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FIG. 1

Amino Acid Sequences of Monoclonal Anti-Toxin A Antibodies Variable
ions (L) and Variable Heavy Chain Regions (H)

Light Chain Re

Clone | chain

Amino Acid Sequence

SEQ ID NO:
(SEQ ID NO:
without
leader
sequence)

3D8

mdmmvpaqllglitwipgsreDIQMTQSPSSVSASVGDRVTITCRASQGISS
WLAWYQHKPGKAPKLLIYAASSLOSGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCQOQANSFPWTFGQGTKVEIK

SEQ ID NO:43
(SEQ ID NO:4)

mdmrvlaqliglillcfpgarcDIQMTQSPSSLSASVGDRVTITCRASOGISSWL
AWYQQKPEKAPKSLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQOYNSYPWTFGQGTKVEIK -

SEQ ID NO:44
(SEQ ID NO:30)

mdmrvpaqllgliliwlpgarcVIWMTQSPSLLSASTGDRVTISCRMSQGISSY
LAWY QQKPGKAPELLIY AASTLQSGVPSRFSGSGSGTDFTLTISSLQ
PEDFATYYCQOYNSYPWTFGQGTKVEIK

SEQ ID NO:45
(SEQ ID NO:31)

mdmmvpaqliglliwfpgsreDIQMTQSPSSVSASVGDRVTITCRASQGISS
WLAWYQHKPGKAPKLLIYAASSI OSGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCQQYNSYPWTFGQGTKVEIK

SEQ ID NO:46
(SEQ ID NO:32)

mdmrvpaqligllllcfpgarcDIQMTQSPSSVSASVGDRVTITCRASQGISSW
LAWYQQKPEKAPKSLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLQ
PEDFATYYCQOYNSYPWTFGQGTKVEIK

SEQ ID NO:47
(SEQ ID NO:33)

Vi

mdmrviagliglillcfpgarcDIQMTQSLSSLSASVGDRVTITCRASOGISSWL
AWYQQKPEKAPKSLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQANSFPWIFGQGTKVEIK

SEQ ID NO:48
(SEQ ID NO:34).

mefglswvilvallrgvqcQVQLVESGGGVVQPGRSLRLSCAASGFSFSNYG
MHWVRQAPGKGLEWVALIWYDGSNEDYTDSVK GRFTISRDNSKN
TLYLQMNSLRAEDTAVYYCARWGMVRGVIDVFDIWGQGTVVTVS
S

SEQ ID NO:49
(SEQ ID NO:1)

1B11

‘meapaqlifilllwlpdttgEIVL TQSPATLSLSPGERATLSCRASOSVSSYLA
WYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPE
DFAVYYCQORSNWSQFTFGPGTKVDIK

SEQ ID NO:50
(SEQ ID NO:5)

mefglswvilvallrgvqcQMQLVESGGGVVQPGRSLRLSCEASGFSFNSYG
MHWVRQAPGK GLEWVSYIWASGNKKYYIESVEGRFTISRDNSKNT
LYLQMNSLRAEDTAVYYCARANFDYWGQGTLVTVSS

SEQ ID NO:51
(SEQ ID NO:2)

33.3H2

mdnuvlagliglillcfpgarcDIQMTQSPSSLSASVGDRVTITCRASQGISSWL
AWYQQKPEKAPKSLIYAASSLOSGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQYKSYPVTFGGGTKVEIK

SEQ ID NO:52
(SEQ ID NO:6)

mefglswvilvallrgvqcQVQLVESGGGVVQPGRSLRLSCAASGFTFNKY
GMHWVRQAPGKGLEWVAVIWYDGTNKYYADSMKGRFTISRDNS
KNMLYLQMNSLRAEDTAVYYCARDPPTANYWGQGTLVTVSS

SEQ ID NO:53
(SEQ ID NO:3)
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FIG. 2A

