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FIG.1

TAG_TNB1
{Front}

TAG_THB1
{Back)

Gene Sequence (Heavy Chain) (SEQ ID NO: 12)
CAGGTCAAACTGCAGGAGTCAGGGGCTGAACTGGTGAAGCCTGGGGCTTCAGT
GAAGTTGTCCTGTAAGGCTTCTGGCTTCACCTTCACCAGCTACTATATGTACTGG
GTGAAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGGGGGGTTAGTCCTAG
CAATGGTGGTGCTAACTTCAATGAGAAGTTCAAGACCAAGGCCACACTGACTGT
AGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCTGACATCTGAGGA
CTCTGCGGTCTATTACTGTACAAGATTCCTTTATGGTCCGAGGTACTTCGATGTC
TGGGGCCAAGGGACCACGGTCACCGTCTCCTCA

Gene Sequence (Light Chain) (SEQ ID NO: 13)
GACATTGAGCTCACCCAGTCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGG
GCCACCATCTCCTGCAGAGCCAGCGAAAGTGTTGATAATTATGGCATTAGTTTTA
TGAACTGGTTCCAACAGAAACCAGGACAGCCACCCAAACTCCTCATTTATGGTG
CATCCAACCAGGGATCCGGGGTCCCTGCCAGGTTTAGTGGCAGTGGGTCTGGG
ACAGACTTCAGCCTCAACATCCATCCTATGGAGGAGGATGATACTGCAATGTAT
TTCTGTCAGCAAAGTAAGGAGGTTCCGTACACGTTCGGAGGGGGGACCAAGCT
GGAAATAAAAC

Protein Sequence (Heavy Chain) (SEQ ID NO: 1)
QVKLQESGAELVKPGASVKLSCKASGFTFTSYYMYWVKQRPGQGLEWIGGVSPSN
GGANFNEKFKTKATLTVDKSSSTAYMQLSSLTSEDSAVYYCTRELYGPRYFDVWG
QGTTVTVSS

Protein Sequence (Light Chain) (SEQ ID NO: 2)
DIELTQSPASLAVSLGQRATISCRASESVDNYGISEFMNWFQQKPGQPPKLLIYGASN
QGSGVPARFSGSGSGTDFSLNIHPMEEDDTAMYFCQQSKEVPYTFGGGTKLEIK
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FIG. 2
BAND 1 {97kDa}
{B- TAG TNB1 *  AXi Receptor Tyrosine Kinase
{B) ~ * Desmaglein
§ *  Pyruvate Carboxylase
T g * Flaggarin
€ & B » Desmocollin
A\ BAND 2 {64kDa}

7D e +  AXL Receptor Tyrosine Kinase

+ 78kDa glucose-related protein
*  Stress-70 protein
+ Heat shock cognate 71kDa
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FIG. 2

BY 548

AXL receptor tyrosine kinase peptide sequence- homo sapiens E\%}mﬁm}

S

tongform (SEQ ID NO: 14)

MAWRCPRMGRVPLAWCLALCGWACMAPRGTOAEES FFVENPGNITRARGLTETLRE

DGO ELADS OTOVPLGEDEG DWW WVEOLRITSLOLSDTEONVGCLVF

L HO T S P VWL B PV FLEE PE DR TV AANTRFNLS LG A GPPERVELLWLGDAVEL

ATAPGHEPGRELHVPGLNE

KGVTTER

RMLHLVSROPTE

LEY AWT PGP THOT LAY SNDGM G ORGEPDFFEEPLTRIASVPPHD RIGHEH

PHTRYHI R AL TSGR SW THW LPVETPEGYPLGPPEN SATENGEQAFVHWOERRARL

YV TLELGGRGRSHLTWIV AR TRAGRGRWHEP

YALEAWRPFEQAGPVHAIVREPSTRAF SWRWIWYVLLGAVWALACY L AL FLVHRRKKETE

YEEWFERTVERGELVYRYRVRKSYSRR KEKLBDWVRVDRHRVALGE

VEVRTRIKRXTY

RFVHROLASRNCRMLNENMSYOVADFGLE K NGO YB O GRBKMPYY

LPRFAGEPDEN VYWNMBEGEGYPEFPGARLEA

DPFTOROFKD: I GSPAAPGOEDGS

Bote:
1 GOAGPYHOL - diffgrence between short and Yong Boeformsof AL

2. Besults B total of 1 Mass Spectrometny { M5 analysis {Both -geland fn-salution
digestion paat P} Underned sequsnres are sequencethat were dentled by S

3. Approximatey, 34.6% of the peptide were identified from the combined MSresuls.
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FIG. 2

(cont’d)

(C)

Hizgg

AXL receptor tyrosine kinase peptide sequence- homo sapiens {Uniprot}

Long form (SEQ ID NO: 15)

AW RCPRMGERY LW LA W ACMAPR G TOAEES PEVENPENIT AR GLYG TLREED

HILEALPRACEPDE LY WNMDEGEEYRFEFPGAAGEA

DPFTORDPEOS BESPALPROFDGE

MNeore:
1. SO AGPVHG - difference between short and long Scforms of &3

2. Besults Eatotalofs MassSpectromety {ME analess{ Bath i-gatand In-soiution
digestion post 1P Underied sequences are sequence that were dentifed by ME.

R Spproximstely, §1,8% of the peptide were Mentified Srom the combined MS resurs,
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Fig. 3

{A) 1B: TAG_TNB1

{Mouse moneoclonal, 1gG)

&

{B} iB: TAG_TNB1

{Mouse monoclonal, 1gG}

PCT/SG2017/050266

IB: anti-AXL
{Mouse monocional, 1gG)
{Abcam}

97kD2 —— |

64KDa m—m— |

IB: anti-AXL

{Mouse monoclonal, igG} {Abcam}
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FIG. 4
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FIG. 4

D)

TAG_TNB1 only

PCT/SG2017/050266

TAG_TNB1 pre-treated
with Lewis-Y
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FIG. 4

(cont’d)

D)

TAG_TNB1 pre-treated
with Type-4 B antigen

TAG_TNB1 only
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FIG. 5
Luminal &
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Fig. 6
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Fig. 7
Mouse monoclonal anti- Rabbit polyclonal Rabbit polycional anti- X .
AXE (ABCAMI anti-AXL {Abnava) AXL {Sino Biologicals) Goat P‘@i{&:?;;?;; anti-AXL
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Fig. 8

Cell Type: MCF-10A Cell Type: BT549
{Normal Breast Epithelial} {Triple Negative Breast Cancer}

PR S

Bufﬁ%r control

INB1 treated

Sra TN "
Cell Type: H1299 Cell Type: MDA-MB-231
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Fig. 9

PCT/SG2017/050266
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Fig. 10
L=l Type: RICF-7 Celf Type: He578T Cell Type: BT539
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Fig. 11

PCT/SG2017/050266
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Fig. 12
H1299 BT549
Hs578T MDA-MB-231

Cell Line | 1C50 {CTG)




WO 2017/200493

220

2008

P,,
2

HEEH

Average Tumor Yolmue [mm3)

[ee}

19/ 19

Fig. 13

H1299 (Lung Cancer)
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