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20
Kopatentin 2.0
1
14

PRT_ L.
Artificial Sequence

EGFRVIII epitope

1

Leu Glu Glu Lys Lys Gly Asn Tyr val Vag Thr Asp His Cys
5 1

2

8

PRT

Artificial Sequence

CDRH1 of B4A3

2

Gly Phe Thr Phe Seg Asn Tyr Tyr

3

8

PRT

Artificial Sequence

CDRH2 of B4A3

3

Thr Ser Pro Asn Gly Gly Ser Lys
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

4
14

PRT

Artificial Sequence

CDRH3 of B4A3

4

Ala Lys Gly Arg Arg Lys Leu Arg Ala ng Arg Phe Asp Tyr
1
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<210>
<211>
<212>
<213>

<220>
<223>
<400>
1
<210>
<211>
<212>
<213>
<220>
<223>

<400>

PCTKR2017001623-seql.txt

5

8

PRT

Artificial Sequence

CDRL1 of B4A3

5

Ser Ser Ash Ile Gly Asn Asn Tyr
5

6

3

PRT

Artificial Sequence

CDRL2 of B4A3

6

Ser Asp Sser
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

11

PRT

Artificial Sequence

CDRL3 of B4A3

7

Ala Thr Trp Asp Ala Ser Leu Ser Ala Tyr val
1 5

<210>
<211>
<212>
<213>

<220>

<223>

<400>
1

Ser Leu Arg Leu Ser Cys Ala Ala Ser
20

<210>
<211>
<212>
<213>

<220>
<223>

8

25

PRT

Artificial Sequence

Hv FR1 of B4A3

8

25

9

17

PRT

Artificial Sequence

Hv FR2 of B4A3

10

Glu val GIn Leu Leu Glu Ser Gly Gly 61% Leu val Gln Pro Glg Gly
5 1
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<400> 9

Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val ser
1 5 10 15

Gly

<210> 10

<211> 38

<212> PRT

<213> Artificial Sequence

<220>

<223> Hv FR3 of B4A3

<400> 10
Tyr Tyr Ala Asp Ser val Lys Gly Arg Phg Thr ITe Ser Arg Asg Asn
1 5 1 1

Ser Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp
20 30

Thr Ala val Tyr Tyr Cys
35

<210> 11

<211> 11

<212> PRT

<213> Artificial Sequence
<220>

<223> Hv FR4 of B4A3

<400> 11

Trp Gly GIn Gly Thr Leu val Thr val Ser ser
1 5 10

<210> 12

<211> 25

<212> PRT

<213> Artificial Sequence

<220>

<223> Lv FR1 of B4A3

<400> 12
GIn Ser val Leu Thr GIn Pro Pro Ser Ala Ser Gly Thr Pro Gly Gin
1 5 10 15

Arg val Thr Ile Ser Cys Thr Gly Ser
20 25

<210> 13

<211> 17

<212> PRT

<213> Artificial Sequence
<220>

<223> Lv FR2 of B4A3
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<400> 13
val ser Trp Tyr Gln GIn His Pro Gly Thr Ala Pro Lys Leu Leu Ile
1 5 10 15

Tyr

<210> 14

<211> 36

<212> PRT

<213> Artificial Sequence
<220>

<223> Lv FR3 of B4A3

<400> 14
Asn Arg Pro Ser Gly val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly
1 5 10 15

Thr ser Ala Sgr Leu Ala Ile Ser G;y Leu Arg Ser Glu A§8 Glu Ala
5

Asp Tyr Tyr Cys
35

<210> 15

<211> 10

<212> PRT

<213> Artificial Sequence
<220>

<223> Lv FR4 of B4A3

<400> 15

pPhe Gly Gly Gly Thr Lys Leu Thr val Leu
1 5 10

<210> 16

<211> 121

<212> PRT

<213> Artificial Sequence

<220>

<223> Hv of B4A3

<400> 16

Glu val GIn Leu Leu Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr

20 25 30

Tyr Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

ser Gly Thr Ser Pro Asn Gly Gly Ser Lys Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
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teu GlIn
Ala Lys

