PCTAL2011/000352

SEQUENCE LISTING

<110> HERVANA LTD

<120> BIOLOGIC FEMAL CONTRACEPTIVES

<130> HERV7227PC

<160> 10

<170> PatentIn version 3.5

<210> 1
<211> 35
<212> PRT
<213> Homo
<400> 1

Ala Cys Gly
1
Glu Gly Ser

Glu Arg Leu
35

<210> 2
<211> 12
<212> PRT
<213> Homo

<400> 2

Tyr Leu Pro
1

<210> 3
<211> 23
<212> PRT

sapiens
val Ser Arg Pro val Ile Ala Cys Ser val Thr Ile Lys

5 10 15

Gln Leu Lys GIn GIn Ile Gln Ser Ile GIn GIn Ser Ile
20 25 30

sapiens

val g1y Gly Leu Arg Arg {ge Gly Gly

<213> Lactobacillus amylovorus

<400> 3

Met Lys Lys
1

Asn Leu Arg Ile val Ser Ala Ala Ala Ala Ala Leu Leu
5 10 15
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PCT/M.2011/000352

Ala val Ala pro val Ala Ala

20
<210> 4
<211> 23
<212> PRT
<213> Lactobacillus crispatus
<400> 4

Met Lys Lys Asn Leu Arg Ile val Ser Ala Ala Ala Ala Ala Leu Leu
1 5 10 15

Ala val Ala ;gr val Ser Ala

<210> 5

<211> 238

<212> PRT ' '

<213> Lactobacillus crispatus

<400> 5
val Thr Arg Thr Ile Asn val val Asp Pro Ile Thr Gly Lys Ile Ser
1 5 , 10 15

Thr ser val ggn Thr Ala Lys Phe Thr Arg Glu Asp Lys één Ser Asn
25

Ala Gly gyr Thr Asp Pro val Thr Gly Lys Thr Thr Met Asn Pro Trp
5 40 45

Thr Pgo Ala Lys GlIn Gly Lgu Arg Ala val Asn Vg] Glu GIn Ile Lys
5 5 6

Gly Tyr val Ala Lys val Asp Gly Asn val Asp Ala val val val Thr
65 70 , 75 80

Pro Asp Ser Ala ggn Met val val Thr Ile Thr Tyr Gln Ala Ssn Lys
. 90 5

Pro Glu Gly GIn Asn Ile Thr Asn Lys Lys Asp Thr val Pro Asp Pro
100 105 110
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Ala Asp Gly Ile Lys Asn Lys Asp Asp Leu Pro Asp Gly Thr Lys Tyr
Thr Trp Lys Glu val Pro Asp val Asn Ser Vval Gly Glu Lys Thr Gly

Ile val Thr val Thr Phe Pro Asp Gly Thr Ser val Asp val Lys val
145 150 155 160

Thr val Tyr val Asp Pro val val Glu Ser Asn Arg Asp Thr Leu Ser
165 170 175

Lys Glu Ala Asn Thr Gly Asn Thr Asn val Ala Lys Ala Ala Thr val
180 185 190

Thr ser Ser Lys val Glu Ser Lys Lys Thr Leu Pro Gln Thr Gly Ser
195 200 205

Lys Thr Glu Gln val Gly Ile Leu Gly Leu Ala Ile Ala Thr val Gly
210 215 220

Ser Leu Leu Gly Leu Gly val Asn Arg Lys Lys Arg Gln Lys
225 230 235

<210> 6

<211> 235

<212> PRT

<213> Lactobacillus crispatus
<400> 6

Lys Lys Ala Glu Glu val Lys Asn Asn Ser Asn Ala Thr Gln Lys Glu
1 5 10 15

val Asp Asp éga Thr Asn Asn Leu Lys GIn Ala GIn Asn Asp Leu Asp
45

Gly GlIn ggr Thr Asp Lys Ser L%S Leu Asp Glu Ala Ile Lys Ser Ala
4

Asp Asp Thr Lys Ser Thr Asp Lys Tyr Asn Asn Ala Ser Asp Asp Thr
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50 55 60

