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FIG. 1A
SEQ ID NO: 1> 1923Ab2 VH

QVOLVESGGGYVOPGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVAVIWEFDGIN
KYYADSVKGRFTISRDNSENTLYLOMNSLRAEDTAVYYCARDRSSSPFDEFWGQGTLVT
VS5

NYGMH VIWFDGINKYYADSVKG | DRSSSPEDF
SEQ: 5 SEQ. 6 SEQ: 7

SEQ ID NO: 2> 1923A62 VL

EIVMTOSPATLSLSPOGERATLSCRASONFSNNYLSWYQQTPGQAPRLLIYGASTRATGIP
ARFSGSGSGTDFTLTISSLOPEDFAVYYCOODYNLFTFGPGTKVDIK

RASQNFSNNYLS GASTRAT QODYNLFT
SEQ: & SEQ: 9 SEQ: 10

SEQ 1D NO: 3> 1923Ab3 VH

QVQLVQSGAEVEKPGASVKVSCKASGYTFTSYDINWVROQATGQGLEWMGWMNPNSG
ITGYAQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTVSS

SYDIN WMNPNSGITGYAQRFQG | HRWGKGYLDL

SEQ: 11 SEQ: 12 SEQ: 13

SEQ ID NG: 4> 1923AB3 VL

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQOKPGOAPRLLIYGASTRATGIPA
REGGSGSGTDFTLTISSLOPEDFAVYYCQODYNLPYTFGQGTKLEIK

RASQSVESSYLS GASTRAT QODYNLPYT
SEGQ: 14 SEQ: 9 SEQ: 15
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FIG. 1B
SEQ ID NO: 16> 1923Ab4 VH

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNYOMEHWVROAPGKGLEWVALIWYDGIN
KYYADSVKGREFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSS

NYGMH HWYDGINKYYADSVKG | DODYDILTGYYKEDYFDF
SEQ: 5 SEQ: 22 SEQ: 23

SEQ ID NO: 17 > 1923Ab4 VL

SYELTQPPSVSVSPGOTARITCSGRDALPEKYAYWYQOKSGQAPVLVIYEDBSKRPSGIPER
FSGSSSGTMATLTISGAQVEDEADYYCYSTDSSGNRYFGGGTKLTVL

SGDALPKKYAY | EDSKRPS | YSTDSSGNRY
SEQ: 24 SEQ: 25 SEQ: 26

SEQ ID NO: 18> 1923Ab5S VH

QVQLVESGGGVVQPGRSLRLSCAASGFTEFSSYGMHWVROQAPGKGLEWVAVIWYDGSN
EYYADSVKOREFTISRDNSKNTLYLOMNSLRAEDTAVYYCARERWOWLVEEDYWGOQGT
LVTIVES

SYGMH VIWYDGSNEYYADSVKG | ERWQWLVLEDY

SEQ: 27 SEQ: 28 SEQ: 29

SEQ ID NO: 19> 1923Ab5 VL

EIVLTOQSPATLSLSPGERATLSCRASOTITSSYLSWYQOKPGOAPRLLIYGASTRATGIPA
RESGSGSGTDFTLTISSLOPEDFALYFCOQODENLPYTFGQGTKLEIK

RASQTITSSYLS | GASTRAT | QODENLPYT
SEQ: 30 SEQ: § SEQ:3T
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FIG. 1C
SEQ ID NO: 206> 1923Ab6 VH

EVHLLESGGGLVOQPGGSLRLSCAASGFTESSYAMGWVROAPGRGLEW VSHGGGGOST
YYADSVEKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKVGYSGTYGOWEFDPWGQG
TLVTVES

