SEQUENCE LISTING
<110> ELILILLY AND COMPANY

<120> Pan-ELR+ CXC Chemokine Antibodies for the Treatment of
Hidradenitis Suppurativa

<130> X22193

<150> 62/748838
<151> 2018-10-22

<150> 62/791061
<151> 2019-01-11

<160> 19

<170> PatentIn version 3.5
<210> 1

<211> 452

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 1
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Glu Phe Thr Ser Tyr
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Asn Ile Ser Pro Asn Ser Gly Ser Ala Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Ser Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Gly Pro Tyr Ser Tyr Tyr Pro Ser Arg Glu Tyr Tyr Gly
100 105 110



Ser Asp Leu Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Ala Ser
115 120 125

Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr
130 135 140

Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160

Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190

Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr
195 200 205

Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val
210 215 220

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe
225 230 235 240

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
260 265 270

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
275 280 285

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser
290 295 300

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
305 310 315 320

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser



325 330 335

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
340 345 350

Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn GIn
355 360 365

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
370 375 380

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
385 390 395 400

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
405 410 415

Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser
420 425 430

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
435 440 445

Leu Ser Leu Gly
450

<210> 2

<211> 126

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 2
Gln Val GIn Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Glu Phe Thr Ser Tyr
20 25 30

Trp Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45



Gly Asn Ile Ser Pro Asn Ser Gly Ser Ala Asn Tyr Asn Glu Lys Phe
50 55 60

Lys Ser Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Gly Pro Tyr Ser Tyr Tyr Pro Ser Arg Glu Tyr Tyr Gly
100 105 110

Ser Asp Leu Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 3

<211> 214

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 3
Glu Ile Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GIn Ser Ile Ser Asn Asn
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Tyr Thr Ser Arg Ser Val Ser Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gly Gln Asn Asn Glu Trp Pro Glu
85 90 95



Val Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 4

<211> 107

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 4
Glu Ile Val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Ile Ser Asn Asn
20 25 30

Leu His Trp Tyr Gln GIn Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45



Tyr Tyr Thr Ser Arg Ser Val Ser Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Val Tyr Tyr Cys Gly Gln Asn Asn Glu Trp Pro Glu
85 90 95

Val Phe Gly Gly Gly Thr Lys Val Glu Ile Lys
100 105

<210> 5

<211> 1356

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 5
caggtgcagc tggtgcagtc tggtgctgaa gtgaagaage ctggggcecte agtgaaggtg 60

tcctgcaagg catctggeta cgagttcace agetactgga ttcactgggt gecgacaggee 120
cctggacaag ggcttgagtg gatgggaaat atttctecta atagtggtag tgctaactac 180
aatgagaagt tcaagagcag agtcaccatg accagggaca cgtccacgag cacagtctac 240
atggagctga gcagectgag atctgaggac acggecgtgt attactgtge gagagaggge 300
ccttacagtt attatccgag tagggagtac tatggctctg acctctgggg gcaagggacc 360
ctagtcacag tctcctcage ctccaccaag ggeecategg tettceeget agegeectge 420
tccaggagca cctccgagag cacagecgec ctgggcetgec tggtcaagga ctacttccee 480
gaaccggtga cggtgtegtg gaactcagge geectgacca geggegtgea caccttcecg 540
gctgtectac agtectcagg actctactce ctcageageg tggtgaccgt geectccage 600
agcttgggea cgaagaccta cacctgcaac gtagatcaca agcccageaa caccaaggtg 660
gacaagagag ttgagtccaa atatggtccc ccatgeccac cctgeccage acctgagtte 720
ctggggggac catcagtctt cctgttcece ccaaaaccca aggacactct catgatctec 780
cggacccctg aggtcacgtg cgtggtggtg gacgtgagee aggaagacce cgaggtccag 840

ttcaactggt acgtggatgg cgtggaggtg cataatgceca agacaaagec gegggaggag 900



cagttcaaca gcacgtaccg tgtggtcage gtcctcaceg tectgeacca ggactggetg 960
aacggcaagg agtacaagtg caaggtctcc aacaaaggcec tccegtecte catcgagaaa 1020
accatctcca aagccaaagg gecagecccga gagecacagg tgtacacect geecccatce 1080
caggaggaga tgaccaagaa ccaggtcage ctgacctgee tggtcaaagg cttctacccc 1140
agcgacatcg ccgtggagtg ggaaagcaat gggeagecgg agaacaacta caagaccacg 1200
ccteecgtge tggactccga cggctectte ttectctaca geaggetaac cgtggacaag 1260
agcaggtggc aggaggggaa tgtcttctca tgetcecgtga tgcatgagge tectgcacaac 1320
cactacacac agaagagcct ctccctgtct ctgggt 1356

<210> 6

<211> 642

<212> DNA

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 6
gaaattgtgt tgacacagtc tccagecacc ctgtctttgt ctccagggga aagagccacc 60

ctctectgea gggecagtca aagtatcage aataacctac actggtacca acagaaacct 120
ggccaggctc ccaggetect catctattat acttcceggt cegtctetgg catcccagee 180
aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagecag cctagagect 240
gaagattttg cagtttatta ctgtggacag aataacgagt ggectgaggt gttcggegga 300
gggaccaagg tggagatcaa acgaactgtg gctgeaccat ctgtcttcat cttcccgecca 360
tctgatgagce agttgaaatc tggaactgcec tctgttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgecc tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag caccctgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcaggge 600
ctgagctcge ccgtcacaaa gagcettcaac aggggagagt gc 642

