fc-hiLl2 0.317 {GGGGS)2 Fc(216) IgG1 pi{-
) Isosteric A C220S/PVA /S267K/L368D/K370S 1gG1 C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 265)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCDVS
GEFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 - hiL2_0.317_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 266)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRIMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026991 empty-Fc-hiL2 0.318 (GGGGS)2 Fc(216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S IgG1l C220S/PVA /S267K/S364K/E357Q

Chain 1 — empty_Fc{216)_IgG1_pl(-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S (SEQ ID NO: 267)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVMHEALHNHYTQKSLSLSPGK

Chain 2 — hiL2_0.318_{GGGGS)2_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q (SEQ ID NO: 268
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026992 hiL2 0.222 Fc(216) IgGl C220S/PVA /S267K (SEQ ID NO: 269)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026993 hiL2 0.304 Fc(216) IgG1l C220S/PVA /S267K (SEQ ID NO: 270)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP026994 hiL2 0.308 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 271)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 30D

>XENP026995 hiL2 0.313 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 272)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP026996 hiL2 0.317 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 273)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRIMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP027001 hiL2 0.318 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 274)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP027002 hiL2 0.222 (GGGGS)2 Fc(216) IgG1 C220S/PVA /S267K (SEQ ID NO: 275)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP027003 hil2 0.304 (GGGGS)2 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 276)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP027004 hiL2 0.308 (GGGGS)2 Fc(216) IgG1 C220S/PVA /S267K (SEQ ID NO: 277)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTRMLTFKEYMPKKATELKHLOQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>XENP027005 hiL2 0.313 (GGGGS)2 Fc(216) 1gG1 C220S/PVA /S267K (SEQ ID NO: 278)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKEFYMPKKATELKHLOQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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Figure 30E

>XENP027006 hiL2 0.317 (GGGGS)2 Fc(216) IgG1 C220S/PVA /S267K (SEQ ID NO: 279)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRIMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK

>XENP027007 hil2 0.318 (GGGGS)2 Fc(216) IgG1 C220S/PVA /S267K (SEQ ID NO: 280)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLTIMLTFKEFYMPKKATELKHLOCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVICVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPGK
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Figure 31A
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Figure 31E
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Figure 32
A) pH Switch
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Figure 34

XENP27193 empty-Fc{221;N297G) GGGGS hiL2(V91K) (SEQ ID NO: 281)

DKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWY VDGVEVHNAKTK
PREEQYGSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTK
NQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLY SKLTVDKSRWQQOGNVESCSVMHE
ALHNHYTQKSLSLSPG/GGGGS /APTSSSTKKTQLQLEHLLLDLOMILNGINNY KNPKLTRMLT FKFYMP
KKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINKIVLELKGSETTFMCEYADETATIVEF
LNRWITFAQSITISTLT
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Figure 35A
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Figure 35C
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Figure 35E
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Figure 36
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Figure 37
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Figure 38
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Figure 39
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Figure 40
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Figure 41
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Figure 42
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Figure 43A

>XENP27568 hiL2 0.222 Fc(216) IgG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 282)
APASSSTKKTQLOLEALLLNLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27569 hiL2 0.304 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 283)
APASSSTKKTQLOLEHALLLNLOMILNGINNYKNPKLRRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27570 hiL2 0.308 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 284)
APASSSTKKTQLOLEHALLLNLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27571 hiL2 0.313 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 285)
APASSSTKKTQLOLEALLLNLOMILNGINNYKNPKLTIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27572 hiL2 0.317 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 286)
APASSSTKKTQLOLEHALLLNLOMILNGINNYKNPKLRIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27573 hiL2 0.318 Fc{216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 287)
APASSSTKKTQLOLEALLLNLOMILNGINNYKNPKLTIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK
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Figure 43B

>XENP27576 hiL2 0.1 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 288)
APTSSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27577 hiL2 0.2 Fc(216) 1gG1 C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 289)
APASSSTKKTQLOLEALLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLEFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP28668 hiL2 0.222 (GGGGS)2 Fc(216) IgG1l C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 290)
APASSSTKKTQLOLEALLLNLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP28669 hiL2 0.304 (GGGGS)2 Fc(216) IgG1l C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 291)
APASSSTKKTQLOLEHALLLNLOMILNGINNYKNPKLRRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP28670 hiL2 0.308 (GGGGS)2 Fc(216) IgG1l C220S/PVA /S267K/M428L/N434S (SEQ ID NO: 292)
APASSSTKKTQLOLEALLLNLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/GGGGSGGGGS/EPKSSDKTH
TCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK
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Figure 44A

>XENP27562 empty-Fc-hil2 0.222 Fc(216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/MA428L