SYAMG HGGGGGSTYYADSVKG | VGYSGTYGGWEDP
SEQ: 32 SEQ: 33 SEQ: 34

SEQ ID NO: 21 > 1923Ab6 VL

DIOMTQSPSSLEASIGDRVAITCRASQGISNYLAWFQOQKPGKAPKSLIYAASSLOSGVPSK
FSGSGSGTDRFTLTISSLOPEDFATYYCQOYNSYPLTFGGGTRVEIK

RASQGISNYLA | AASSLOS | QQYNSYPLT

SEQ: 35 SEQ: 36 SEQ: 37

SEQ ID NO: 38 > 1923Ab7 and 1923 Ab% Heavy Chain

QVQLVQSGAEVEKPGASVKVSCKASGYTFTSYDINWVRQATGQGLEWMGWMNPNSG
ITGYAQRFQGRVTMTROTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTVESASTKGPSVEPLAPSSKSTSGOTAALGCLVEDYFPEPVTVSWNSGALTSGVHTEFPA
VLQSSGLYSLSSVVTVPSSSLOTQTYICNVNHKPSNTKVRKKVEPKSCBKTHTCPPCPAP
EAAGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEFNWY VDOGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVY
YTLPPSREELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWOQOGNVESCSVMHEALHNHY TQKSLSLSPGGGGSGGGGSGGGGSQVOLY
ESGGGVVQPGRSLRLSCAASGFTFSNYGMHW VROAPGKGLEWVALIWYDGINKYYAD
SVKGRETISRDNSKNTLYLGMNSLKAEDTAVYYCARDOQDYBIETGYYKEDYFDEWGQG
TLVTVSSGGGGSGOOGGSGOGOSSYELTOPPSVSVSPGOTARITCSGDALPKEKYAYWYQ
QKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADY YCYSTDSSGNR
VFGOGGTKLTVL

SEQ ID NO 3%: > 1923Ab7 and 1923AD09, 1923Ab510, 1923Ab17 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQORKPGQAPRLLIYGASTRATGIPA
RFGGSGSGTDFTLTISSLOPEDFAVYYCOQOQDYNLPYTFGOGTKLEIKRTVAAPSVFIFPPS
DEQLKSGTASYVCLLNNFYPREAKVOWKVIONALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSGGGGSGGOGSTIPPHVOK
SVNNDMIVTDNNGAVKFPQLCKFCDVREFSTCDNQRSCMSNCSITSICEKPQEVCVAVW
REKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNHFE
SEEYNTSNPD
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FIG. 1D
SEQ ID NGO 40: > 1923Ab8 and 1923Ab11, 1923A013, 1923Ab1S, 1923Ab20 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWEFQORKPGQAPRLLIYGASTRATGIPA
RFGGSGSGTDFTLTISSLOPEDFAVYYCQOQDYNLPYTFGOGTKLEIKRTVAAPSVFIFPPS
DEQLKSGTASYVCLLNNFYPREAKVOWKVENALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

SEQ 1D NO:41 > 1923A09 Heavy Chain 1

QVOLVOSCAEVEKPGASVKVSCRASGYTFTSYDINWVRQATGOQGLEWMGWMNPNSG
ITGYAQRFQGRVTMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVSSASTKGPSVEPLAPSSKSTSGOGTAALGCLVEDYFPEPVTVSWNSGALTSGVHTEFPA
VLOQSSGLYSLSSVVTVPSSSLOTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQOPREP(QY
YTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY
SKLTVDESRWOQOONVESCSVMHEALHNHYTQKSLSLEPGGGOSGGOGSGOGESQVQL
VESGGGVVQPGRSLRLSCAASGFTFSNYGMHW VRQAPGKGLEWVAITWYDGINKYYA
DSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDH TGYYKEDYFDFWGQ
GTLVTVSSGGOGSGOGORGGOGSSYELTOPPSVSVSPGOTARITCSGDALPKKYAYWY
QOKSGOAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDSSGN
RVFGGGTKLTVL

SEQ D NO: 42 > 1923Ab% and 1923Ab10 Heavy Chain 2

OVOLVOSGAEVKKPGASVKVSCKASGY TFTSYDINWVROATGOGLEWMGWMNPNSG

ITGYAQRFOGRVTMTRDTRISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VTVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHEPSNTKVDKK VEPK SCDKTHTCPPCPAP

EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK

PREEQYNSTYRVVSVLTVLHGDWLNGKEYKCKVSNKALPAPIEK TISKAKGOPREPQVC
TLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGOPENNYK TTPRPVLDSDGSFFLVSK
LTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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FIG. 1E
SEQ ID NO: 43> 1923Ab10 Heavy Chain 1

OVOLVOSGAEVKEKPOGASVEVSCKASGYTHFTSYDINWVROATGOGLEWMGWMNPNSG
ITOGYAQRFOGRVIMTIRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVESSSLOTOTYICNVNHEPSNTR VBKEVEPKSCDRKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGRKEYRKCKVSNKALPAPIEKTISKAKGOPREPQY
YTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSIFLY
SKLTVDKSRWQOQGNVESCSVMHEALHNHYTQKSLSLSPOGOGSGGGGSGGOGSSYELT
QPPSVEVEPGOTARITCSGDALPKKYAYWYQQKSGQAPVLVIVEDSKRPSGIPERFSGSS
SCTMATLTISGAQVEDRDEADYYCYSTDSSONRVFGGGTKLTVLGGGGSGGGGSGGGGSG
VOLVESGGGVVQPGRSLRLSCAASGFTEFSNY GMHWVROAPGKGLEW VAITWYDGINK
YYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVY YCARDQDYDILTGYYKEDYFDF
WGQGTLVTVSS

SEQ ID NG: 44 > 1923Ab11 Heavy Chain

OVOLVOSGAEVKKPGASVKVSCKASGYTFTSYDINWVROQATGOGLEWMGWMNPNSG
ITGYAQRFOGRVTITMTRDTSISTAYMELSSLRSEDTAVYYCARHRWOKGYLDLWGORGTL
VIVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVBKKVEPKSCDKTHTCPPCPAP
EAAGGPSVELEFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKENWYVDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOQPREPQV
YTEPPSRDELTKNQVSLTCLVEGFYPSDIAVEWESNGUPENNYKTTPPVLDSDGSFELYS
KLTVDEKSRWOQQGNVESCSYMHEALHNHYTOKSLSLSPGGGGIGGOGSGGGGSSYELT
QPPSVEVEPGQTARITCSGDALPKKYAYWYQOQKSGOAPVLVIYEDSKRPSGIPERFSGSES
SCTMATLTISGAQVEDEADYYCY STDSSOGNRVFGGOTKLTVLGGGGSGGGGSGGHGS0
VQLVESGGGYVQPGRSLRLSCAASGFTFSNY GMHWVRQAPGKGLEW VAITWYDGINK
YYADSVEKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDQBDYDILTGYYKEDYFDF
WEOGTLVTVSS
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FIG. 1F
SEQ ID NO: 45> 1923Ab12 Heavy Chain

OVOLVOSGAEVKEKPOGASVEVSCKASGYTHFTSYDINWVROATGOGLEWMGWMNPNSG
ITOGYAQRFOGRVIMTIRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVESSSLOTOTYICNVNHEPSNTR VBKEVEPKSCDRKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGRKEYRKCKVSNKALPAPIEKTISKAKGOPREPQY
YTLPPSRDELTENQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWQOGNVESCSVMHEAL HNHYTOKSLSLSPGK

SEQ ID NG: 46 > 1923Ab12 Light Chain

QVOLVESGGGVVQOPGRSLRLSCAASGFTFSNY GMHW VROAPGKCLEWVAIWYDGIN
KYYADSVEKGREFTISRDNSENTLYLOMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFD
FWGQOTLVTVSSGGGGSGOGGSGGGGSSYELTOPPSVSVSPGOTARITCSGDALPKKYA
YWYQOQKSGOQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCGTKLTVLGGGGSGGGGSGGGGSGGGGSEIVMAGSPATLSESPGERATLSCR.
ASQSVSSSYLSWEFQOKPGOAPRLLIYGASTRATGIPARFGGSGSGTDFTLTISSLQPEDFA
VYYCOQODYNLPYTFGOQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNEYPREA
KVQWEVDNALQSGNSQESVTEQGDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS
SPVTKSFNRGEC