Anti-Toxin A 3D8 VK Sequences

V-gegment : L19
J-gsegment: JK1
) D I Q M T Q S P S 8 v S A 8 v G D R
1 GAC ATC CA@ ATG ACC CAG TCT CCA TCT TCC GTG@ TCT GCA TCT GTA GGA GAC AGA
CDR1
v vV T I T Cc R A s Q ] I S S W L A W Y
55 GTC ACC ATC ACT TGT CGE GCG AGT CAG GGT ATT AGC AGC TGG TTA GCC TGG TAT
CDR2
Q H K P G K A P K L L I Y A A8 s L
109 CAG CAT AAA CCA GGG AAR GCC CCT AAG CTC CTG ATC TAT GCT GCA TCC AGT TTG
CDR2
Q S [¢] v P s R F S G S G S G T D F T
163 "CAA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT TTC ACT
CDR3

L T I s S L ¢ » B D F A T Y Y C Q Q

217 CTC ACC ATC AGC AGC CTG CAG CCT GAA GAT TIT GCA ACT TAC TAT TGT CAA CAG
CDR3
A N S8 F P W T F G Q 66 T K V E I K
271 GCT AAT AGT TTC CCT TGG AC@ TTC GGC CAA GGG ACC ARG GTG GAA ATC AAA
JK1

Amino acid sequence = SEQ ID NO:4
Nucleic acid sequence= SEQ ID NO:35
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FIG. 2B

Anti-Toxin A 3D8 VH Sequences

V-gegment: VH3-33
D-segment: D3-10
J-segment: JH3b

Q VvV Q L VvV &E s G 66 6 Vv VvV Q P G R S L
1 CAG GTG CAG CTG GTG GAG TCT GGG GGR GGC GTG GTC CAG CCT GGC AGG TCC CTG

R LD S ¢cC A A 8 G F s F S N Y GG M H W
55 AGA CTC TCC TGT GCG GCGC TCT GGA TTC AGC TTC AGT AAC TAT GGC ATG CAC TGG

CDR2

vV R Q@ A P G K G L E W vV A L I W Y D
109 GTC CGC CAG GCT CCA GGC AAG GGG CTG GAG TGG GTG GCA CTT ATA TGG TAT GAT

CDR2

G 's ¥ B D Y T D S8 VvV K @6 R F T I S R
163 GGA AGT AAT GAG GAC TAT ACA GAC TCC GTG ARG GGC CGA TTC ACC ATC TCC AGA

D N S XK N T L ¥ L Q M N s L R A E D
a17 GAC AAT TCC AAG AAC ACG CT@ TAT CTG CAA AT@ AAC AGC CTG AGA GCC GAG GAC

CDR3

T A VvV Y Y €C A R W G M VvV R 6 Vv I D V
271 ACG GCT GT@ TAT TAC TGT GCG AGA TGG GGG ATG GTT CGG GGA GTT A‘I‘Ci rAT GTT

D3-10/DXP’1
CDR3 —> JH3Db

F D I W G Q G T V-V T V s S
325 TTT GAT ATC TGG GGC CAA GGG ACA GTG GTC ACC GTC TCT TCA

anﬁno aci& sequence=SEQ ID NO:1
nucleic acid sequence=SEQ ID NO:38
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FIG. 3A

Anti-Toxin A 1B11 VK Sequences

V-segment: L6
J-segment: JK3

E I Vv L T Q S P A T L S L S P G B R
1 GAA ATT GTG TTG ACA CAG TCT CCA GCC ACC CTG TCT TTG TCT CCA GGG GAA AGA

A T L ] c R A 8§ Q ] v S S Y L A W Y
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC TAC TTA GCC TGG TAC

