<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting_V1_3.dtd">
<ST26Sequencelisting originalFreeTextLanguageCode="en" dtdVersion="V1_3"
fileName="51471-013WO2_Sequence_Listing_5_18_23.xml" softwareName="WIPO Sequence"
softwareVersion="2.3.0" productionDate="2023-05-18">
<Applicationldentification>
<IPOfficeCode>US </IPOfficeCode>
<ApplicationNumberText>PCT/US2023/061953 </ApplicationNumberText>
<FilingDate>2023-02-03</FilingDate>
</Applicationldentification>
<ApplicantFileReference>51471-013WO2 </ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US </IPOfficeCode>
<ApplicationNumberText>63/306,928 </ApplicationNumberText>
<FilingDate>2022-02-04 < /FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="en">DECIBEL THERAPEUTICS, INC.</ApplicantName>
<InventionTitle languageCode="en">GJB2 REGULATORY ELEMENTS AND USES
THEREOF </InventionTitle>
<SequenceTotalQuantity>68 </SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>1541</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1541</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q137">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccgcagaatcctatcagtttccccctttcgtgctgtgtgcatcgagcaggaaggggcettggcaggttttacctgecctctttecttt
ctgaaaagtctgggcctcctcaccccgaaaggagtcacctecttgcagttccccagttgcgaaaagaggaggaagttggctgggecgggggecgcggggg



gcaccctccgcagatggcgggacccccctgeccggcecatggcaaaaacgaggcttgtctctcccaccgeccccaaccttagtcecttggcacattgttgaaagtaat
tgaataaaatcggaaattcgagaaggcgttcgttcggattggtgagattttgaggggagaaagaagcggggacttcgccggcaccagcggcgcecccctecte
ggccaccgttaacccccattccagagggcactgccccgccacccagcctaggtccccctgcgagagectcgecgggeccgegcagcectccgcgactcgaacag
atcttcagtccttggaggaatgcctgtttctctaacaataaaaaattaaagaagcgctcataaatgccaagtcctctcgcactatgcggagtacagaggacaacga
ccacagccatccctgaaccccgeccacggcacagcgccggagccggggtctggggegecgcttcctggggggtcccgactctcagccgceccccgcttcaccc
gggccgcecaaggggetgggggaggeggegctcggggtaaccgggggagactcagggegcetgggggceacttggggaactcatgggggctcaaaggaa
ctaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggecggtcgggggttcgcggacccgggaagctctgaggacccagaggcec
gggcgcgctccgeccgeggegcecgcecccctcegtaactttcccagtctccgagggaagaggcggggtgtggggtgeggttaaaaggcgccacggcggga
gacaggtgttgcggccccgcagcegcccgcgegctectctccccgactcggagceccctcggeggegceccggcccaggacccgcctaggagecgcaggagcecc
cagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcettectcccgacgcaggtgagceccgecggcecccggactgeccggccaggaacc
tggcgcggggagggaccgcgagacccagagcggttgecccggecgegtgggtctcggggaaccggggggctggaccaacacacgtcecttgggecgggg
ggcgggggccgccttctggagecgggcegtttctgcggecgagctccggagctggaatggggcggccggggaagtggacgcgatggcaccgcccggggt
gcgagtggggcecgggcgcgcgcgggaggggaaaaaggcgcgggcgagcecgccagcgcgaggtttgtggtgtcgecgatgteccttcggggtactctag
cgcagccgcctggctacttgacccactgccaccaaacgttttaaattcaccg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>1418</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1418</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q138">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttcgtggccacctctctcctgttagectctgaccaaggtggcactggatggtttctgectgaccttggtgecccgtggeagegact
gtgggtcatgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaa
gaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggce
aggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactggcctctccacatcecgctt
gcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcagtgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcatttt
aaaataatgtgtcttttaagaaacactttgaaattaaaaccacagcccacaattataatgcactgttgcagcacttatcaaaacagatatgctaactgagccatcagt
gccagcctgacagtgaggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtggcttttctccatgaagagggcattcctaacctcttectttc



acgtaggaggaagcaaggtcctttgtaaaattttaactcggggtgcctcaaatgtaaacttaaccactggtaacaacagtttcactgctacatgccacgtctgtga
aaattcattcaagacattaaggaaagtggctcagcagagagactagacatcttatcctcacggttctcctgtacttggcectctcagectttgagcaaggttggccca
agctagtatcggccccagtggtacagccaaaacttgagactgcaaatggatgcagctgttgaacgctgagtaacttctgcagagtcaggaagacccaaggaa
gctctgcagaggatgcaggggtacggtcagaacccctgagtgcctttcagctaacgaggactttatgacactccccagcacagcaaatttttatgatgtgtttaaa
gattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaa
gttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctcectgtt
ctgtcctagctagtgattcctgtgttgtgtgceattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>739</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..739</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q139">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcgcgctccgeccgeggegecgcccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggege
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggegggggcecgcecttctggagecgggegtttctg </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>569 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..569</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q140">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggeacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggege
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttectceccgacg </INS
DSeqg_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>366</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..366 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q141">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggeacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggceggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggccgggcegcegctccgeccgeggcegcecgecccctccgtaactttcccagtctccgaggga</INSDSeq_
sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>100</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..100</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q142">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agaggcggggtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggccccgcagegeccgegegctc
ctctccccgactcggageccct</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>225</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..225</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q143">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggttcgeg
gacccgggaagctctgaggacccagaggccgggcgcegctccgeccgeggegcecgcecccctccgtaactttcccagtctccgagggaagaggcggggtgtg
gggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>539</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..539</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q144">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggeggtcgggggttcge
ggacccgggaagctctgaggacccagaggccgggcegcgctecgeccgeggcegecgccccctecgtaactttcccagtctccgagggaagaggeggggtgt
ggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgcgegctectctccccgactcggagceccctcggeggegeccg
gcccaggacccgcctaggagcgcaggagcecccagcgcagagaccccaacgccgagacccccgecccggecccgcecgegcttectcccgacgcaggtgage
ccgecggcecccggactgeccggecaggaacctggcgcggggagggaccgcgagacccagageggttgeccggecgegtgggtctcggggaaccgggg
ggctggaccaacacacgtccttgggccggggggcegggggcecgccttctggagegggcegtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>426</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..426</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q145">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggceggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggccc</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q146">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>cgggaagctctgaggacccagaggccgggcgcgctccgcccgeggegccgecccctccgtaactttcccagtctccgaggg
aagaggcggggtgtggggtgcggttaaaaggcgccacggcgggagac</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q147">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo

sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aagctctgaggacccagaggccgggcgcgctccgeccgeggcegcecgecccctccgtaactttcccagtctccgagggaaga
ggcggggtgtggggtgcggttaaaaggcgccacggcgggagacaggt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>164</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..164</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q148">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcccgccggecccggactgcccggecaggaacctggcgcggggagggaccgcgagacccagageggttgeccggecg
cgtgggtctcggggaaccggggggctggaccaacacacgtccttgggccggggggegggggcecgcecttctggagegggegtttctg </INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>733</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..733 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttectcccgacgageccg
ccggcecccggactgeccggecaggaacctggcgcggggagggaccgcgagacccagagcggttgeccggecgegtgggtctcggggaaccggggggce
tggaccaacacacgtccttgggccggggggcgggggcecgccttctggagecgggcegtttctg </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>530</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..530</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g28">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggeacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcgcegctccgeccgeggegcecgcecccctecgtaactttcccagtctccgagggaagceccgecgg
ccccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagageggttgeccggecgegtgggtctcggggaaccggggggctgga
ccaacacacgtccttgggccggggggegggggcecgccttctggagcgggcegtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>264</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..264 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g30">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agaggcggggtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggccccgcagegeccgegegctc
ctctccccgactcggagceccctageccgecggecccggactgecccggccaggaacctggcgcggggagggaccgcgagacccagagcggttgeccggec
gcgtgggtctcggggaaccggggggctggaccaacacacgtccttgggccggggggcgggggecgccttctggagegggegtttctg </INSDSeq_s
equence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>389 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..389</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g32">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggttcgeg
gacccgggaagctctgaggacccagaggccgggcgcegctccgeccgeggegcecgcecccctccgtaactttcccagtctccgagggaagaggecggggtgtg
gggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcccageccgecggcecccggactgeccggccaggaacctggcgcggggagggacc
gcgagacccagagcggttgcccggecgegtgggtctcggggaaccggggggctggaccaacacacgtccttgggccggggggcgggggcecgccttctg

gagcgggcgtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>590</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..590</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgcccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcccageccgecggecccggactgeccggccaggaacctggegcggggag
ggaccgcgagacccagagcggttgcccggecgegtgggtctcggggaaccggggggctggaccaacacacgtcecttgggeccggggggcgggggecgce
cttctggagcgggcgtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>292 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..292 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g36">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>cgggaagctctgaggacccagaggccgggcgcgctccgcccgecggegccgecccctccgtaactttcccagtctccgaggg
aagaggcggggtgtggggtgcggttaaaaggcgccacggcgggagacagcccgccggccccggactgcccggccaggaacctggcgcggggaggga
ccgcgagacccagagcggttgcccggecgegtgggtctcggggaaccggggggctggaccaacacacgtccttgggecggggggegggggcecgccttc
tggagcgggcgtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>292 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..292 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g38">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aagctctgaggacccagaggccgggcgcgctccgeccgeggcegcecgecccctccgtaactttcccagtctccgagggaaga
ggcggggtgtggggtgcggttaaaaggcgccacggcgggagacaggtagcccgccggecccggactgeccggccaggaacctggecgcggggaggga
ccgcgagacccagagcggttgcccggecgegtgggtctcggggaaccggggggctggaccaacacacgtccttgggecggggggegggggcecgccttc
tggagcgggcgtttctg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>300</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..300</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q149">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagg
gtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagc
atgcttgcttacccagactcagagaagtctcectgttctgtcctagctagtgattectgtgttgtgtgceattegtcttttccagagcaaaccgeccagagtagaag </
INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>883 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..883 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q150">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aaaaccacagcccacaattataatgcactgttgcagcacttatcaaaacagatatgctaactgagccatcagtgccagectgaca
gtgaggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtggcttttctccatgaagagggcattcctaacctcttectttcacgtaggaggaa
gcaaggtcctttgtaaaattttaactcggggtgcctcaaatgtaaacttaaccactggtaacaacagtttcactgctacatgccacgtctgtgaaaattcattcaaga
cattaaggaaagtggctcagcagagagactagacatcttatcctcacggttctcctgtacttggcctctcagectttgagcaaggttggcccaagctagtatcggce
cccagtggtacagccaaaacttgagactgcaaatggatgcagctgttgaacgctgagtaacttctgcagagtcaggaagacccaaggaagctctgcagagga
tgcaggggtacggtcagaacccctgagtgcctttcagctaacgaggactttatgacactccccagcacagcaaatttttatgatgtgtttaaagattgggtgaatt
actcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttc
acctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctccctgttctgtcctagctagt
gattcctgtgttgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>



<INSDSeq_length>100</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..100</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="gq151">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gcttacccagactcagagaagtctccctgttctgtcctagctagtgattectgtgttgtgtgcattcgtcttttccagagcaaaccgc
ccagagtagaag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>535</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..535</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q152">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo

sapiens</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttcgtggccacctctctcctgttagectctgaccaaggtggcactggatggtttctgectgaccttggtgecccgtggeagegact
gtgggtcatgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaa
gaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcegttggttgtggce
aggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactggcectctccacatccgctt
gcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcagtgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcatttt
aaaataatgtgtcttttaagaaacactttgaaatt</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>299 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..299 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q153">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>catgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggagga
tgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggag
agcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactgg
cctctccacatcc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>835</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..835</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g50">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttcgtggccacctctctcctgttagectctgaccaaggtggcactggatggtttctgectgaccttggtgecccgtggeagegact
gtgggtcatgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaa
gaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggce
aggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactggcectctccacatcecgctt
gcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcagtgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcatttt
aaaataatgtgtcttttaagaaacactttgaaatttttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaac
acgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcagga
agagatttaagcatgcttgcttacccagactcagagaagtctccctgttctgtcctagctagtgattcctgtgttgtgtgcattcgtcttttccagagcaaaccgecca
gagtagaag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>599 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..599 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="g52">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>catgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggagga
tgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggag
agcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactgg
cctctccacatcctttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttggga
actatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgctt
acccagactcagagaagtctccctgttctgtcctagctagtgattectgtgttgtgtgceattegtcttttccagagcaaaccgcccagagtagaag </INSDSeq_
sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>635</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..635</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g54">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttcgtggccacctctctcctgttagectctgaccaaggtggcactggatggtttctgectgaccttggtgecccgtggeagegact
gtgggtcatgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaa
gaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggce
aggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactggcectctccacatcecgctt



gcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcagtgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcatttt
aaaataatgtgtcttttaagaaacactttgaaattgcttacccagactcagagaagtctccctgttctgtcctagctagtgattcctgtgttgtgtgceattcgtcttttcc
agagcaaaccgcccagagtagaag </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>399</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..399</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="qg56">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>catgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggagga
tgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggag
agcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactgg
cctctccacatccgcttacccagactcagagaagtctcectgttctgtcctagctagtgattectgtgttgtgtgceattegtcttttccagagcaaaccgcccagagta
gaag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>2959</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2959 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g58">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccgcagaatcctatcagtttccccctttcgtgctgtgtgcatcgagcaggaaggggcettggcaggttttacctgecctctttecttt
ctgaaaagtctgggcctcctcaccccgaaaggagtcacctecttgcagttccccagttgcgaaaagaggaggaagttggctgggecgggggecgcggggg
gcaccctccgcagatggcgggacccccctgecggcecatggcaaaaacgaggcttgtctctcccaccgeccccaaccttagtecttggcacattgttgaaagtaat
tgaataaaatcggaaattcgagaaggcgttcgttcggattggtgagattttgaggggagaaagaagcggggacttcgccggcaccagcggcgcecccctectc
ggccaccgttaacccccattccagagggcactgccccgccacccagcctaggtccccctgcgagagectcgecgggeccgegcagcectccgecgactcgaacag
atcttcagtccttggaggaatgcctgtttctctaacaataaaaaattaaagaagcgctcataaatgccaagtcctctcgcactatgcggagtacagaggacaacga
ccacagccatccctgaaccccgeccacggcacagcgccggagccggggtctggggegecgcttcctggggggtcccgactctcagccgceccccgcttcaccc

gggccgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegctgggggcacttggggaactcatgggggctcaaaggaa
ctaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggttcgcggacccgggaagctctgaggacccagaggcec

gggcgcgctccgeccgeggegcecgcecccctcegtaactttcccagtctccgagggaagaggcggggtgtggggtgcggttaaaaggcgccacggcggga
gacaggtgttgcggccccgcagcegcccgcgegctectctccccgactcggagceccctcggeggegceccggcccaggacccgcctaggagcgcaggagcecc

cagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcettectcccgacgcaggtgagceccgecggcecccggactgeccggccaggaacc
tggcgcggggagggaccgcgagacccagagcggttgecccggecgegtgggtctcggggaaccggggggctggaccaacacacgtcecttgggecgggg
ggcgggggccgccttctggagegggcegtttctgcggecgagctccggagctggaatggggcggccggggaagtggacgcgatggcaccgceccggggt
gcgagtggggcecgggcgcgcgcgggaggggaaaaaggcgcgggcgagecgccagcgcgaggtttgtggtgtcgecgatgteccttcggggtactctag
cgcagccgcctggctacttgacccactgccaccaaacgttttaaattcaccgttcgtggcecacctctctectgttagectctgaccaaggtggcactggatggtttct
gcctgaccttggtgccccgtggcagcegactgtgggtcatgaaagacattcactacgagcectgcttctggagtccatcagaaaacgggatgcaacttgcctaaaa
tgaggagaggaggatgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtg
gaatcttgtttaggagagcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcaca
ggagattatccactggcctctccacatccgcttgcagtaaggagtgtgggactctcccaagcttcagecgctgaactgcaatgcagtgacgtcgcettagctgggec
agtaaccgagggagttgaattttctgtcattttaaaataatgtgtcttttaagaaacactttgaaattaaaaccacagcccacaattataatgcactgttgcagcactt
atcaaaacagatatgctaactgagccatcagtgccagcctgacagtgaggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtggcttttct
ccatgaagagggcattcctaacctcttcctttcacgtaggaggaagcaaggtcctttgtaaaattttaactcggggtgcctcaaatgtaaacttaaccactggtaac
aacagtttcactgctacatgccacgtctgtgaaaattcattcaagacattaaggaaagtggctcagcagagagactagacatcttatcctcacggttctcctgtactt
ggcctctcagcectttgagcaaggttggcccaagctagtatcggccccagtggtacagccaaaacttgagactgcaaatggatgcagcetgttgaacgctgagta
acttctgcagagtcaggaagacccaaggaagctctgcagaggatgcaggggtacggtcagaacccctgagtgcctttcagctaacgaggactttatgacactc
cccagcacagcaaatttttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttg
ggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgctt
gcttacccagactcagagaagtctcectgttctgtcctagcetagtgattectgtgttgtgtgceattegtcttttccagagcaaaccgecccagagtagaag </INSD
Seq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="30">
<INSDSeq>