/N434s

Chain 1 - empty_Fc(216)_IgG1_pl{-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 293)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hil2_0.222_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434s (SEQ,ID NO: 294)
APASSSTKKTQLQLEHLLLNLOQMILNGINNYKNPRLTRMLTFKFYMPRKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK

>XENP27563 empty-Fc-hiL2 0.304 Fc(216) IgG1 pli(-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/M428L

/N434S

Chain 1 - empty_Fc(216)_IgG1_pl{-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 295)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVEFSCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hiL2_0.304_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434S (SEQ,ID NO: 296)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK

>XENP27564 empty-Fc-hiL2 0.308 Fc(216) IgG1 pl(-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/M428L

/N434s

Chain 1 - empty_Fc(216) IgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 297)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK
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Figure 44B

Chain 2 - hiL2_0.308_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434S (SEQ ID NO: 298)
APASSSTKKTQLOLEHLLLNLOQMILNGINNYKNPKLTRMLTFRKFYMPRKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVLHEALHSHYTQKSLSLSPGK

>XENP27565 empty-Fc-hil2 0.313 Fc(216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/MA428L

/N434s

Chain 1 - empty_Fc(216)_IgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 299)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hil2_0.313_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434S (SEQ ID NO: 300)
APASSSTKKTQLOQLEHLLLNLOMILNGINNYKNPRLTIMLTFRKFYMPRKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTEMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK

>XENP27566 empty-Fc-hil2 0.317 Fc(216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/M428L

/N434S

Chain 1 - empty_Fc(216)_IgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 301)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVFSCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hil2_0.317_Fc(216)_IgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434s (SEQ ID NO: 302)
APASSSTKKTQLOLEHLLLNLOMILNGINNYKNPKLRIMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVLHEALHSHYTQKSLSLSPGK
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Figure 44C

>XENP27567 empty-Fc-hil2 0.318 Fc(216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S 1gG1 C220S/PVA /S267K/S364K/E357Q/MA428L
/N434s

Chain 1 - empty_Fc(216)_lgG1_pl{-)_Isosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 303)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hiL2_0.318_Fc(216)_lgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434s (SEQ ID NO: 304
APASSSTKKTQLQLEHLLLNLOQMILNGINNYKNPRLTIMLTFRKFYMPRKATELKHLQCLEEELKPLEEVLKLAQSKN
FHLRPRDLISNINVIVLELKGSETTEMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK

>XENP27574 empty-Fc-hIL2_ 0.1 Fc{216) 1gG1 pl(-

) Isosteric A C220S/PVA /S267K/L368D/K3705/M428L/N434S IgG1 C220S/PVA /S267K/S364K/E357Q/M428L

/N434s

Chain 1 - empty_Fc(216)_IgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 305)
EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hil2_0.1_Fc{216)_IgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434S (SEQ ID NO: 306)
APTSSSTKKTQLOLEHLLLDLOMILNGINNYKNPKL TRML TFKFYMPKKATELKHLOCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK
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Figure 44D

>XENP27575 empty-Fc-hil2 0.2 Fc{216) 1gG1 pl{-
) Isosteric A C220S/PVA /S267K/L368D/K370S/M428L/N434S |1gG1 C220S/PVA /S267K/S364K/E357Q/M428L

/N434s

Chain 1 - empty_Fc(216)_IgG1_pl(-)_lsosteric_A_C220S/PVA_/S267K/L368D/K370S/M428L/N434S

(SEQ ID NO: 307)

EPKSSDKTHTCPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPRE
EEYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCDVS
GFYPSDIAVEWESDGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWEQGDVESCSVLHEALHSHYTQKSLSLSPGK

Chain 2 - hil2_0.2_Fc{216)_IgG1_C220S/PVA_/S267K/S364K/E357Q/M428L/N434S (SEQ ID NO: 308)
APASSSTKKTQLOLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKN
FHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWITFSQSIISTLT/EPKSSDKTHTCPPCPAPPVA
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVKHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREQMTKNQVKLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVESCSVLHEALHSHYTQKSLSLSPGK
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Figure 45A
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Figure 45D
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Figure 46
Day 14 immunophenotyping
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Figure 47
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Figure 48
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Figure 49A
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Figure 50A
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Figure 76A

-0~ XENP27563 (3X dose)
-~ XENP27564 (3X dose)

Baseline Normalized
Eosinophil counts

20+
154
10+
. ;
m:-' L B R R A ; — T T T rr 1

15-10 -5 0 5 10 Second dose 20 25 30

Days
Figure 76B

8- -0~ XENP27563 (3X dose)
i) -~ XENP27564 (3X dose)
c
3 64
o
(&
= 44
<
Q.

ﬁso

15-10 -5 0 5 10 Second dose 20 25 30

Days

Baseline Normalized



WO 2019/125732 PCT/US2018/063443
142/145

Figure 77A
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Figure 77C
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Figure 78
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