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100
80 1~
)
S
=y
lg
2wy
<]
> |
20 4
0 L
60 -
f™)
£ 40
IE
I!
x
&)
E 20 ¢
W
0

NO treat

AntiCD43 DM1
10000ng/ml

FIG. 6

NO treat

Anti CD43
Duocarmycin
1000ng/ml

EINCI-N87
ESNU-719
BAGS

CINCI-N87
BAGS



6/48

FIG. 6
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FIG. 7
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FIG. 9
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FIG. 10
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FIG. 13
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FIG. 15
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FIG. 17b
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FIG. 18
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FIG. 19
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FIG. 21
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FIG. 22
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FIG. 23
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FIG. 24
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FIG. 25
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FIG. 26
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FIG. 27

A.
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FIG. 28
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FIG. 29
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FIG. 30
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FIG. 31

Effect of JL1-SAP on colony-forming cells of AML blasts
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FIG. 32
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FIG. 33
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FIG. 34
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FIG. 35

Killing activity of toxin linked humanized variants
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FIG. 36
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FIG. 37a

Cell binding assay: ART140
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FIG. 37b
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FIG. 38a
ELISA: ART140
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FIG. 38b
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FIG. 39a

Cell binding assay: ART140
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FIG. 39b
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FIG. 40a

A. Cell binding assay: ART140
CEM?7 Cells, Purified IgG GeoMean, 04.08.11
Combined quikchange mutant Vs Round 3 Parental frameworks
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FIG. 40b

B. Cell binding assay: ART140
CEM7Y Cells, Purified IgG GeoMean, 04.08.11
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FIG. 40c

C. Cell binding assay: ART140
CEM7 Cells, Purified igG GeoMean, 04.08.11
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FIG. 41a

ELISA: ART140
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FIG. 41c

ART140 Cell Based ELISA
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FIG. 43
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FIG. 45
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