<INSDSeq_length>1039</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1039</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g60">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcgctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggagceccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagecgggcegtttctgtttatgatgtgtttaaagattgggtgaattactca
ggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctg
ttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctccctgttctgtcctagctagtgattcc
tgtgttgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>2157 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..2157 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g62">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggeacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcgcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagegggcegtttctgttcgtggcecacctctctectgttagectctgaccaa
ggtggcactggatggtttctgcctgaccttggtgccccgtggcagcgactgtgggtcatgaaagacattcactacgagcectgcttctggagtccatcagaaaac
gggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcat
ccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaa
agaaggccatgggctcacaggagattatccactggcctctccacatccgcttgcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcag
tgacgtcgcttagctgggccagtaaccgagggagttgaatttictgtcattttaaaataatgtgtcttttaagaaacactttgaaattaaaaccacagcccacaatta
taatgcactgttgcagcacttatcaaaacagatatgctaactgagccatcagtgccagcctgacagtgaggccaccaagccatccacaaagcctacacgaaagt
ctgtgctcacagtggcttttctccatgaagagggcattcctaacctcttcctttcacgtaggaggaagcaaggtcctttgtaaaattttaactcggggtgcctcaaat
gtaaacttaaccactggtaacaacagtttcactgctacatgccacgtctgtgaaaattcattcaagacattaaggaaagtggctcagcagagagactagacatctt
atcctcacggttctcctgtacttggcctctcagcectttgagcaaggttggcccaagctagtatcggccccagtggtacagccaaaacttgagactgcaaatggatg
cagctgttgaacgctgagtaacttctgcagagtcaggaagacccaaggaagctctgcagaggatgcaggggtacggtcagaacccctgagtgcctttcagcet
aacgaggactttatgacactccccagcacagcaaatttttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaa
aaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctc
aggaagagatttaagcatgcttgcttacccagactcagagaagtctccctgttctgtcctagctagtgattcctgtgttgtgtgcattcgtcttttccagagcaaacc
gcccagagtagaag</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>1622 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1622 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g64">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagcgggcegtttctgaaaaccacagcccacaattataatgcactgttgce
agcacttatcaaaacagatatgctaactgagccatcagtgccagcctgacagtgaggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtg
gcttttctccatgaagagggcattcctaacctcttcctttcacgtaggaggaagcaaggtcctttgtaaaattttaactcggggtgcectcaaatgtaaacttaaccac
tggtaacaacagtttcactgctacatgccacgtctgtgaaaattcattcaagacattaaggaaagtggctcagcagagagactagacatcttatcctcacggttctc
ctgtacttggcctctcagcectttgagcaaggttggcccaagctagtatcggccccagtggtacagccaaaacttgagactgcaaatggatgcagctgttgaacg
ctgagtaacttctgcagagtcaggaagacccaaggaagctctgcagaggatgcaggggtacggtcagaacccctgagtgcctttcagctaacgaggactttat
gacactccccagcacagcaaatttttatgatgtgtttaaagattgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaaga
gggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaa
gcatgcttgcttacccagactcagagaagtctcectgttctgtcctagctagtgattcctgtgttgtgtgceattegtcttttccagagcaaaccgcccagagtagaag
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>1574</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1574</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="g66">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggagceccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagegggcegtttctgttcgtggcecacctctctectgttagectctgaccaa
ggtggcactggatggtttctgcctgaccttggtgccccgtggcagcgactgtgggtcatgaaagacattcactacgagcectgcttctggagtccatcagaaaac
gggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaaaagagatgattcat
ccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaa
agaaggccatgggctcacaggagattatccactggcctctccacatccgcttgcagtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcag
tgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcattttaaaataatgtgtcttttaagaaacactttgaaatttttatgatgtgtttaaagattg
ggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggt
tctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctcectgttctgtect
agctagtgattcctgtgttgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>1338</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1338 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g68">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic



construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcegctcggggtaaccgggggagactcagggegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggageccctcggeggege
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagcgggcegtttctgcatgaaagacattcactacgagcectgcettctgga
gtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaagaagaaggaggattcactaccagctctgaagggtggaa
aagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggcaggcagggtgtaactatgaatcagtgaagacaattcaca
tcctgggatgaaaagaaggccatgggctcacaggagattatccactggcctctccacatectttatgatgtgtttaaagattgggtgaattactcaggtgaacaa
gctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacctgttttggtgag
gttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctcectgttctgtcctagctagtgattcctgtgttgtgt
gcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>1641</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1641</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q70">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccgcagaatcctatcagtttccccctttcgtgctgtgtgcatcgagcaggaaggggcttggcaggttttacctgecctctttecttt



ctgaaaagtctgggcctcctcaccccgaaaggagtcacctecttgcagttccccagttgcgaaaagaggaggaagttggctgggecgggggecgcggggg
gcaccctccgcagatggcgggacccccctgecggcecatggcaaaaacgaggcttgtctctcccaccgeccccaaccttagtecttggcacattgttgaaagtaat
tgaataaaatcggaaattcgagaaggcgttcgttcggattggtgagattttgaggggagaaagaagcggggacttcgccggcaccagcggcgcecccctecte
ggccaccgttaacccccattccagagggcactgccccgccacccagcctaggtccccctgcgagagectcgecgggeccgegcagcectccgecgactcgaacag
atcttcagtccttggaggaatgcctgtttctctaacaataaaaaattaaagaagcgctcataaatgccaagtcctctcgcactatgcggagtacagaggacaacga
ccacagccatccctgaaccccgeccacggcacagcgccggagccggggtctggggegecgcttcctggggggtceccgactctcagccgceccccgcttcaccc
gggccgcecaaggggetgggggaggeggegetcggggtaaccgggggagactcagggegcetgggggceacttggggaactcatgggggctcaaaggaa
ctaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggttcgcggacccgggaagctctgaggacccagaggcec
gggcgcgctccgeccgeggegcecgcecccctcegtaactttcccagtctccgagggaagaggcggggtgtggggtgcggttaaaaggcgccacggecggga
gacaggtgttgcggccccgcagcegcccgcgegctectctccccgactcggagceccctcggeggegeccggcccaggacccgcctaggagcgcaggagcecc
cagcgcagagaccccaacgccgagacccccgecccggcecccgecgegcttectcccgacgcaggtgagceccgecggcecccggactgeccggccaggaacc
tggcgcggggagggaccgcgagacccagagcggttgecccggecgegtgggtctcggggaaccggggggctggaccaacacacgtcecttgggecgggg
ggcgggggccgccttctggagcgggcegtttctgcggecgagctccggagctggaatggggcggccggggaagtggacgcgatggcaccgeccggggt
gcgagtggggcecgggcgcgcgcgggaggggaaaaaggcgcgggcgagecgccagcgcgaggtttgtggtgtcgecgatgteccttcggggtactctag
cgcagccgcctggctacttgacccactgccaccaaacgttttaaattcaccggcttacccagactcagagaagtctcectgttctgtcctagctagtgattectgtgt
tgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>3773 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3773 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q154">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect
ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgcccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggagceccctcggeggegce



ccggeccaggacccgcectaggagcgcaggagcecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttcctcccgacgcaggtg

agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagcgggcegtttctgcggccgagctccggagcetggaatggggeggce
cggggaagtggacgcgatggcaccgcccggggtgcgagtggggecgggegegegcgggaggggaaaaaggegcgggegagecgecagegegagg
tttgtggtgtcgccgatgtcccttcggggtactctagcgcagecgectggctacttgacccactgccaccaaacgttttaaattcaccgaaagcttagcttcgaagce
aaagctccgtttcgccggtgaagcaggaagcecttcgctgcaggaactgacctttacctcttggagcggcttctgcagaaaaatccccgggcagagatttgggce
ggagtttgcctagaactaacgcggagccagcecgatcccggectaccccggggccaagatttcagtggcttecctttttcctaaacacttcacgagggtcetgtttcec
gggctgtgctccccgcectagaaggaaaatttttaggacccttgttcgcgaagaggtggtgtgcggctgagacccgegtcctcaggacggttccatcagtgecte
gatcctgccccactggaggaggaaggcagcccgaacagcgctcacctaactaacagctgctgagagctgggttccgtggecatgcacctgggactgecttga
gaagcgtggtacggccgtgtccccatgtgaccttagagtccctttcgaaactgctgtgcacagtcggtcacaatttcagacactggtgagaagggtggaggaa
ccctctggggacagccaggcaaggtcgaccacccatcacctaagggtggagaaatttaaggggtgaagagtcccttttgcecttttctggatcctggtgattcacc
tagtgtcttccctaaggaactgaaccaactcctccgcetggectctggcagcecctccaggcggtgcaggatggegtgggeccggtaggaagctgcatgtaaccg
cccagggtcgggaggccaggagggcagctcctectctgacttgaatattgaaaacaacttcgtcctgcttctgagceccctcttaacccatgaccccctageccatt
ggggagtaaatcttaatttactcctcttcctgaaaaaggatctttaaaacaggtagcttcaactcaagctttataaaataacaatatagggtttctcggaactgtatttt
tctcagctgatggtaactggacaggtctgtagaagggtgtatgacctgggtttggcaggtggaagagggcaaaggataaacccctcctcctgcagcecccatat
tcttggccaggtgtattgttgtaaaccaggagagagtttacttcggggagtatcctgttttccactcagtgagggccaatgaagaatgtctaattccataagatgct
tttgttaaaatcggaatgttgctgtcctcggtggttctgctgttgggacgggactggcctgagcetgtgggtgctgtagcaggacaaccagctcacctaagggcec
tcccagtctggattatcaatgggtcagtgctgaacctgggctaaaatattgttttttccaatgatgttgtctttcccaagctcagtgaagctaaatgtttcacaggect
atgtcaatctgatgtaactttcgtggccacctctctcctgttagcctctgaccaaggtggcactggatggtttctgectgaccttggtgccccgtggcagcegactgt
gggtcatgaaagacattcactacgagcctgcttctggagtccatcagaaaacgggatgcaacttgcctaaaatgaggagaggaggatgcttttaagaaaaaga
agaaggaggattcactaccagctctgaagggtggaaaagagatgattcatccggattgtggagagggtggaatcttgtttaggagagcgttggttgtggcag
gcagggtgtaactatgaatcagtgaagacaattcacatcctgggatgaaaagaaggccatgggctcacaggagattatccactggcctctccacatcegettge
agtaaggagtgtgggactctcccaagcttcagcgctgaactgcaatgcagtgacgtcgcttagctgggccagtaaccgagggagttgaattttctgtcattttaa
aataatgtgtcttttaagaaacactttgaaattaaaaccacagcccacaattataatgcactgttgcagcacttatcaaaacagatatgctaactgagccatcagtgc
cagcctgacagtgaggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtggcttttctccatgaagagggcattcctaacctcttectttcac
gtaggaggaagcaaggtcctttgtaaaattttaactcggggtgcctcaaatgtaaacttaaccactggtaacaacagtttcactgctacatgccacgtctgtgaaa
attcattcaagacattaaggaaagtggctcagcagagagactagacatcttatcctcacggttctcctgtacttggcectctcagectttgagcaaggttggceccaa
gctagtatcggccccagtggtacagccaaaacttgagactgcaaatggatgcagctgttgaacgctgagtaacttctgcagagtcaggaagacccaaggaag
ctctgcagaggatgcaggggtacggtcagaacccctgagtgcectttcagctaacgaggactttatgacactccccagcacagcaaatttttatgatgtgtttaaag
attgggtgaattactcaggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagt
tggttctgtcttcacctgttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctccctgttct
gtcctagctagtgattcctgtgttgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>3236</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..3236 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="q74">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acagaggacaacgaccacagccatccctgaaccccgcccacggcacagcgccggagecggggtctggggegecgcttect

ggggggtcccgactctcagccgcccccgcttcacccgggecgccaaggggctgggggaggcggcgctcggggtaaccgggggagactcagggcegcetgg
gggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggtt
cgcggacccgggaagctctgaggacccagaggcecgggcegcegctccgeccgeggegecgceccccteccgtaactttcccagtctccgagggaagaggeggg
gtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegctectctccccgactcggagceccctcggeggegce
ccggcccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgecccggecccgecgegcttectcccgacgcaggtg
agcccgccggcecccggactgeccggccaggaacctggcgcggggagggaccgcgagacccagagceggttgeccggcecgegtgggtctcggggaaccg
gggggctggaccaacacacgtccttgggccggggggcgggggccgccttctggagcgggcegtttctgcggccgagctccggagcetggaatggggeggce
cggggaagtggacgcgatggcaccgcccggggtgcgagtggggecgggegegegcgggaggggaaaaaggegcgggegagecgecagegegagg
tttgtggtgtcgccgatgtcccttcggggtactctagcgcagecgectggctacttgacccactgccaccaaacgttttaaattcaccgaaagcttagcttcgaagce
aaagctccgtttcgccggtgaagcaggaagcecttcgctgcaggaactgacctttacctcttggagcggcttctgcagaaaaatccccgggcagagatttgggce
ggagtttgcctagaactaacgcggagccagcecgatcccggectaccccggggcecaagatttcagtggcttecctttttcctaaacacttcacgagggtcetgtttcec
gggctgtgctccccgcectagaaggaaaatttttaggacccttgttcgcgaagaggtggtgtgcggctgagacccgcegtcctcaggacggttccatcagtgecte
gatcctgccccactggaggaggaaggcagcccgaacagcgctcacctaactaacagctgctgagagctgggttccgtggecatgcacctgggactgecttga
gaagcgtggtacggccgtgtccccatgtgaccttagagtccctttcgaaactgctgtgcacagtcggtcacaatttcagacactggtgagaagggtggaggaa
ccctctggggacagccaggcaaggtcgaccacccatcacctaagggtggagaaatttaaggggtgaagagtcccttttgcecttttctggatcctggtgattcacc
tagtgtcttccctaaggaactgaaccaactcctccgcetggectctggcagcecctccaggcggtgcaggatggegtgggeccggtaggaagctgcatgtaaccg
cccagggtcgggaggccaggagggcagctcctectctgacttgaatattgaaaacaacttcgtcctgcttctgagceccctcttaacccatgaccccctageccatt
ggggagtaaatcttaatttactcctcttcctgaaaaaggatctttaaaacaggtagcttcaactcaagctttataaaataacaatatagggtttctcggaactgtatttt
tctcagctgatggtaactggacaggtctgtagaagggtgtatgacctgggtttggcaggtggaagagggcaaaggataaacccctcctcctgcagcecccatat
tcttggccaggtgtattgttgtaaaccaggagagagtttacttcggggagtatcctgttttccactcagtgagggccaatgaagaatgtctaattccataagatgct
tttgttaaaatcggaatgttgctgtcctcggtggttctgctgttgggacgggactggcectgagcetgtgggtgctgtagcaggacaaccagctcacctaagggcec
tcccagtctggattatcaatgggtcagtgctgaacctgggctaaaatattgttttttccaatgatgttgtctttcccaagctcagtgaagctaaatgtttcacaggect
atgtcaatctgatgtaaaaaaccacagcccacaattataatgcactgttgcagcacttatcaaaacagatatgctaactgagccatcagtgccagcectgacagtga
ggccaccaagccatccacaaagcctacacgaaagtctgtgctcacagtggcttttctccatgaagagggcattcctaacctcttectttcacgtaggaggaagcaa
ggtcctttgtaaaattttaactcggggtgcctcaaatgtaaacttaaccactggtaacaacagtttcactgctacatgccacgtctgtgaaaattcattcaagacatta
aggaaagtggctcagcagagagactagacatcttatcctcacggttctcctgtacttggcctctcagcectttgagcaaggttggcccaagctagtatcggeccca
gtggtacagccaaaacttgagactgcaaatggatgcagctgttgaacgctgagtaacttctgcagagtcaggaagacccaaggaagctctgcagaggatgcea
ggggtacggtcagaacccctgagtgcctttcagctaacgaggactttatgacactccccagcacagcaaatttttatgatgtgtttaaagattgggtgaattactc
aggtgaacaagctactttttatcagagaacacctaaaaacacgttcaagagggtttgggaactatacatttaatcctatgacaaactaagttggttctgtcttcacct
gttttggtgaggttgtgtaagagttggtgtttgctcaggaagagatttaagcatgcttgcttacccagactcagagaagtctccctgttctgtcctagctagtgattc
ctgtgttgtgtgcattcgtcttttccagagcaaaccgcccagagtagaag </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..226</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MDWGTLQTILGGVNKHSTSIGKIWLTVLFIFRIMILVVAAKEVWGDEQADFVCNTLQPGCKNVCYDH
YFPISHIRLWALQLIFVSTPALLVAMHVAYRRHEKKRKFIKGEIKSEFKDIEEIKTQKVRIEGSLWWTYTSSIFFRVIFEAAFMYVFYV
MYDGFSMQRLVKCNAWPCPNTVDCFVSRPTEKTVFTVFMIAVSGICILLNVTELCYLLIRYCSGKSKKPV </INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>678</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..678</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q170">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo

sapiens</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggattggggcacgctgcagacgatcctggggggtgtgaacaaacactccaccagcattggaaagatctggctcaccgtec
tcttcatttttcgcattatgatcctcgttgtggctgcaaaggaggtgtggggagatgagcaggccgactttgtctgcaacaccctgcagccaggctgcaagaacg
tgtgctacgatcactacttccccatctcccacatccggctatgggcecctgcagcetgatcttcgtgtccacgccagegctectagtggcecatgcacgtggcectaccgg
agacatgagaagaagaggaagttcatcaagggggagataaagagtgaatttaaggacatcgaggagatcaaaacccagaaggtccgcatcgaaggctccc
tgtggtggacctacacaagcagcatcttcttccgggtcatcttcgaagccgccttcatgtacgtcttctatgtcatgtacgacggcttctccatgcagcggcetggtg
aagtgcaacgcctggcecttgtcccaacactgtggactgctttgtgtcccggcccacggagaagactgtcttcacagtgttcatgattgcagtgtctggaatttgea

tcctgctgaatgtcactgaattgtgttatttgctaattagatattgttctgggaagtcaaaaaagccagtt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>681</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..681</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q171">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggattggggcacgctgcagacgatcctggggggtgtgaacaaacactccaccagcattggaaagatctggctcaccgtec
tcttcatttttcgcattatgatcctcgttgtggctgcaaaggaggtgtggggagatgagcaggccgactttgtctgcaacaccctgcagccaggctgcaagaacg
tgtgctacgatcactacttccccatctcccacatccggctatgggcecctgcagctgatcttcgtgtccacgccagegctectagtggcecatgcacgtggcectaccgg
agacatgagaagaagaggaagttcatcaagggggagataaagagtgaatttaaggacatcgaggagatcaaaacccagaaggtccgcatcgaaggctccc
tgtggtggacctacacaagcagcatcttcttccgggtcatcttcgaagccgccttcatgtacgtcttctatgtcatgtacgacggcttctccatgcagcggcetggtg
aagtgcaacgcctggcecttgtcccaacactgtggactgctttgtgtcccggcccacggagaagactgtcttcacagtgttcatgattgcagtgtctggaatttgea

tcctgctgaatgtcactgaattgtgttatttgctaattagatattgttctgggaagtcaaaaaagccagtttaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>678</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..678</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="g82">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggactggggcaccctgcagactatcctggggggcgtcaataagcattcaactagcatcggaaagatttggctgactgtect
gtttatctttcggatcatgatcctggtggtggcagcaaaggaagtgtggggcgacgagcaggccgatttcgtgtgcaacacactgcagccaggctgcaagaa
cgtgtgctacgaccactattttcccatctctcacatcaggctgtgggcecctgcagctgatcttcgtgagcaccectgecctgctggtggcaatgcacgtggcectatc
ggagacacgagaagaagcgcaagtttatcaagggcgagatcaagagcgagttcaaggatatcgaggagatcaagacacagaaggtgaggatcgagggce
tccctgtggtggacctacacaagctccatcttctttcgegtgatcttcgaggecgcectttatgtacgtgttctatgtgatgtacgacggcttttctatgcagecggcetgg
tgaagtgcaacgcctggcecctgtcctaatacagtggattgtttcgtgtccagacccaccgagaagacagtgttcaccgtgtttatgatcgeccgtgtctggceatctg
catcctgctgaacgtgaccgagctgtgctatctgctgatccggtactgtagtggaaagagcaaaaaacccgtg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>678</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..678</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other



DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g84">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggactggggaacattgcaaactattttgggaggagtcaacaagcattcaactagcatcgggaagatctggctgaccgtgct
gttcatctttcgcatcatgattctcgtggtggccgctaaggaagtctggggcgatgaacaggccgacttcgtgtgtaacacgctgcagcccggttgcaaaaacg
tctgctacgatcactacttccccatctcacacattagactgtgggcegctgcagctgattttcgtgtccaccccggceacttettgtggcgatgcacgtggcectaccgg
cggcacgagaagaaaaggaagdttcattaagggcgaaatcaagtccgagttcaaggacatcgaagaaatcaagacccagaaggtccgcattgagggctecct
ctggtggacctacacctcgtccatcttcttccgggtcatattcgaggcecgcectttatgtacgtgttttacgtgatgtacgacggtttcagcatgcaaagactcgtcaa
gtgcaacgcttggccttgccccaataccgtggattgcttcgtgtcccgeccgaccgagaaaactgtgttcactgtgttcatgatcgecgtgtccggceatctgceatec
tgctgaacgtgaccgagctgtgctatctcctgatccggtactgtagcggaaagtcgaagaagcectgtg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>678</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..678</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q86">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggattgggggacgctccagactatacttggcggggtaaacaaacattccacctcaattggcaaaatctggctcacagtectc
ttcatcttcagaataatgatactcgtggttgccgctaaagaagtttggggtgacgagcaagccgatttcgtctgtaacaccctccaaccaggttgcaaaaatgtct



gttacgatcactactttcctattagccatattagactctgggccctgcaacttatcttcgtttccactcctgctctgctcgtegctatgcacgttgectatcgecgcecatg
aaaaaaaacggaaattcattaagggagagattaagagtgaattcaaggatattgaagagattaaaacgcaaaaagttagaattgagggatcactgtggtgga
cttataccagtagcatcttttttagggtcattttcgaagctgctttcatgtatgttttctatgtaatgtacgacggtttctccatgcaacgcttggttaaatgtaacgectg
gccatgccctaatacggttgattgctttgtctcccgecctactgaaaagacagtgtttaccgttttcatgatcgccgtaagtggaatttgtatecttcttaacgtgacc
gagttgtgctatctccttattcgctactgttcaggaaaaagtaaaaaaccagta</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>681</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..681</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g88">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggactggggcacgctgcagactatcctggggggtgtcaacaagcattcaactagcatcggaaagatctggctgaccgtect
gttcatctttcgcatcatgatcctcgtggtggecgctaaggaagtgtggggcgacgagcaggcecgatttcgtgtgtaacaccctgcagccaggttgcaaaaacg
tctgctacgatcactactttcccatctcccacattagactgtgggcecctgcagctgatcttcgtgtccaccectgegcetgctagtggcecatgcacgtggcectatcggce
gacacgagaagaaacggaagttcattaagggcgagatcaagagcgagttcaaggatatcgaagagatcaagacccagaaggtccgcattgagggctccct
gtggtggacctacaccagctccatcttctttcgggtcatcttcgaggccgcectttatgtacgtgttctatgtgatgtacgacggtttctccatgcaacggctggtgaa
gtgcaacgcctggccttgccctaatactgtggattgcttcgtgtcccgecccaccgagaagacagtgttcaccgtgttcatgatcgecgtgtctggceatctgceatec
tgctgaacgtgaccgagctgtgctatctcctgatccggtactgtagtggaaagtcaaaaaaaccagtgtaa </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>226</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..226</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q90">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus

musculus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MDWGTLQSILGGVNKHSTSIGKIWLTVLFIFRIMILVVAAKEVWGDEQADFVCNTLQPGCKNVCYDH
HFPISHIRLWALQLIMVSTPALLVAMHVAYRRHEKKRKFMKGEIKNEFKDIEEIKTQKVRIEGSLWWTYTTSIFFRVIFEAVFMYVF
YIMYNGFFMQRLVKCNAWPCPNTVDCFISRPTEKTVFTVFMISVSGICILLNITELCYLFVRYCSGKSKRPV </INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>678</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..678</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q172">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus

