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GAGTTTGATC

GACAGATGGG
CTGCCTGTAA
CCGCATGGTT
ATTAGCTAGT
GTGATCGGCC
AATCTTCCGC
GGATCGTAAA
ACGGTACCTA
TGGCAAGCGT
ATGTGAAAGC
AAGAGGAGAG
GTGGCGAAGG
ACAGGATTAG
TTCCGCCCCT
AGACTGAAAC
TCGAAGCAAC
ACGTCCCCTT
GATGTTGGGT
GGGCACTCTA
TCATGCCCCT
AACCGCGAGG
CGACTGCGTG
CCCGGGCCTT
AGGTAACCTT
CAAGGTAGCC

CTGGCTCAGG
AGCTTGCTCC
GACTGGGATA
CAAACATAAA
TGGTGAGGTA
ACACTGGGAC
AATGGACGAA
GCTCTGTTGT
ACCAGAAAGC
TGTCCGGAAT
CCCCGGCTCA
TGGAATTCCA
CGACTCTCTG
ATACCCTGGT
TAGTGCTGCA
TCAAAGGAAT
GCGAAGAACC
CGGGGGCAGA
TAAGTCCCGC
AGGTGACTGC
TATGACCTGG
TTAAGCCAAT
AAGCTGGAAT
GTACACACCG
TTAGGAGCCA

5/5

ACGAACGCTG
CTGATGTTAG
ACTCCGGGAA
AGGTGGCTTC
ACGGCTCACC
TGAGACACGG
AGTCTGACGG
TAGGGAAGAA
CACGGCTAAC
TATTGGGCGT
ACCGGGGAGG
CGTGTAGCGG
GTCTGTAACT
AGTCCACGCC
GCTAACGCAT
TGACGGGGGC
TTACCAGGTC
GTGACAGGTG
AACGAGCGCA
CGGTGACAAA
GCTACACACG
CCCACAAATC
CGCTAGTAAT
CCCGTCACAC
GCCGCCGAAG

GCGGCGTGCC
CGGCGGACGG
ACCGGGGCTA
GGCTACCACT
AAGGCRACGA
CCCAGACTCC
AGCAACGCCG
CAAGTACCGT
TACGTGCCAG
AAAGGGCTCG
GTCATTGGAA
TGAAATGCGT
GACGCTGAGG
GTAAACGATG
TAAGCACTCC
CCGCACAAGC
TTGACATCCT
GTGCATGGTT
ACCCTTGATC
CCGGAGGAAG
TGCTACAATG
TGTTCTCAGT
CGCGGATCAG
CACGAGAGTT
GTGGGACAGA
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TAATACATGC
GTGAGTAACA
ATACCGGATG
TACAGATGGA
TGCGTAGCCG
TACGGGAGGC
CGTGAGTGAT
TCGAATAGGG
CAGCCGCGGT
CAGGCGGTTT
ACTGGGGAAC
AGAGATGTGG
AGCGAAAGCG
AGTGCTAAGT
GCCTGGGGAG
GGTGGAGCAT
CTGACAATCC
GTCGTCAGCT
TTAGTTGCCA
GTGGGGATGA
GACAGAACAA
TCGGATCGCA
CATGCCGCGG
TGTAACACCC
TGATTGGGGT

AAGTCGAGCG
CGTGGGTAAC
GTTGTTTGAA
CCCGLCGGLGC
ACCTGAGAGG
AGCAGTAGGG
GAAGGTTTTC
CGGTACCTTG
RAATACGTAGG
CTTAAGTCTG
TTGAGTGCAG
AGGAACACCA
TGGGGAGCGA
GTTAGGGGGT
TACGGTCGCA
GTGGTTTAAT
TAGAGATAGG
CGTGTCGTGA
GCATTCAGTT
CGTCAAATCA
AGGGCAGCGA
GTCTGCAACT
TGAATACGTT
GAAGTCGGTG
GAAGTCGTAA