’ Q Q K P G Q A P R L L I Yy D A S N R
109  CAA CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GAT GCA TCC AAC AGG

o s ot o ot et

A T G I P A R F 8 G S G S G T D F T
163 GCC ACT GGC ATC CCA GCC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC ACT

s

L T I ] 8 L E P E D F A VvV Y Y cC Q Q
217 CTC ACC ATC AGC AGC CTA GAG CCT GAA GAT TTT GCA GTT TAT TAC TGT CAG CAG

CDR3

: R S N w S Q F T F. G P G T K V D I K
271 CGT AGC AAC TGG TCT CAA TTC ACT TTC GGC CCT GGG ACC AAA GTG GAT ATC AAA

L s

Amino acid sequence = SEQ ID NO:5
Nucleic acid sequence= SEQ ID NO:36
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D-segment:
J~gegment :

Q M Q
CAG ATG CAG

R L S
AGA CTC TCC

VvV R Q
GTC CGC CAG
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FIG. 3B

Anti-Toxin A 1B11 VH Sequences

VH3-33
unknowrn
JH4b

L Vv E S G 6 6 VvV V 0 P G R S L
CTG GTG GAG TCT GGG GGC GGC GTG GTC CAG CCT GGG AGG TCC CIG

c E A S G F S F N ] Y G M H W
TGT GAA GCG TCT GGA TTC TCC TTC AAT AGC TAT GGC ATG CAC TGG

A P G K G L E W Vv S \' I W A S
GCT CCA GGC AAG GGG CTG GAG TGG GTG TCA GTC ATA TGG GCC AGT

CDR2

G N K
GGA AAT AAG

D N S
GAC AAT TCC

T AV
ACG GCT GIG

L Vv T
CTG GTC ACC

K Y Y I E S v E G R F T I S R
AARA TAT TAT ATA GAA TCC GTG GAG GGC CGA TTC ACC ATC TCC AGA

K ¥ T L Y L Q M N S L R A E D
AAG AAC ACG CTG TAT CTG CAA ATG AAC AGC CTG AGA GCC GAG GAC

L et e e L

Y X C A R A N F D Y W G Q G T

TAT TAC TGT GCG AGA GCC AAT TTT GAC TAC TGG GGC CAG GGA ACC
JH4b

v S S

GTC TCC TCA .

Amino acid sequence = SEQ ID NO:2
Nucleic acid sequence= SEQ ID NO:39
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FIG. 4A

Anti-Toxin A 33.3H2 VK Sequences

V-segment: L15
J-segment: JK4

D I Q M T Q S p ] S L S A S A" G D R
GAC ATC CAG ATG ACC CAG TCT CCA TCC TCA CTG TCT GCA TCT GTA GGA GAC AGA

CDR1

\' T I T cC R A s Q G I S S W L A W Y
GTC ACC ATC ACT TGT CGG GCG AGT CAG GGT ATT AGC AGC TGG TTA GCC TGG TAT

CDR2
Q Q X P E K a P XK S L I Y A A S S L
CAG CAG AAA CCA GAG AAAR GCC CCT AAG TCC CTG ATC TAT GCT GCA TCC AGT TTG

Q s ¢ Vv P § R F S @ S 66 S8 G T D F T
CAA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT TTC ACT

