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FIG. 2A
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FIG. 2D
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Relative RBS strength (TIR)
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FIG. 3C

SEQ ID NO:1 #12°
SEQID NO: 2 #31

SEQID NO:3 g3»
SEQID NO: 4 #33
SEQID NO:5 #34
SEQIDNO: 6 #35
SEQ ID NO: 7 #36

SEQ ID NO: 8 #37
SEQID NO: 9 #3g
SEQ ID NO: 10 #39
SEQ ID NO: 11 #40

SEQ ID NO: 12 #41
SEQ ID NO: 13#42
SEQ ID NO: 14 #43
SEQ ID NO: 15 #44
SEQ ID NO: 16 #45
SEQ ID NO: 17 #46
SEQ ID NO: 18 #47
SEQ ID NO: 19 #48
SEQ ID NO: 20 #49
SEQ ID NO: 21 #50
SEQ ID NO: 22 #51
SEQ ID NO: 23 #52

Strain ID RBS Sequence TIR (a.u.) TIR %
AAGAAGAGGCCTAAA 11608 6%
AGGAAGAGGCCTAAA 15207 8%
ATGAAGAGGCCTAAA 8742 5%
TAGAAGAGGCCTAAA 17801 10%
TGGAAGAGGCCTAAA 4411 2%
TTGAAGAGGCCTAAA 13650 7%
AAGAAGAGGCCTAAA 65013 35%

SEC ID NC; 60Design 1 WDGAAGAGGCCTAAA / /
FIG. 3D

Strain 1D RBS Sequence TIR (a.u.) TIR %
ATAAGGAGGTATAAA 186206 100%
CTAAGGAGGTATAAA 186206 100%
TTAAGGAGGTATAAA 140236 75%
GTAAGGAGGTATAAA 128165 69%
CGAAGGAGGTATAAA 123633 66%
TGAAGGAGGTATAAA 123633 66%
GGAAGGAGGTATAAA 103730 56%
CTAAAGAGGTATAAA 75021 40%
ATAAAGAGGTATAAA 73351 39%
AGAAGGAGGTATAAA 62661 34%
TTAAAGAGGTATAAA 49810 27%
GTAAAGAGGTATAAA 43716 23%
CGAAAGAGGTATAAA 32923 18%
TGAAAGAGGTATAAA 23598 13%
GGAAAGAGGTATAAA 17066 9%
AGAAAGAGGTATAAA 10309 6%
NKAARGAGGTATAAA / /

SECID NC: 61Design 2
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#38

A327S
A327F
A327T

G326S
G326A
S325P

S325 | G326 | A327 |T

S325C
S325G
S325N

M318S
M318R
M318V
M318A

N317D

V314A
V314F
V314Y

L313V
L313M

S26

S269G
S269V

T268 | 9 L3131 V314 |7| M318

T268|
T268N
T268A

E267

E267R
E267S
E267A
E267G

E251A

1 2491

L249F
L249H

E248

E248G
E248K
E248M
E248D

E248I

Y178L
Y178F
Y178V

Y175 | Y178

Y175L
Y175A
Y175F

L174

L174M
L174Y
L174V

L1741
L174T
L174F

0% 20% 40% 60% 80% 100% 120%



300

700 4

500 -

wiridiflorol (magfL)

200 4

100

viridifloral (mgfg DOV

500

400

300 4

10/ 36

FIG. 4B
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FIG. S5A

2nd_g5th amino acids at active sites (in silico predicted)
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FIG. 5C
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FIG. 5D
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FIG. 6A
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FIG. 6B
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DCW and amorphadiene titer (g/L)
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FIG. 7
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FIG. 10B
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FIG. 11
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FIG. 12
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FIG. 13
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FIG. 14
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FIG. 14 (cont’d)
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FIG. 15A
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FIG. 15C
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FIG. 16
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FIG. 17A
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FIG. 17B
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FIG. 17C
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FIG. 17D
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