musculus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>atggattggggcacactccagagcatcctcgggggtgtcaacaaacactccaccagcattggaaagatctggctcacggtect
cttcatcttccgcatcatgatcctcgtggtggctgcaaaggaggtgtggggagatgagcaagcecgattttgtctgcaacacgctccagectggctgcaagaatg
tatgctacgaccaccacttccccatctctcacatccggctctgggcetctgcagctgatcatggtgtccacgccagcecctectggtagctatgcatgtggcectaccgg
agacatgaaaagaaacggaagttcatgaagggagagataaagaacgagtttaaggacatcgaagagatcaaaacccagaaggtccgtatcgaagggtccc
tgtggtggacctacaccaccagcatcttcttccgggtcatctttgaagccgtcttcatgtacgtcttttacatcatgtacaatggcttcttcatgcaacgtctggtgaaa
tgcaacgcttggccctgccccaatacagtggactgcttcatttccaggcccacagaaaagactgtcttcaccgtgtttatgatttctgtgtctggaatttgcattctge
taaatatcacagagctgtgctatttgttcgttaggtattgctcaggaaagtccaaaagaccagtc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>261</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..261</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MDWGTLHTFIGGVNKHSTSIGKVWITVIFIFRVMILVVAAQEVWGDEQEDFVCNTLQPGCKNVCYD
HFFPVSHIRLWALQLIFVSTPALLVAMHVAYYRHETTRKFRRGEKRNDFKDIEDIKKQKVRIEGSLWWTYTSSIFFRIIFEAAFMYV
FYFLYNGYHLPWVLKCGIDPCPNLVDCFISRPTEKTVFTIFMISASVICMLLNVAELCYLLLKVCFRRSKRAQTQKNHPNHALKES
KQNEMNELISDSGQNAITGFPS </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>783 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..783 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q173">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggattgggggacgctgcacactttcatcgggggtgtcaacaaacactccaccagcatcgggaaggtgtggatcacagtca
tctttattttccgagtcatgatcctcgtggtggctgcccaggaagtgtggggtgacgagcaagaggacttcgtctgcaacacactgcaaccgggatgcaaaaat
gtgtgctatgaccactttttcccggtgtcccacatccggcetgtgggcecctccagetgatcttcgtctccaccccagegetgctggtggcecatgcatgtggectacta
caggcacgaaaccactcgcaagttcaggcgaggagagaagaggaatgatttcaaagacatagaggacattaaaaagcagaaggttcggatagaggggtc
gctgtggtggacgtacaccagcagcatctttttccgaatcatctttgaagcagcctttatgtatgtgttttacttcctttacaatgggtaccacctgcecctgggtgttg
aaatgtgggattgacccctgccccaaccttgttgactgctttatttctaggccaacagagaagaccgtgtttaccatttttatgatttctgcgtctgtgatttgcatgct
gcttaacgtggcagagttgtgctacctgctgctgaaagtgtgttttaggagatcaaagagagcacagacgcaaaaaaatcaccccaatcatgccctaaaggag
agtaagcagaatgaaatgaatgagctgatttcagatagtggtcaaaatgcaatcacaggtttcccaagc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>786</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..786 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q174">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggattgggggacgctgcacactttcatcgggggtgtcaacaaacactccaccagcatcgggaaggtgtggatcacagtca
tctttattttccgagtcatgatcctcgtggtggctgcccaggaagtgtggggtgacgagcaagaggacttcgtctgcaacacactgcaaccgggatgcaaaaat
gtgtgctatgaccactttttcccggtgtcccacatccggcetgtgggcecctccagetgatcttcgtctccaccccagegetgctggtggcecatgcatgtggectacta
caggcacgaaaccactcgcaagttcaggcgaggagagaagaggaatgatttcaaagacatagaggacattaaaaagcagaaggttcggatagaggggtc
gctgtggtggacgtacaccagcagcatctttttccgaatcatctttgaagcagcctttatgtatgtgttttacttcctttacaatgggtaccacctgcecctgggtgttg
aaatgtgggattgacccctgccccaaccttgttgactgctttatttctaggccaacagagaagaccgtgtttaccatttttatgatttctgcgtctgtgatttgcatgct
gcttaacgtggcagagttgtgctacctgctgctgaaagtgtgttttaggagatcaaagagagcacagacgcaaaaaaatcaccccaatcatgccctaaaggag
agtaagcagaatgaaatgaatgagctgatttcagatagtggtcaaaatgcaatcacaggtttcccaagctaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>261</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..261</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq100">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus
musculus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MDWGTLHTVIGGVNKHSTSIGKVWITVIFIFRVMILVVAAQEVWGDEQEDFVCNTLQPGCKNVCYD
HFFPVSHIRLWALQLIFVSTPALLVAMHVAYYRHETARKFIRGEKRNEFKDLEDIKRQKVRIEGSLWWTYTSSIFFRIIFEAAFMYVF
YFLYNGYHLPWVLKCGIDPCPNLVDCFISRPTEKTVFTVFMISASVICMLLNVAELCYLLLKLCFRRSKRTQAQRNHPNHALKESK
QNEMNELISDSGQNAITSFPS </INSDSeq_sequence >
</INSDSeq>
</SequenceData>



<SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>783 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..783 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q175">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Mus
musculus</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atggactgggggaccctgcacaccgtcatcggtggcgtgaacaagcactctaccagcatagggaaggtgtggatcacggtc
atctttattttccgagtcatgatcctagtggtggctgcccaggaagtgtggggtgatgagcaggaggactttgtctgcaacactctgcagccagggtgcaagaa
cgtctgctatgaccatttcttcccggtgtctcacatccggctctgggcecctgcagcetgatcetttgtgtctaccccagecctgttggtggcecatgcacgtggcectacta
cagacatgaaactgcccgaaagtttatacgtggggagaagagaaacgagtttaaagacctggaggacatcaaacggcagaaggtgcgcattgagggctccc
tgtggtggacgtacaccagcagcattttcttccgcatcatcttcgaagccgcecttcatgtatgtgttctacttcctctacaatgggtaccacctaccctgggtactgaa
atgtggcattgacccctgccccaatctcgtggactgcttcatttcgaggccaactgagaaaacggtgttcactgtttttatgatttccgcatccgtgatttgcatgctg
ctcaatgtggccgagttgtgttacctgctgcttaaattgtgctttaggagatccaaaagaacacaggcgcagagaaaccaccccaaccatgccctgaaagagag
caagcagaatgaaatgaatgagctgatctcagatagtggccagaatgcaatcacaagtttcccaagt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>340</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..340</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q155">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aaaaactcttacataattgtaacagatttgagtttcctctggttcaggttttcttgcctctttgataatcaaatgatctgaagaaaggce
atagaatttcaagggagaatctgcatgacaggattacaataaggctattcatggagactcttttattagcttacacaggatctgcatcattcttcgtctctggctttgc
tacaaggctccatttaaacttaacccaacttgcaggcttaactgatccaggaatgactcaatacaatgagccagctactgtagctctttttccccttttgataagggg
agttaacacaatgggctttacagttcttaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>56</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..56</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q156">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tttccgacaagtctcagtgccatctactgtgcgctctgggtattgcaattgctttt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="54">