L T I 8 8§ L @ P E D F A T Y Y C Q Q
CTC ACC ATC AGC AGC CTG CAG CCT GAA GAT TTT GCA ACT TAT TAC TGC CAA CAG

CDR3

ot ot 1 ot ot ot ot g 8 Pt o8 o 8 P8 G Ph P ot o B8 ot o8 ot 8 ot b

Y K S Y P \' T F G G G T K Vv E I K
TAT AAG AGT TAC CCG GEC ACT TTC GGC GGA GGG ACC AAG GTG GAG ATC AAA

JK4

Amino acid sequence = SEQ ID NO:6
Nucleic acid sequence= SEQ ID NO:37

o
.
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FIG. 4B

Anti-Toxin A 33.3H2 VH Sequences

V-segment: VH3-33
D-segment: Unknown
J-segment: JH4b

Q Vv 0Q L Vv E s 6 G G Vv Vv Q P G R 8 L
1 CAG GTG CAG CTG GTG GAG TCT GGG GGA GGC GTG GTC CAG CCT GGG AGG TCC CTG

CDR 1

R L s cC A A s G F T F N K Y 6 M H W
55 AGA CTC TCC TGT GCA GCG TCT GGA TTC ACC TTC AAT ARA TAT GGC ATG CAC TG@

ot i o v s 0 2 0t e g s o 0

v R Q 2a P G K 6 L E W Vv A Vv I w Y D
109 GTC CGC CAG GCT CCA GGC AAG GGG CTG GAG TGG GTG GCA GTT ATA TGG TAT GAT

CDR 2

ot s s 0 S Pk Wt o 8t e e et e

G T N X ¥ ¥ A D §s M X G R F T I S R
163 GGA ACT AAT ARA TAC TAT GCA GAC TCC ATG AAG GGC CGA TTC ACC ATC TCC AGA

D N s K N M L ¥ L Q9 M N s L R A E D

217 GAC AAT TCC AAG AAT ATG CTG TAT CTG 'CAA ATG AAC AGC CTA AGA GCC GAG GAC
_ CDR 3
T A VvV Y Y ¢ A R D P P T A N ¥ W & Q
271 ACG GCT GTG TAT TAC TGT GCG AGA GAT CCC CCC ACT GCT AAC TAC TGG GGC CAG
JHED

¢ T L Vv T VvV 8 s
325 GGA ACC CTG@ GTC ACC GTC TCC TCA

Amino acid sequence = SEQ ID NO:3
Nucleic acid sequence= SEQ ID NO:40
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C. difficile Toxin A Amino Acid Sequence
(See also GenBank® GI No:98593, Acc. No:A37052)