Gln Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Ser
1

Arg val

Tyr val

Ile Tyr

50
Gly Ser
65

Ser Glu

Ser Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gaggtgcagc tgttggagtc
tcctgtgcag cctctggatt
ccagggaagg ggctggagtg
gctgattctg taaaaggtcg
ctgcaaatga acagcctgag

cgtaagctgc gggctactcg

tca

Met Asn Ser
85

Gly Arg Arg
100

Thr Leu val
115

17

110

PRT
Artificial

Lv of B4A3

17

val Leu Thr
5

Ile
20

Thr Ser

ser
35

Trp Tyr

Ser Asp Ser

Lys Ser Gly

Ala
85

Phe

Asp Glu

val
100

Tyr

18

363

DNA
Artificial

Hv of B4A3

18

PCTKR2017001623-seql.txt

Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
95

90

Lys Leu Arg Ala Thr Arg Phe Asp Tyr Trp Gly
105 110

Thr val Ser
120

Sequence

Gin Pro Pro

Cys Thr Gly

His
40

Gin Gln

Asn Arg Pro

Thr Ala

70

Ser

ASp Tyr Tyr

Gly Gly Gly

Sequence

tgggggaggc

cacctttagc
ggtctcaggg
gttcaccatc
agccgaggac

gttcgactac

Ser

Ala Ser

10

Ser

Ser Ser Ser

25
Thr

Pro Gly

Ser Gly val

Ala
75

Ser Leu

Ala Thr

90

Cys

Thr
105

Lys Leu

ttggtacagc
aattattata
acctctccta
tccagagaca
acggccgtgt
tggggccagg

Page 5

Gly Thr Pro

Ile Gly

30

Asn

Ala Pro

45

Lys

Pro
60

Asp Arg

Ile ser Gly

Trp Asp

Thr val Leu

110

ctggggggtc
tgagctgggt
atggtggtag
attccaagaa
attactgtgc

gtacactggt

Gly Gln

15

Asn Asn

Leu Leu

Phe Ser

Leu Arg

80

Ser Leu

95

cctgagactc
ccgccaggcet
taaatattac
cacgctgtat
gaaaggtcgt

caccgtgagc

60
120
180
240
300
360
363



<210> 19
<211> 33
<212> DN
<213>

<220>

<223> Lv

<400> 19
cagtctgtgc
tcttgtactg
ccaggaacgg
gaccgattct
tccgaggatg
ttcggcggag

20
61

<210>
<211>
<212>
<213>

<220>
<223>

20
Pro

<400>
Met Arg
1

Ala Leu Cys
Thr
35

val val

Glu
50

Tyr Met

Pro
65

Cys Arg

Ser Leu Ser

Ser Ile Ser

Thr
115

Ser Phe

Thr val

130

Lys

Glu
145

Asn Arg

Gly Arg Thr

Asn Ile Thr

0
A

of B4A3

tgactcagcc
gctcttcatc
cccccaaact
ctggctccaa
aggctgatta

gcaccaagct

5

PRT_ o
Artificial Sequence

PCTKR2017001623-seq1.txt

Artificial Sequence

accctcagceg
taatattggc
cctcatctat
gtctggcacc
ttactgtgct

tacggtccta

ser Gly Thr Ala Gly
5

Pro Ala

20

ASp His

Glu Glu

Lys val

Ile Asn

85

Gly
100

Asp
His Thr
Lys Glu

Thr Asp

Ser
Gly
Asp
Cys

70
Ala
Leu
Pro

Ile

Leu

Arg Ala

ser Cys

40

Gly val

55

Asn Gly

Thr Asn
Ile
Leu
120
Gly

Pro
Thr
135

His Ala

150

Gln
165

Lys

Ser Leu

180

Gly

Gly Gln

Leu Arg

tctgggaccce
aataattatg
tctgatagta
tcagecctccce

acttgggatg

Recombinant EGFR EGFRVIII

Ala
10

Glu

Ala Leu

Leu Glu

25
Ala

val Arg

Arg Lys Cys

Ile
75

Ile Gly

Ile Lys His

90

Leu Pro val

105

Asp Pro Gln

Phe Leu Leu

Phe Glu Asn

155
Phe

Ser Leu

170

Ser
185

Leu Lys
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ccgggcagag
tctcctggta
atcggccaag
tggccatcag

ctagcctgag

Leu Ala Leu

Gly
30

Ala

Lys Lys

Gly
45

cys

Lys cys

60
Gly

Lys

Glu Phe

Phe Lys Asn

Ala Phe Arg

110
Glu Leu
125

Asp

Ile GIn Ala

140

Leu Glu Ile

Ala val val

Glu Ile Ser

190

ggtcaccatc
ccagcagcac

cggggteccct

tgggctccgg
tgcttatgtc

Leu Ala

15

Asn Tyr

Asp Ser

Glu Gly

Lys Asp

80
Cys Thr
95

Gly Asp

Ile Leu

Trp Pro

Ile Arg

160

Ser
175

Leu

Asp Gly

60
120
180
240
300
330



Asp
Ash
Ser
225
Ala
val
Lys
Ile
Thr
305
Gly
Ash
Cys
cys
Pro
385
Glu
ASp
Asp
Gly
Asn
465
Trp
Pro
Glu