SEQ ID NO: 47 > 1923Ab13 Heavy Chain

OVOLVESGGGVYVOPGRSLRLSCAASGFTFSNY GMHWVROQAPGKCLEWVAIIWYDGIN
KYYADSVEKGREFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOQGTLVTVSSGOGGSGGOGSGGGHESYELTQPPSVSVSPGOTARITCSGDALPKKYA
YWYQOKSGOQAPVLVIYEDSKRPSGIPERFSGESSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCOTKLTVLGGGGSGGGOSGGGESGGGGSQVOLVOSGAEVKKPGASVEVSC
KASGYTFTSYDINWVRQATGOQGLEWMGWMNPNSGITGYAQRFQGRVTMTRETSISTA
YMELSSLRSEDTAVYYCARHRWOKGYLDLWGRGTLVTVSSASTKGPSVEPLAPSSKST
SGOTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOQSSGLYSLSSYVTVPSSSLGT
QTYICKVNHEPSNTKVDEKVEPK SCRBKTHTCPPCPAPEAAGGPSVILFPPKPRKDTLMISR
TPEVTICVVVDVSHEDPEVEFNWYVDGOVEVHNAKTKPREEQYNSTYRVVSVLTVLHGD
WENGKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLPPSRDELTEKNQVSLTCLVKG
FYPSDIAVEWESNGQOQPENNYKTTPPVLDSDGSFFLYSKLTYVDEKSRWQQGNVESCSVMHE
ALHNHYTQKSLSLSPGK
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FIG. 16
SEQ ID NO: 48> 1923Ab16 Heavy Chain

QVOLVESGGGYVOPGRSLRLSCAASGFTEFSNY GMHW VROAPGKGLEWVAIIWYDGIN
KYYADSVKGRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGOGTAALGCLVKDYFPEPVTVEWNSGALT
SGVHTFPAVLOSSGLY SLSSVVTVPSSSLGTOTYICNVNHKPSNTEKVDKEKVEPKSCDKTH
TCPPCPAPEAAGGPSVEFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK TISKAKG
QPREPOVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYRKTTPPVLDS
DGSFFLYSKLTVBKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGG
GSEIVMAQSPATLSLESPGERATLSCRASQSVSSSYLSWEFQOKPGOAPRLLIYGASTRATGE
PARFGGSGSGTDFTLTISSLQPEDFAVY YCQODYNLPYTFGQGTKLEIKGGGGSGGGGS
GOGGGSOVOLVOSGAEVKKPGASVKVSCKASGYTFTSYDINWVRQATGOGLEWMGWM
NPNSGITGYAQRFQGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLW
GRGTLVTVSS

SEQ ID NG: 49> 1923Ab16 Light Chain

SYELTQPPSVSVSPGQTARITCSGDALPKKYAYWYQQKSGQAPVEVIYEDSKRPSGIPER
FROSSSGTMATLTISGAQVEDEADYYCY STDSSONRVEFGGGTKLTVLGOPKANPTVTLE
PPSSEELOQANKATLYVCLISDEFYPGAVIVAWKADGSPVKAGVETTKPSKQSNNKYAASSY
LSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECSGGGGSGGGGSGGGGSTIPPHVQKS
VNNDMIVTDNNGAVKFPQLCKFCDVRESTCDNQESCMSNCSITSICEKPOEVOVAVWR
KNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNEFES
EEYNTSNPD

SEQ ID NG: 36 > 1923Ab17 and 1923Ab18 Heavy Chain

QVOLVOSGAEVEKPGASVKYSCRASGYTFTSYDINWVROQATGOGLEWMGWMNPNSG
ITGYAQRFOQGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVSSASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVEWNSGALTSGVHTFPA
VLQSSGLYSLESVVTVPSSSLGTQTYICNVNHKPSNTKVDEKVEPKSCDKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQOPREP(QV
YTLPPSRDELTKNQVSLTCLVEKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWQOQGNVESCSVMHEALHNHYTQKSLSLSPGGGGSGOGGSGGOGSQVQLY
ESGOGVVQOPGRSLRLSCAASGFTRFSKYGMHWVROAPGRKCLEWVAIIWYDGINKYYADS
VKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDOQDYDILTGYYKEDYFDFWGQG
TLVTVESGGGGSGGOGSGOGGSGGOGSSYELTOPPSVEVSPGOTARITCSGDALPKKYA
YWYQOKSGOAPVLVIYEDSKRPSGIPERFSGSSSOGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCGTKLTVL
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FIG. 1H
SEQ ID NO: 51 > 1923Ab1S and 1923Ab20 Heavy Chain