<INSDSeq>
<INSDSeq_length>402 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..402 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q157">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atataagggaacgctgctgttctgttgtagagattacagagagcaatttaggagagccaggcactggggccaagagggaaa
tgaaacaaaaaccgaagggatttgtttaggaagaaaaatgaaaacagataaaaggtgttcatttcaaagcttccctctttcccagceatttttctgaagtagagtttg
aaaagaaagcaaaataactgcaaaccaatacagcggcacggagttcactgacgcagagctagaaatgacgttcagagatccgccagcccagcectectgttctg
ggtcacctggctccttgacaaccctgaaagctgcectgtgcaaatccccaggceatgttatacccatgagcagggacgcegtggcactgacaaagggactcgtaca
cctttgaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>562</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..562 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q158">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>acacagcagtcaagttctcaaacaatcttcaggagccttccaaaactggacataaaaaaaagtaccttcattggggaaaagaaa
agaaaaaaaaaagaatcacaattgccaccaaggctctacatttttgcaaaagtccagcatttaaaagaaacttccctggatggcctacatctgctgattggtaattt
gtcattcaggttaaaaacaaaacagaagtgggcattgttgtgatatcatccttgataacatcccaagaaaactctagagctggcaggagaggaaagcagataat
ggtcaaagctgtcatctgagttttaaaaacactgtgatttttcttttaaaggaacatcttcagtttccaaggccatacacacagttcctaactgcagcttcaaattttcca
ccgggcteccttctgagaacaaacgctattcagtggcgagccccggacaccactgcgctttcaaaggcagctgccagaggacactcaggacttcacagecgcec
ggtgagccagactggggtcagtcactcccccatcagaattattttgtttctcc</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>528 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..528</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q159">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccagtggttccctactgtgcctaagtcataggagtactggctaaaaatgcagactccagacatctcccccagaattacaagcatc
ccaaggaattccgctaaaggtgatatgcaaaccacattctgataagcagataactggggaccaggggctgcacaagtcccacacccactaggagtggcattta
ttccatctcttcacctgacaggtacaaagtctttcatctttggaaagaatggtttttccttggggcatctcaagcactactttcatggaagaggaggtagtatgggac
tgttattgctttctatgggaaaaaaaaattgaaaactaatattgttttgctttggggtgaaatgaagagtagtaattggaccttttgttttctttgtcttgattgtccattt
ttgtaagaaagtgaatgccaagcaaaatacaaatggatatagaaaattctgcctaactcagcaatgtctttaaatgtaaatactgcactagaaacagctaatctcca
gatcacacaccat</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>510</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..510</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q160">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ccgttcctgcaggtattggaaaacctgcatcgtatgcctgctgctttaggagacaacaaactcagcagcccctcccccgaagcetg
aagtgccaaacttaaggctccaggtaaactgcccttccgatgagagctttacatttaggcagtagccacaggcctaaacaaagtcaaatggatgaaacttgtgat
ctctccttggaaatatggccaagagtgaaacaactacttagttattattttaaacgcaggctgctaaatggcttgtgttggtatgtaatggcatcctagataatggg
ggctgccaagaaaatattcacactggcaagtcaattaaaataccgttctcttcctaagaggcectggctggattccagagcttectttagggtaacgctcaaacctgt
catagtttattttgtttctgttttcaggcaacagatttggttattgcttttattgtatgagtgttgaaatggtgtcctaacagccatctgtactgccatcccctgg < /INS
DSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>259</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_|location>1..259</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q161">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tctctctgcctttccagaaaggagatgaagttgctggagcaggcaggttctctgaaaggctccctgagtgtggaagagcagcet
gtcactcatcagtggttgtcccaatatccaagaagcagtagagggtgccatgcacattcaggtgagtgaaggacactggcgcecgcatctgtggggcectgagac
attgtctcccagcectctccggaggaacagggcaggatacagagcagtggcaggtgtgggcattttgcatcttc</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>307 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..307 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic

DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q162">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tgtaatctccaaacaaagtctgcgctaggccctttcaggctataaaggacagggtactctgatttctgctcttgatgagggttgat
tgtgataccaggcgagggagtaagagatacaggacaccatctctgcggctgcatctttgtcgcagaaacagacattgttcaggggacacctgagcctctgata
gtcagccagtggctctggcagctcacagcagttatagggtggctgtgtccttttctaaagtcctgactttttatggcectgtggtcatggtgactccactacgggcetg
tgtttctgttg </INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>1477 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1477 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q163">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>tgaacttaagtcatttgcccaaggttatacagccagtaggctggaaagccagggtaaggagccggecggcetggcetccacagg
ccagaaccaccattctgagggcccgtctttcaggggtgttgtttgtaaaaggagccaaaaggcaatggcacgctggcectectgtttctcagaaactatttcattag
attaaaaataaatcctaaaatatttgcactagttctagataaatggtagcttttcaggctaataactacccttaacctgagatgctggctttatgaaaacagtatcaga
aaagaagaaaaattctcccaactccaatcttgatatattctgggtgacacagggaagaatgataaacatttctatgggttcccagccagatcttataactctccaact
ctggtctttggaatgctctgaagttgaaaactacatccgtccaccattatcatatgaagccaattaggttttcttatcgtatctgctttgtttgaaaaattgttatgggcec
tccttectgtctgccactctatttgattcttgagtttctggtttcattggcttctgttictatttgtttgaaagtcaaagcetgttctcagttctgtccctatctatttcttatgatt
cctcaattatcttatttttctcaagaaaaaaaagggagaaagaaaaacacagtggttatcaggcagcgtctgtatacatttcaaatgtataaatttctatacatttcaa
atgcttaagtatatatacaaatctatatacatttcaaatgcttaaatatgctcacaagttttgaggttctggttgaaaacaccatttgaaatgatctaagactttgtgtta
ataatacaagaaaactcttgtttcactgcatgaggccatctttctctacattatcttcttctattcagtggttatcttcccataaaactaacacacacgtgctggagcaga
ttccectcttececttcactectcttagcetcettcttagcttgattctgataaggactgaagcagagaacacacggcccatccacttcagaaatcatctgtgcacctgcetgt
atgcaggaacatgtctagtaaagcttccttgaattattcattggacagcatatttcattaactactgtgaaaattgactgaactattaccaaaatgtaatactgaaatt
atagaactgaagtcaaacagactgagagaggtcaccaactctcaacctcccctctcgcagagggagtttcctctcaacatctaaacctcccacaggcaggcaacc
acatccccttttcagcttacccacttaaagcatgggcectttcctggacatcagctectgttactaggaagttcttcctgccatgtactgagcccaaacctgtctgtctgce
ttgccatttccagtctttcactccacttccgcccccacaaaacatacagaccgagagacatacgagagactctggtcac</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="61">
<INSDSeq>

<INSDSeq_length>761</INSDSeq_length>

<INSDSeq_moltype>DNA</INSDSeq_moltype>

<INSDSeq_division>PAT </INSDSeq_division>

<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..761</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q164">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aaggagccaaaaggcaatggcacgctggcctcctgtttctcagaaactatttcattagattaaaaataaatcctaaaatatttgca
ctagttctagataaatggtagcttttcaggctaataactacccttaacctgagatgctggctttatgaaaacagtatcagaaaagaagaaaaattctcccaactcca
atcttgatatattctgggtgacacagggaagaatgataaacatttctatgggttcccagccagatcttataactctccaactctggtctttggaatgctctgaagttg
aaaactacatccgtccaccattatcatatgaagccaattaggttttcttatcgtatctgctttgtttgaaaaattgttatgggcctccttcctgtctgecactctatttgatt
cttgagtttctggtttcattggcttctgtttctatttgtttgaaagtcaaagctgttctcagttctgtccctatctatttcttatgattcctcaattatcttatttttctcaagaaa
aaaaagggagaaagaaaaacacagtggttatcaggcagcgtctgtatacatttcaaatgtataaatttctatacatttcaaatgcttaagtatatatacaaatctata
tacatttcaaatgcttaaatatgctcacaagttttgaggttctggttgaaaacaccatttgaaatgatctaagactttgtgttaataatacaagaaaactcttgtttcact
gcatgaggcca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>1043 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1043 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q165">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ctgcttcggcctccaaatagctgggattacaggcatgcgtcaccacgcccagctaattttgtatttttagtagagacacagtttctc
catgttggtcaggctggtctcaaactcctgacctcaagtgatccacccgcectcagcectcccaaagtgctgggattacaggtgtgagccaccacatctggataatttt
gtatttttagtagcgatggggtttctccatgttggtcagactggtctcaaactcctgacctcaagtgatccacccagagtgctgagattacaggtgtgagccacca
catccggcctagattaagtttatattgagaactaccacaatgattcatgagtctctcatgagaaactagttggaattatgagtttgttccctccacttatacatactgta
cccacatgttttcgttttctatactcttcaccacatgttgcttcccccacatgcaacaggaaactggctccacggcaagggtgaaaaagatctgacccagtggttecec
acccacgccaccttccagggagaaggtgaggccaagatgagactttaataagtcgaaaataaaagactgctaagtgctgccccacaattactcacaggcttgtg
gtcaggtttgtgagctgcttggectgttgccggcacttacaagctttcttggaagcaagacacagacattcctgcggaatgacttgagcaaattttgctaacgcta
caagggttgattgaacaccaccacattgaactgatgcaagaggacactgaatcacacccataaaacacccgtcctgtcaagagtcttccaagaggacgcgcag
gagtcagcgctccggggaaagaagatgagaaacaccaggtggaccaccctggccaggctgctgggaacaagcctacgtgcacagctgccggaggagag
gcgggtctccectctgggaggcatctcagctacatctatcaagttataaaaatgttactctcccgcaggctgagceccactcccagaattattccagaaaagactcca
gaagaag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>588</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..588 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q166">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>caccacatccggcctagattaagtttatattgagaactaccacaatgattcatgagtctctcatgagaaactagttggaattatga
gtttgttccctccacttatacatactgtacccacatgttttcgttttctatactcttcaccacatgttgcttcccccacatgcaacaggaaactggctccacggcaagggt
gaaaaagatctgacccagtggttcccacccacgccaccttccagggagaaggtgaggccaagatgagactttaataagtcgaaaataaaagactgctaagtgce



