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(57) Abstract: A computer-implemented method of predicting whether a protein comprises a IB-cell epitope that is likely to instigate a
binding event with an antibody is disclosed. The method comprises: (a) accessing the amino acid sequence of the protein; (b) accessing
one or more structure and/or surface characteristics of the protein; (c) generating one or more candidate encodings of respective one or
more candidate B-cell epitopes on the protein, wherein each candidate encoding represents the respective candidate B-cell epitope as a
plurality of data elements corresponding to the amino acids of the amino acid sequence; and (d) using a trained first machine learning
model to predict whether any of the candidate B-cell epitope(s) is likely to be a true B-cell epitope on the protein; wherein the input
to the trained first machine learning model comprises the amino acid sequence of the protein, the one or more structure and/or surface
characteristics of the protein, and the one or more candidate encodings. A method of training a machine learning model is also disclosed.
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