OVOLVOSGAEVKEKPOGASVEVSCKASGYTHFTSYDINWVROATGOGLEWMGWMNPNSG
ITOGYAQRFOGRVIMTIRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGRGTL
VIVESASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEPA
VLOSSGLYSLSSVVTVESSSLOTOTYICNVNHEPSNTR VBKEVEPKSCDRKTHTCPPCPAP
EAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEKFNWY VDGVEVHNAKTK
PREEQYNSTYRVVSVLTVLHODWLNGRKEYRKCKVSNKALPAPIEKTISKAKGOPREPQY
YTLPPSRDELTENQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYS
KLTVDKSRWOQOQGNVESCSVMHEAL HNHY TOKSLSLSPGGGGSGGGGSGGGESTIPPHY
QKSVNNDMIVIDNNGAVKFPOLCKFCDVREFSTCDNGQESCMSNCSITSICEKPQEVOVAY
WRKNDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDECNDNI
IFSEEYNTSENPD

SEQ ID NO: 52 > 1923Ab19 Light Chain

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQOQKPGOAPRLLIYGASTRATGIPA
RFGGSGSGTDFTLTISSLOPEDFAVYYCQODYNLPYTFGOGTRKLEIKRTVAAPSVFIFPPS
DEQLKSGTASYVCLLINNFYPREAKVOWKVIENALQSGNSQESVTEQDSKDSTYSLSSTL
TLSKADYEKHKVYACEVTHQGLSSPYTKSFNRGECGGGGSGGGOSGGHGESQVQLVESG
GGVVQPGRSLRLSCAASGFTFSNYGMEW VROAPGKCLEWVATITWYDGINKYYADSVK
GRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFDFWGOQGTLY
TYSSGGGGSGGGESGGOGGSGOGEESYELTOPPSVSVSPGOTARITCSGDALPKEKYAYW
YQOKSGOAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDSSG
NRVFGCGTKLTVL

SEQ D NG: 33 > scFv that binds CD137

QVOLVESGGOVVQPGRSLRLSCAASGFTESNYGMHWVRQAPGKGLEWVAIIWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDILTGYYKEDYFD
FWGQOTLVTVESGGOGESGOGGSGGOGSSYELTOPPSVEVEPGOQTARITCSGDALPKKYA
YWYQQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGGGTKLTVL

SEQ 1D NOG: 534 > scFv (LH) that binds CD137

YELTOPPSVSVSPGOQTARITCSGDALPKKYAYWYQOKSGOQAPYVLVIYEDSKRPSGIPERE
SGSSSGTMATLTISGAQVEDEADYYCYSTDSSGNRVEGOGGTKLTVLGGGGSGGGGSGE
GGSOQVOQLVESGGOGVVOPGRSLRLSCAASGFTFSNYGMHEHWVROAPGKGLEWVALIIWYD
GINKYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVYYCARDQDYDILTGY YKED
YFDFWGQGTLVTVSS
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FIG. 1T
SEQ ID NO: 58 > scFv* with 4x (G48) linker that binds CD137

QVOLVESGGGYVOPGRSLRLSCAASGFTFSNY GMHW VROQAPGRCLEWVAHWYDGIN
KYYADSVKGRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSGOGHSGGHGGSGOGHESGGGGESYELTOPPSVEVEPGOQTARITCSGDAL
PKKYAYWYQOQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYY
CYSTDSSGNRVFGCGTKLTVL