<210> 7

<211> 11

<212> PRT

<213> Aurtificial Sequence

<220>



<223> synthetic construct
<400> 7

Arg Ala Ser Gln Ser Ile Ser Asn Asn Leu His
1 5 10

<210> 8

<211> 7

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 8

Tyr Thr Ser Arg Ser Val Ser
1 5

<210> 9

<211> 9

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 9

Gly GIn Asn Asn Glu Trp Pro Glu Val
1 5

<210> 10

<211> 10

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 10

Gly Tyr Glu Phe Thr Ser Tyr Trp Ile His
1 5 10

<210> 11

<211> 17

<212> PRT

<213> Aurtificial Sequence



<220>
<223> synthetic construct

<400> 11

Asn Ile Ser Pro Asn Ser Gly Ser Ala Asn Tyr Asn Glu Lys Phe Lys
1 5 10 15

Ser

<210> 12

<211> 17

<212> PRT

<213> Aurtificial Sequence

<220>
<223> synthetic construct

<400> 12
Glu Gly Pro Tyr Ser Tyr Tyr Pro Ser Arg Glu Tyr Tyr Gly Ser Asp
1 5 10 15

Leu

<210> 13

<211> 73

<212> PRT

<213> Homo sapiens

<400> 13
Ala Ser Val Ala Thr Glu Leu Arg Cys GIn Cys Leu Gln Thr Leu Gln
1 5 10 15

Gly Ile His Pro Lys Asn Ile Gln Ser Val Asn Val Lys Ser Pro Gly
20 25 30

Pro His Cys Ala Gln Thr Glu Val Ile Ala Thr Leu Lys Asn Gly Arg
35 40 45

Lys Ala Cys Leu Asn Pro Ala Ser Pro Ile Val Lys Lys Ile Ile Glu
50 55 60

Lys Met Leu Asn Ser Asp Lys Ser Asn



65 70

<210> 14

<211> 73

<212> PRT

<213> Homo sapiens

<400> 14

Ala Pro Leu Ala Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu Gin
1 5 10 15

Gly Ile His Leu Lys Asn Ile Gln Ser Val Lys Val Lys Ser Pro Gly
20 25 30

Pro His Cys Ala Gln Thr Glu Val Ile Ala Thr Leu Lys Asn Gly Gln
35 40 45

Lys Ala Cys Leu Asn Pro Ala Ser Pro Met Val Lys Lys Ile Ile Glu
50 55 60

Lys Met Leu Lys Asn Gly Lys Ser Asn
65 70

<210> 15

<211> 73

<212> PRT

<213> Homo sapiens

<400> 15
Ala Ser Val Val Thr Glu Leu Arg Cys Gln Cys Leu Gln Thr Leu GIn
1 5 10 15

Gly lle His Leu Lys Asn Ile Gln Ser Val Asn Val Arg Ser Pro Gly
20 25 30

Pro His Cys Ala Gln Thr Glu Val Ile Ala Thr Leu Lys Asn Gly Lys
35 40 45

Lys Ala Cys Leu Asn Pro Ala Ser Pro Met Val Gln Lys Ile Ile Glu
50 55 60

Lys Ile Leu Asn Lys Gly Ser Thr Asn
65 70



<210> 16

<211> 74

<212> PRT

<213> Homo sapiens

<400> 16

Ala Ala Val Leu Arg Glu Leu Arg Cys Val Cys Leu Gln Thr Thr Gln
1 5 10 15

Gly Val His Pro Lys Met Ile Ser Asn Leu Gln Val Phe Ala Ile Gly
20 25 30

Pro Gln Cys Ser Lys Val Glu Val Val Ala Ser Leu Lys Asn Gly Lys
35 40 45

Glu Ile Cys Leu Asp Pro Glu Ala Pro Phe Leu Lys Lys Val Ile Gln
50 55 60

Lys Ile Leu Asp Gly Gly Asn Lys Glu Asn
65 70

<210> 17

<211> 75

<212> PRT

<213> Homo sapiens

<400> 17
Val Ser Ala Val Leu Thr Glu Leu Arg Cys Thr Cys Leu Arg Val Thr
1 5 10 15

Leu Arg Val Asn Pro Lys Thr Ile Gly Lys Leu GIn Val Phe Pro Ala
20 25 30

Gly Pro Gln Cys Ser Lys Val Glu Val Val Ala Ser Leu Lys Asn Gly
35 40 45

Lys Gln Val Cys Leu Asp Pro Glu Ala Pro Phe Leu Lys Lys Val Ile
50 55 60

Gln Lys Ile Leu Asp Ser Gly Asn Lys Lys Asn
65 70 75



<210> 18

<211> 70

<212> PRT

<213> Homo sapiens

<400> 18

Ala Glu Leu Arg Cys Met Cys Ile Lys Thr Thr Ser Gly Ile His Pro
1 5 10 15

Lys Asn Ile Gln Ser Leu Glu Val Ile Gly Lys Gly Thr His Cys Asn
20 25 30

Gln Val Glu Val Ile Ala Thr Leu Lys Asp Gly Arg Lys Ile Cys Leu
35 40 45

Asp Pro Asp Ala Pro Arg Ile Lys Lys Ile Val Gln Lys Lys Leu Ala
50 55 60

Gly Asp Glu Ser Ala Asp
65 70

<210> 19

<211> 72

<212> PRT

<213> Homo sapiens

<400> 19
Ser Ala Lys Glu Leu Arg Cys Gln Cys Ile Lys Thr Tyr Ser Lys Pro
1 5 10 15

Phe His Pro Lys Phe Ile Lys Glu Leu Arg Val Ile Glu Ser Gly Pro
20 25 30

His Cys Ala Asn Thr Glu Ile Ile Val Lys Leu Ser Asp Gly Arg Glu
35 40 45

Leu Cys Leu Asp Pro Lys Glu Asn Trp Val Gln Arg Val Val Glu Lys
50 55 60

Phe Leu Lys Arg Ala Glu Asn Ser
65 70



