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Figure 1B

huAg Binding on HCT-116 by FACS

10000+
8000+
=g \W3195-1.53.1-p1-ulgG1L-MMAE
_ 6000+ == W319-BMK4.ulgG1K
E -#~  |sotype control
4000+
2000+
0- B T .:w:“\\&.\\m\-k\‘“““i? .
0.0001 0.01 1 100 10000
Abs(nM)
Figure 2A

1/8



WO 2022/237874

MFI

Cytotoxicity (%)

huAg Binding on NCI-H1650 by FACS

5000

40004

3000+

2000+

1000

0

-

0.0001

.\\\\\\\g\\\‘\\t\\(\\\\
0.01 1 100 10000
Antibody (nM)
Figure 2B

Serum stability FACS binding on
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Figure 3

ADC Cell Cytotoxicity Test on HCC-1954
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ADC Cell Cytotoxicity Test on HCC-70
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Figure 4B
ADC Cell Cytotoxicity Test on HT-29
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Figure 4C
ADC Cell Cytotoxicity Test on A549
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ADC Cell Cytotoxicity Test on MDA-MB-453

1001 RN
20 N 8 W3195-1.53.1-p1-ulgG1L-MMAE
= ¢ WBP319-BMK4.ulgG1k-DM1
xR 601 + |sotype control
_E 404 N Free payload control (MC-VC-PAB-MMAE)
2 § % Free drug (MMAE)
£ 204
c
N 1 T B TR e R
-20+

0.0001 0.001 0.01 0.1 1 10 100
Abs(nM)

Figure 4E

ADC cytotoxicity test on NCI-H1650
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Figure 4F
HCS Internalization on HCC1954
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HCS Internalization on NCI-H1650
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Tumor Growth on HCC70 CDX model
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Body Weight on NCI-H1650 tumor model
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