SEQ 1D NO: 56 > scFv* with 3x (G48) linker that binds CP137

QVOLVESGGGYVVOPGRSLRLSCAASGFTFSNY GMHW VRQAPGKCLEW VAW YDGIN
KYYADSVKGRETISRDNSKNTLYLOMNSLKAEDTAVYYCARDODYDILTGYYKEDYFD
FWGOGTLVTVSSGOGGSGGGGSGOGGSSYELTQPPSVSVSPGQTARITCSGDALPKKYA
YWYQQKSGQAPVLVIYEDSKRPSGIPERFSGSSSGTMATLTISGAQVEDEADYYCYSTDS
SGNRVFGCGTKLTVL

SEQ 1D NO: 87 > scFv (LH) that binds PD-L1

EIVMAQSPATLSLSPGERATLSCRASQSVSSSYLSWFQOKPGOAPRLLIYGASTRATGIPA
RFGGSGSGTDFTLTISSLOQPEDFAVYYCQODYNLPYTFGQOGTKLEIK GGGGSGGHGSGG
GGSQVQLVOSGAEVKEPGASVEVECKASGYTFTSYDINWVRQATGOQGLEWMGWMNP
NSGITGYAQRFOGRVIMTRDTSISTAYMELSSLRSEDTAVYYCARHRWGKGYLDLWGR
GTLVTVSS

SEQ ID NG: 38 > 3x (G45) hinker
GGOGSGOGHSGGOGES

SECQ 1D NG: 839 > 4x (G4S) linker
GGGGSGGGOSGGHGSGGGHS

SEQ D NO: 66 > Human Ig(31 constant region

ASTKGPSVEPLAPSSKSTSGGTAALGCLVKDYFPEPVTIVEWNSGALTSGVHTFPAVLGSS
GLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHODWLNGEKEYKCKVSNKALPAPIEKTISKAKGQPREPOQVYTLPPSR

DELTEKNOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDK

SRWQOQGNVESCSVMHEALHNHY TQKSLSLSPK
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FIiG. 1J
SEQ ID NO: 61 > Human IgG1 constant region LALA

ASTRGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTIVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREE(
YNSTYRVVSVLTVLHODWLNGRKEYKCKVSNKALPAPIEKTISKAKGQPREPOVYTLPPS
RDELTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOQOQGNVISCSVMHEALHNHYTOQKSLSLSPK

SEQ ID NO: 62 > Human IgGl constant region with LALA and “Knob”

ASTEKGPSVFPLAPSSKSTSGGTAALGULVKDYFPEPVTVSWNSGALTSGVHTFRPAVLQSS
GLYSLSSVVTIVPSSSLGTQTYICNYNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEKFNWYVDGVEVHNAKTKPREE(
YNSTYRVVSVLTVLHODWLNGRKEYKCKVSNKALPAPIEKTISKAKGQPREPOQVYTLPEC
RDELTKNQVSLWCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSVMHEALHNHYTQKSLSLSP

SEQ ID NG: 63 > Human IgG1l constant region with LALA and “Hole”

ASTEKGPSVFPLAPSSKSTSGGTAALGULVEKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNYNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAG
GPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQ
YNSTYRVVSVLTVLHODWLNGREYRKCKVSNKALPAPIEKTISKAKGQPREPOQVCTLPPS
RDELTKNOQVSLSCAVEKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWOOQGNVFSCSVMHEALHNHYTOQKSLSLSPGK

SEQ ID NO: 64 > Human IgG4 constant region S228P

ASTRKGPSVEPLAPCSRSTSESTAALGCLVEKDYFPEPVTVSWNSGALTSOGVHTFPAVLQSS
GLYSLSSYVTVPSSSLGTKTYTCONVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWY VRGVEVHNAKTKPREEQENST
YRVYVSVLTVLHODWINGKEYKCKVAINKGLPSSIEKTISKAKGOQPREPOVYTLPPSQEEM
TKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SRUTVDKSRW
QEGNVESCSVMHEALHNHYTOKSLSLSLGK

SEQ ID NO: 65> Human Kappa coustant region

RTVAAPSVEIFPPSDEQLKSGTASVVCLLNNFYPREAKVOWERVDNALQSGNSQESVTEQ
DSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
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FIG. 1K