tgccccacaattactcacaggcettgtggtcaggtttgtgagctgcttggectgttgccggcacttacaagctttcttggaagcaagacacagacattcctgcggaa
tgacttgagcaaattttgctaacgctacaagggttgattgaacaccaccacattgaactgatgcaagaggacactgaatcacacccataaaacacccgtcctgtca
agagtcttccaagaggacgcgcaggagtcagcgctccggggaaagaagatgagaaacaccaggtggaccaccctgg </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q167">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttgactgaactattaccaaaatgtaatactgaaattatagaactgaagtcaaacagactgagagaggtcaccaactctcaacctc
ccctctcgcagagggagtttectctcaacatctaaacctcccacaggcaggcaaccacatccccttttcagcttacccacttaaagcatgggcectttcctggacatca
gctcctgttactaggaagttcttcctgccatgtactgagcccaaacctgtctgtctgcttgccatttccagtctttcactccacttccgcccccacaaaacatacagacc
gagagacatacgagagactctggtcac</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>728</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..728</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q168">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agtatatatacaaatctatatacatttcaaatgcttaaatatgctcacaagttttgaggttctggttgaaaacaccatttgaaatgatc
taagactttgtgttaataatacaagaaaactcttgtttcactgcatgaggccatctttctctacattatcttcttctattcagtggttatcttcccataaaactaacacacac
gtgctggagcagattcccctcttcecttcactectcttagcetcttcttagcettgattctgataaggactgaagcagagaacacacggceccatccacttcagaaatcatc
tgtgcacctgctgtatgcaggaacatgtctagtaaagcttccttgaattattcattggacagcatatttcattaactactgtgaaaattgactgaactattaccaaaat
gtaatactgaaattatagaactgaagtcaaacagactgagagaggtcaccaactctcaacctcccctctcgcagagggagtttcctctcaacatctaaacctcecca
caggcaggcaaccacatccccttttcagcttacccacttaaagcatgggcectttcctggacatcagctectgttactaggaagttcttcctgecatgtactgagccca
aacctgtctgtctgcttgccatttccagtctttcactccacttccgcccccacaaaacatacagaccgagagacatacgagagactctggtcac</INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>1000</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1000</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>genomic
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q169">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>ctcataaatgccaagtcctctcgcactatgcggagtacagaggacaacgaccacagccatccctgaaccccgeccacggceaca
gcgccggagcecggggtctggggegecgcttectggggggtceccgactctcagccgceccccgcttcacccgggecgccaaggggctgggggaggeggcegce
tcggggtaaccgggggagactcagggcgctgggggcacttggggaactcatgggggctcaaaggaactaggagatcgggacctcgaaggggacttggg
gggttcggggctttcgggggcggtcgggggttcgcggacccgggaagctctgaggacccagaggccgggcegcgctccgeccgeggcegecgcecccctecg
taactttcccagtctccgagggaagaggcggggtgtggggtgcggttaaaaggcgccacggcgggagacaggtgttgcggcecccgcagegeccgegcegce
tecctctccccgactcggageccctcggeggcgeccggeccaggacccgectaggagcgcaggagecccagcgcagagaccccaacgccgagacccccgec
ccggcecccgecgcegcttectcccgacgcaggtgagceccgecggcecccggactgeccggecaggaacctggcgcggggagggaccgcgagacccagagce
ggttgcccggecgegtgggtctcggggaaccggggggctggaccaacacacgtcecttgggccggggggcgggggcecgcecttctggagcgggcegtttctg
cggccgagctceggagetggaatggggeggcecggggaagtggacgcgatggcaccgcccggggtgegagtggggecgggegegegegggagggga
aaaaggcgcgggcgagccgccagcgcgaggtttgtggtgtcgecgatgteccttcggggtactctagcgcagecgcectggctacttgacccactgccaccaa
acgttttaaattcaccgaaagcttagct</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>1553 </INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1553 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q134">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aagcttcggtgaatttaaaacgtttggtggcagtgggtcaagtagccaggcggctgcgctagagtaccccgaagggacatcg
gcgacaccacaaacctcgcgctggeggctcgeccgegcctttttcccctcccgegegcegeccggecccactcgcaccccgggeggtgcecatcgegtecacttee
ccggccgcecccattccagctccggagctcggecgcagaaacgcccgctccagaaggcggceccccgecccccggeccaaggacgtgtgttggtccageccccc
ggttccccgagacccacgcggcecgggcaaccgctctgggtctcgeggtecctccccgegcecaggttecctggeccgggceagtccggggecggegggctcacct
gcgtcgggaggaagegeggeggggecggggegggggtctcggegttggggtctctgegetggggctectgegcetectaggegggtectgggecgggeg
ccgccgaggggctccgagtcggggagaggagcegegcgggegctgcggggcecgcaacacctgtctcccgecgtggcegccttttaaccgcaccccacacccc
gcctcttccctcggagactgggaaagttacggagggggcggcegccgcgggcggagegcgeccggcctctgggtectcagagcttcccgggtccgegaacc
cccgaccgceccccgaaagcecccgaaccccccaagtecccttcgaggteccgatctectagttectttgageccccatgagttccccaagtgeccccagegcecctga
gtctccccecggttaccccgagegecgcecteccccagecccttggcggeccgggtgaagcgggggeggctgagagtcgggaccccccaggaagcggcgecc



cagaccccggctccggegctgtgecgtgggeggggttcagggatggctgtggtegttgtectctgtactccgcatagtgcgagaggacttggcatttatgagce
gcttctttaattttttattgttagagaaacaggcattcctccaaggactgaagatctgttcgagtcgcggaggctgcgcgggeccgcgaggcetctcgcaggggg

acctaggctgggtggcggggcagtgccctctggaatgggggttaacggtggccgaggagggggcegccgctggtgccggegaagtccccgcttctttcteec
ctcaaaatctcaccaatccgaacgaacgccttctcgaatttccgattttattcaattactttcaacaatgtgccaaggactaaggttgggggcggtgggagagaca
agcctegtttttgccatggccggcaggggggtcccgccatctgcggagggtgecccccgecggceccccggceccagccaacttectectcttttcgcaactgggga
actgcaaggaggtgactcctttcggggtgaggaggcccagacttttcagaaaggaaagagggcaggtaaaacctgccaagccccttcctgctcgatgcacac
agcacgaaagggggaaactgataggattctgcggaagctt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>1010</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..1010</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>other
DNA </INSDQuialifier_value>
</INSDQualifier>
<INSDQualifier id="q136">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>aagcttccgcagaatcctatcagtttcccectttcgtgctgtgtgcatcgagcaggaaggggcttggcaggttttacctgecctct
ttcctttctgaaaagtctgggcctectcaccccgaaaggagtcacctecttgcagttccccagttgcgaaaagaggaggaagttggctgggecgggggcecgeg
gggggcaccctccgcagatggcgggacccccctgeccggccatggcaaaaacgaggcttgtctctcccaccgeccccaaccttagtecttggcacattgttgaaa
gtaattgaataaaatcggaaattcgagaaggcgttcgttcggattggtgagattttgaggggagaaagaagcggggacttcgccggcaccagcggcegceccc
ctcctcggcecaccgttaacccccattccagagggcactgccccgccacccagcectaggtccccctgcgagagectcgecgggeccgcgcagcectccgegacteg
aacagatcttcagtccttggaggaatgcctgtttctctaacaataaaaaattaaagaagcgctcataaatgccaagtcctctcgcactatgcggagtacagaggac
aacgaccacagccatccctgaaccccgeccacggcacagcgccggagcecggggtctggggcegecgcttcctggggggteccgactctcagecgcecccegctt

cacccgggcecgccaaggggctgggggaggceggcgctcggggtaaccgggggagactcagggcgctgggggcacttggggaactcatgggggctcaaa
ggaactaggagatcgggacctcgaaggggacttggggggttcggggctttcgggggcggtcgggggttcgcggacccgggaagctctgaggacccaga

ggccgggcegcegcetccgeccgeggegecgccccctccgtaactttcccagtctccgagggaagaggcggggtgtggggtgcggttaaaaggegcecacggce
gggagacaggt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