MSLISKEELIKLAYSIRPRENEYKTILTNLDEYNKLTTNNNENKYLOLKKLNESIDVFMNKY
KTSSRNRALSNLKKDILKEVILIKNSNTSPVEKNLHFVWIGGEVSDIALEYIKQWADINAEY
NIKLWYDSEAFLVNTLKKAIVESSTTEALQLLEEEIQNPQFDNMKFYKKRMEFIYDRQKRFI
NYYKSQINKPTVPTIDDIIKSHLVSEYNRDETVLESYRTNSLRKINSNHGIDIRANSLFTEQ
ELLNIYSQELLNRGNLAAASDIVRLLALKNFGGVYLDVDMLPGIHSDLFKTISRPSSIGLDR
WEMIKLEAIMKYKKYINNYTSENFDKLDQQLKDNFKLIIESKSEKSEIFSKLENLNVSDLEI
KIAFALGSVINQALISKQGSYLTNLVIEQVKNRYQFLNQHLNPAIESDNNFTDTTKIFHDSL
FNSATAENSMFLTKIAPYLQVGFMPEARSTISLSGPGAYASAYYDFINLQENTIEKTLKASD
LIEFKFPENNLSQLTEQEINSLWSFDQASAKYQFEKYVRDYTGGSLSEDNGVDFNKNTALDK
NYLLNNKIPSNNVEEAGSKNYVHYIIQLQGDDISYEATCNLESKNPKNSIIIQRNMNESAKS
YFLSDDGESILELNKYRIPERLKNKEKVKVTFIGHGKDEFNTSEFARLSVDSLSNEISSFLD
TIKLDISPKNVEVNLLGCNMFSYDFNVEETYPGKLLLSIMDKITSTLPDVNKNSITIGANQY
EVRINSEGRKELLAHSGKWINKEEAIMSDLSSKEYIFFDSIDNKLKAKSKNIPGLASISEDI
KTLLLDASVSPDTKFILNNLKLNIESSIGDYIYYEKLEPVKNITHNSIDDLIDEFNLLENVS
DELYELKKLNNLDEKYLISFEDISKNNSTYSVRFINKSNGESVYVETEKEIFSKYSEHITKE
ISTIKNSIITDVNGNLLDNIQLDHTSQVNTLNAAFFIQSLIDYSSNKDVLNDLSTSVKVQLY
AQLFSTGLNTIYDSIQLVNLISNAVNDTINVLPTITEGIPIVSTILDGINLGAAIKELLDEH
DPLLKKELEAKVGVLAINMSLSIAATVASIVGIGAEVTIFLLPIAGISAGIPSLVNNELILH
DKATSVVNYFNHLSESKKYGPLKTEDDKILVPIDDLVISEIDFNNNSIKLGTCNILAMEGGS
GHTVTGNIDHFFSSPSISSHIPSLSIYSAIGIETENLDFSKKIMMLPNAPSRVEWWETGAVP
GLRSLENDGTRLLDSIRDLYPGKFYWRFYAFFDYAITTLKPVYEDTNIKIKLDKDTRNFIMP
TITTNEIRNKLSYSFDGAGGTYSLLLSSYPISTNINLSKDDLWIFNIDNEVREISIENGTIK
KGKLIKDVLSKIDINKNKLIIGNQTIDFSGDIDNKDRYIFLTCELDDKISLIIEINLVAKSY
SLLLSGDKNYLISNLSNTIEKINTLGLDSKNIAYNYTDESNNKYFGAISKTSQKSIIHYKKD
SKNILEFYNDSTLEFNSKDFIAEDINVFMKDDINTITGKYYVDNNTDKSIDFSISLVSKNQV
KVNGLYLNESVYSSYLDFVKNSDGHHNTSNFMNLFLDNISFWKLFGFENINFVIDKYFTLVG
KTNLGYVEFICDNNKNIDIYFGEWKTSSSKSTIFSGNGRNVVVEPIYNPDTGEDISTSLDFES
" YEPLYGIDRYINKVLIAPDLYTSLININTNYYSNEYYPEIIVLNPNTFHKKVNINLDSSSFE
YKWSTEGSDFILVRYLEESNKKILQKIRIKGILSNTQSFNKMSIDFKDIKKLSLGYIMSNFK
SENSENELDRDHLGFKIIDNKTYYYDEDSKLVKGLININNSLFYFDPIEFNLVTGWQTINGK
KYYFDINTGAALTSYKIINGKHFYFNNDGVMQLGVFKGPDGFEYFAPANTQNNNIEGQAIVY
QSKFLTLNGKKYYFDNNSKAVTGWRIINNEKYYFNPNNATAAVGLQVIDNNKYYFNPDTAII
SKGWQTVNGSRYYFDTDTAIAFNGYKTIDGKHFYFDSDCVVKIGVFSTSNGFEYFAPANTYN
NNIEGQAIVYQSKELTLNGKKYYFDNNSKAVTGWQTIDSKKYYFNTNTAEAATGWQTIDGKK
YYFNTNTAEAATGWQTIDGKKYYFNTNTAIASTGYTIINGKHFYFNTDGIMQIGVFKGPNGF
EYFAPANTDANNIEGQAILYQNEFLTLNGKKYYFGSDSKAVIGWRIINNKKYYFNPNNATAA
IHLCTINNDKYYFSYDGILQNGYITIERNNFYFDANNESKMVTGVFKGPNGFEYFAPANTHN
NNIEGQAIVYQNKFLTLNGKKYYFDNDSKAVTIGWQTIDGKKYYFNLNTAEAATGWQTIDGKK
YYFNLNTAEAATGWQTIDGKKYYFNTNTFIASTGYTS INGKHFYFNTDGIMQIGVFKGPNGF
EYFAPANTDANNIEGQAILYQONKFLTLNGKKYYFGSDSKAVIGLRTIDGKKYYFNTNTAVAV
TGWQTINGKKYYEFNTNTSIASTGYTIISGKHFYFNTDGIMQIGVFKGPDGFEYFAPANTDAN
NIEGQAIRYQNRFLYLHDNIYYFGNNSKAATGWVTIDGNRYYFEPNTAMGANGYKT IDNKNF
YFRNGLPQIGVFKGSNGFEYFAPANTDANNIEGQAIRYONRFLHLLGKIYYFGNNSKAVTGW
QTINGKVYYFMPDTAMAAAGGLFEIDGVIYFFGVDGVKAPGIYG (SEQ ID NO:41)
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C. dzﬁ‘z‘cilé Toxin B Amino Acid Sequence
(See also GenBank® GI No: 7476000, Acc. No: S70172)