SEQ ID NO: 66 > Human Lambda constant region

GOPKANPTVTLFPPSSEELQANKATLVCLISDFYPCGAVTIVAWKADGSPVKAGVETTRES
KQSNNKYAASSYLSLTPEQWKSHRSYSCOVTHEGSTVEKTVAPTECS

SEQ ID NG: 67 > Human TGF-beta receptor type-2 ECD

TIPPHVOKSVNNDMIVTDNNGAVKFPQLCKFCDVRFSTCDNGKSCMSNCSITSICEKPQE
VCVAVWRENDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMUSCSSED
ECNDNHFSEEYNTSNPD

SEQ 1D NO: 75 > Heavy Chain that binds CDM37 {Ab4 VH-higGl LALA)

QVQLVESGGGVVOPGRSLRLSCAASGFTFSNYGMHW VRQAPGKGLEWVAITWYDGIN
KYYADSVKGRFTISRDNSKNTLYLOMNSLKAEDTAVY YCARDQDYDILTGY YKEDYFD
FWGOGTLYTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT
SGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTK VDKK VEPK SCDK TH
TCPPCPAPEAAGGPSVFLEPPKPKDTLMISRTPEVTOVVYDVSHEDPEVKENWYVDGVE
VHNAK TKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVENKALPAPIEK TISKAKG
QPREPOVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK TTPPVLDS
DGSFFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHYTQK SLSLSP

SEQ ID NG: 76 > Light Chain that binds CD137 {Ab4 VL-Lambda)

SYELTQPPSVSVEPGQTARITCSGDALPRKYAYWYQOKSGOAPVLVIVEDSKRPSGIPER

FSGSSSGTMATLTISGAQVEDEADYYCYSTDSSGNRVFGGGTKLTVLGQPKANPTVTLE

PPSSEELQANKATLVCLISDEYPGAVTVAWKADGSPVEKAGVETTKPSKQSNNKYAASSY
LSLTPEQWKSHRSYSCOVTHEGSTVEKTVAPTECS
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FIG. 16A

Binding to human CD137
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FIG. 17A
CD137 signaling
> 15000~
= E3 x
8 e £
2 10000~
&
oy
5
[0]
W 5000~
o
)
0 g 3 H
4 & &
A
L LA
2T BT
FIG. 178
80000
2y
£ —
G 60000~ .
L)}
£
E  40000-
D
(9]
%5 20000
o
&
0

7 ¥ _—
1923AbY 1923Ab16 higG1



PCT/US2022/075847

WO 2023/034923

/40

31

FIG. 18A

P
P

P
b
fer

N
RE

3

oo

T

S23ALT

P

vl

i

&
ke

- isotype

=
T
wm..m, (<] s 4] s %
ol IR I IR s B
Big|ididl o
Lo .
U
- o] &
e wil b
4
o il g
o e~y 3
N a | B
4 BN

S

]
sl
f=1
“z
“w

[ ¥ f “?
=4 o o
673 =2 =z
k=4 = b4
e - o

.

seuehiss

LER

3 g

fog

1(. 18B

~a- 152

sedvpe conteod

o3
ped
£y
g
o7

Q23abE

1%

e

Z7 % W g ow
Cl2i 22 2
wiwmini ol uln
2 % 8 % &3
AR AN AN
Yo P P P >3
Wi

sy §OET3 G el
A R
weq £ 1D

w4 i A

No target cells

¥ ¥ T “
@ @ = = &

= = = =

>3 o~ g 22

& 7 % A

Fyryae Bupeubis f2100

i nfd

fog

§
¥



PCT/US2022/075847

WO 2023/034923
32/40
FIG. 19A
With Target Cells  No Target Cells
80000~
e
£ ! || E
T 60000
) %%% ool
£
T 40000~
2
w
& 20000~
o
Q
FIG. 198
With Target Cells  No Target Cells
200000~ E E
= iy J
=

180060~

1600080

50000+

CD137 signaling act




WO 2023/034923

Luciferase activily

PCT/US2022/075847

33
L
=
Lol

FIG. 20

PD-1/PD-L1 blockage assay
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TGFD blockage assay
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Tumor cell killing
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