Lys Ser Lys Phe Asp Glu Ala Leu Lys Lys Ala Glu Glu val Lys Asn
65 70 75 80

Asn Ser Asn Ala ghr Gln Lys Glu val Ssp Asp Ala Thr Lys Ssn Leu
5 0 5

Lys GIn Ala GIn Asn Asp Leu Asp Gly GIn Thr Thr Asn Lys Asp Ala
100 105 110

Ile Asn Asp Ala Ile Lys Asp Ala Asn Asn Ala Lys Gly Thr Asp Lys
115 120 125

Tyr Asn Asn Ala Ser Asp Asp Thr Lys Ser Lys Phe Asp Asp Ala Leu
130 135 140

Lys Lys Ala Glu Asp val Lys Asn Asp Ser Asn Ala Asn Gln Lys Glu
145 150 ‘ 155 160

val Asp Asp Ala Thr Lys Asn Leu Lys Asn Thr Leu Asn Asn Leu Lys
165 170 175

Gly GIn Pro Ala Lys Lys Ala Asn Leu Ile Ala Ser Lys Asp Asn Ala
180 | 185 190

Lys Ile His Lys GIn Thr Leu Leu Pro Gln Thr Gly Thr Glu Thr Asn
195 200 - 205

Pro Leu Thr Ala Ile Gly Ile GTy Leu Met Ala Leu Gly Ala Gly Ile
210 215 . 220

Phe Ala Lys Lys Lys Arg Lys Asp Asp Glu Ala

225 230 | 235
<210> 7

<211> 744

<212> DNA

<213> Homo sapiens

<400> 7
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agggccgagg tgcagctgtt ggagtctggg ggaggcttgg tacagcctgg ggggtccctg

agactctcct gtgcagcctc tggattcacc ttcagtgacc acgacatgca ctgggtccgce
120

cgggctccag gcaaggggct ggagtgggtc tcaggtatca gttggaaaag tgacagtatg
1
gcgtataggg actctgtgaa gggccgattc accatctcca gagacaattc caagaacacg
4

gggtatctgc aaatgaacag cctgagagcc gaggacacgg ccgtatatta ctgtgcgaga

gggcaggagc acttcgactt tgactactgg ggccagggca ccctggtcac agtctcttca

gggtcagcag gaggaggagg atccggtggt ggtggttctg gcggcggcgg ctccgatatc
4

gggctgactc agccaccctc agcgtctggg acccccgggc agagggtcac catctcttge
4

tcgggaagca gctccaacct cggaagtaat actgtaaact ggtaccagca gctcccagga
4

aaagctccca aactcctcat ttatgacaat aatcaacgac cctcaggggt ccctgaccgg
600 -

gggtctggct ccaagtctgg cacctcagcc tccctggcca tcagtgggct gcggtccgag

ggggaggctg attattactg tgcagcatgg gatgacagcc tgagtgggct ggtgttcggg

?gzgggacca aactcactgt gctg

<210> 8

<211> 248

<212> PRT

<213> Homo sapiens
<400> 8

Met Ala Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu val GIn Pro
1 5 10 15

Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser
20 25 30
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Asp His Asp Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu
35 40 45

Trp val Ser Gly Ile Ser Trp Lys Ser Asp Ser Met Ala Tyr Arg Asp
50 55 60

Ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr
65 70 , 75 80

Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala ga1 Tyr
85 90 5

Tyr Cys Ala Arg Asp GIn Glu His Phe Asp Phe Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Leu val Thr val Ser Ser Gly Ser Ala Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile val Leu Thr Gln
130 135 140

Pro Pro Ser Ala Ser Gly Thr Pro Gly GIn Arg val Thr Ile Ser Cys
145 150 155 160

Ser Gly Ser Ser Ser Asn Leu Gly Ser Asn Thr val Asn Trp Tyr Gln
165 170 175

Gln Leu Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Asp Asn Asn Gln
180 185 190

Arg Pro Ser Gly val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr
195 200 205

Ser Ala Ser Leu Ala Ile Ser Gly Leu Arg Ser Glu Asp Glu Ala Asp
210 215 - 220

Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Gly Leu val Phe Gly
225 230 ‘ 235 240
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Thr Gly Thr Lys Leu Thr val Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

245

9

26

DNA

Artificial Sequence

Forward Primer

9

cggtgattac gccaagcttg ggagcc

<210>
<211>
<212>
<213>

<220>

<223>

<400>

10

21

DNA

Artificial Sequence

Primer

10

gaattcaacc ttcaaattgc c

21
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