MSLVNRKQLEKMANVRFRVQEDEYVAILDALEEYHNMSENTVVEKYLKLKDINSLTDTYIDT
YKKSGRNKALKKFKEYLVIEILELKNSNLTPVEKNLHFIWIGGQINDTAINYINQWKDVNSD
YNVNVEFYDSNAFLINTLKKTIIESASNDTLESFRENLNDPEFNHTAFFRKRMQIIYDKQQNFE
INYYKAQKEENPDLIIDDIVKTYLSNEYSKDIDELNAYIEESLNKVTENSGNDVRNFEEFKT
GEVFNLYEQESVERWNLAGASDILRVAILKNIGGVYLDVDMLPGIHPDLFKDINKPDSVKTA
VDWEEMQLEAIMKHKEYIPEYTSKHFDTLDEEVQSSFESVLASKSDKSEIFLPLGDIEVSPL
EVKIAFAKGSIINQALISAKDSYCSDLLIKQIQNRYKILNDTLGPIISQGNDFNTTMNNFGE
SLGAIANEENISFIAKIGSYLRVGFYPEANTTITLSGPTIYAGAYKDLLTFKEMSIDTSILS
SELRNFEFPKVNISQATEQEKNSLWQFNEERAKIQFEEYKKNYFEGALGEDDNLDEFSQNTVT -
DKEYLLEKISSSTKSSEGGYVHYIVQLQGDKISYEAACNLFAKNPYDSILFQRNIEDSEVAY
YYNPTDSEIQEIDKYRIPDRISDRPKIKLTFIGHGKAEFNTDIFAGLDVDSLSSEIETAIGL
AKEDISPKSIEINLLGCNMFSYSVNVEETYPGKLLLRVKDKVSELMPSMSQDSIIVSANQYE
VRINSEGRRELLDHSGEWINKEESIIKDISSKEYISFNPKENKIIVKSKNLPELSTLLOEIR
NNSNSSDIELEEKVMLAECEINVISNIETQVVEERIEEAKSLTSDSINYIKNEFKLIESISE
ALCDLKQONELEDSHFISFEDISETDEGEFSIRFINKETGESIFVETEKTIFSEYANHITEEI
SKIKGTIFDTVNGKLVKKVNLDTTHEVNTLNAAFFIQSLIEYNSSKESLSNLSVAMKVQVYA
QLFSTGLNTITDAAKVVELVSTALDETIDLLPTLSEGLPIIATIIDGVSLGAAIKELSETSD
PLLRQEIFEAKIGIMAVNLTTATTAIITSSLGIASGFSILLVPLAGISAGIPSLVNNELVLRD
KATKVVDYFKHVSLVETEGVFTLLDDKVMMQQODDLVISEIDFNNNSIVLGKCEIWRMEGGSG
HTVTDDIDHFFSAPSITYREPHLSIYDVLEVQKEELDLSKDLMVLPNAPNRVFAWETGWTPG
LRSLENDGTKLLDRIRDNYEGEFYWRYFAFIADALITTLKPRYEDTNIRINLDSNTRSFIVP
IITTEYIREKLSYSFYGSGGTYALPLSQYNMGINIELSESDVWIIDVDNVVRDVTIESDKIK
KGDLIEGILSTLSIEENKIILNSHEINFSGEVNGSNGFVSLTFSILEGINAIIEVDLLSKSY
KLLISGELKILMLNSNHIQQKIDYIGFNSELQKNIPYSFVDSEGKENGFINGSTKEGLFVSE
LPDVVLISKVYMDDSKPSFGYYSNNLKDVKVITKDNVNILTGYYLKDDIKISLSLTLQDEKT
IKLNSVHLDESGVAEILKFMNRKGSTNTSDSLMSFLESMNIKSIFVNFLOSNIKFILDANFI
ISGTTSIGQFEFICDENNNIQPYFIKFNTLETNYTLYVGNRQNMIVEPNYDLDDSGDISSTV
INFSQKYLYGIDSCVNKVVISPNIYTDEINITPVYETNNTYPEVIVLDANYINEKINVNIND
LSIRYVWSNDGNDFILMSTSEENKVSQVKIRFVNVFKDKTLANKLSFNFSDKQDVPVSEIIL
SFTPSYYEDGLIGYDLGLVSLYNEKFYINNFGMMVSGLIYINDSLYYFKPPVNNLITGFVIV
GDDKYYFNPINGGAASIGETIIDDKNYYFNQSGVLQTGVFSTEDGFKYFAPANTLDENLEGE
AIDFTGKLIIDENIYYFEDNYRGAVEWKELDGEMHYFSPETGKAFKGLNQIGDDKYYFNSDG
VMOKGFVSINDNKHYFDDSGVMKVGYTEIDGKHFYFAENGEMQIGVFNTEDGFKYFAHHNED
LGNEEGEEISYSGILNFNNKIYYFDDSFTAVVGWKDLEDGSKYYFDEDTAEAYIGLSLINDG
QYYFNDDGIMQVGFVTINDKVFYFSDSGITESGVONIDDNYFYIDDNGIVQIGVFDTSDGYK
YFAPANTVNDNIYGQAVEYSGLVRVGEDVYYFGETYTIETGWIYDMENESDKYYFVPETKKA
CKGINLIDDIKYYFDEKGIMRTGLISFENNNYYFNENGEIQFGYINIEDKMFYFGEDGVMQI
GVEFNTPDGFKYFAHQNTLDENFEGESINYTGWLGLDEKRYYFTDEYIAATGSVIIDGEEYYF
DPDTAQLVISE
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Fig. 24