Asn

Ile

val
Trp
210
Asn
Leu
Ser
Leu
Gln
290
Gly
Pro
Thr
His
Pro
370
Lys
Leu
Thr
val
val
450
Ser
Leu
Ala
Pro
Gln

530
Ala

Ile
195
LysS
Arg
Cys
cys
Leu
275

Cys

Arg

Leu
Pro
355
Thr
ser
Leu
Leu
Ser
435
Glu
Thr
Asn
Pro
Gln
515

val

val

Ile
Lys
Gly
Ser
Arg
260
Glu

Gly
cys
val
340
Asn
Asn
Cys
Gly
Met
420
His
val
Tyr
Gly
Ile
500
val

ser

Glu

Ser
Leu
Glu
Pro
245
ASnh
Gly
Pro
Pro
val
325
Trp
Cys
Gly
Asp
Gly
405
Ile
Glu
His
Arg
Lys
485
Glu
Tyr

Leu

Trp

Gly
Phe
AsSn
230
Glu
val
Glu
Glu
Asp
310
Lys
Lys
Thr
Pro
Lys
390
Pro
Ser
Asp
Asn
val
470
Glu
Lys
Thr

Thr

Glu

Asn
Gly
215
Ser
Gly
Ser
Pro
Cys
295
Asn
Thr
Tyr
Tyr
Lys
375
Thr
Ser
Arg
Pro
Ala
455
val
Tyr
Thr
Leu
Cys

535

ser

PCTKR2017001623-seq]. txt

Lys Ash Leu Cys Tyr Ala Asn

200
Thr

Cys
Cys
Arg
Ar

280
Leu
cys
cys
Ala
Gly
360
Ile
His
val
Thr
Glu
440
Lys
Ser
Lys
Ile
Pro
520

Leu

Asn

Ser

Lys

Trp

Gly
265

g Glu

Pro
Ile
Pro
Asp
345
Cys
Pro
Thr
Phe
Pro
425
val
Thr
val
cys
Ser
505
Pro

val

Gly

Gly GlIn

Ala Thr
235

Gly Pro
250

Arg Glu
Phe val
Gin Ala

GIn Cys
315

Ala Gly
330

Ala Gly
Thr Gly
Ser Ile
Cys Pro

395

Leu Phe
410

Glu val
Lys Phe
Lys Pro
Leu Thr

475

Lys val
490

Lys Ala
Ser Arg

Lys Gly

Gln Pro
Page 7

Lys
220
Gly
Glu
cys
Glu
Met
300
Ala
val
His
Pro
Glu
380
Pro
Pro
Thr
Asn
Ar

460
val
Ser
Lys
Glu
Phe

540
Glu

205
Thr

Gln
Pro
val
AsSn
285
Asn
His
Met
val
Gly
365
Gly
Cys
Pro

Cys

Trp
445

g Glu

Leu
Asn
Gly
Glu
525

Tyr

Asn

Lys
val
Arg
Asp
270
Ser
Ile
Tyr
Gly
Ccys
350
Leu
Arg
Pro
Lys
val
430
Tyr
Glu
His
Lys
Gln
510
Met

Pro

Asn

Thr
Ile
Cys
Asp
255
Lys
Glu
Thr
Ile
Glu
335
His
Glu
Met
Ala
Pro
415
val
val
Gln
Gln
Ala
495
Pro
Thr

Ser

Tyr

Ile

His
240
Cys
cys
Cys
cys
Asp
320
Asn
Leu
Gly
Asp
Pro
400
Lys
val
Asp
Tyr
Asp
480
Leu
Arg
Lys

Asp

Lys
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545 550 555 560

Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
565 570 575

Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn val phe ser
580 585 590

Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser
595 600 605

Leu Ser Leu Ser Pro Gly Lys
610 615
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