Hamster Primary Challenge
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Fig. 25

Hamstér Straight Challenge
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Fig. 26

Hamster Primary Challenge
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Fig. 27

PCT/US2005/003725

Neutralization of Toxin B Cytotoxicity against IMR-90 Cells
Using 2A11, 124-152 or 1G10
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Anti-CDTox B 124-152 VH .
Fig. 28
V segment: 5-51
D segment: 7-27
J segment: JH3Db

E Vv Q L Vv Q 5 G A E V K K =8 G E 5 L
1 GAG GTG CAG CTG GTG CARG TCT GGA GCA GAG GTG AAA AAG TCC GGG GAG TCT CTG

CDR1 SEQ ID NQ:62 {(aa) 63 (nt)

ot ot v B s o Pt a8 et O 0 e b ot At

K I S cC K G S G Y S F T S Yy w I G W
55 AAG ATC TCC TGT AAG GGT TCT GGA TAC AGC TTT ACC AGC TAC TGG ATC GGC TGG

v R Q M P G K @G L E W M G I F Y P G
109 GTG CGC CAG ATG CCC GGG AAG GGC CTG GAG TGG ATG GGG ATC TTC TAT CCT GGT

CDR2 SEQ ID NO:64 (aa) 65 (nt)

D S S T R Y 8 P 8 F Q G Q Vv T I 8 A
163 GAC TCT AGT ACC AGA TAC AGC CCG TCC TTC CAA GGC CAG GTC ACC ATC TCA GCC

D K 8 v N T A Y L Q W 8 S L X A 8 D
217 GAC AAG TCC GTC AAC ACC GCC TAC CTG CAG TGG AGC AGC CTG AAG GCC TCG GAC

CDR3 SEQ ID N0:66 {aa) 67 (nt)

- o P O s ot Pt Bt o o PO Pt 0 ot o P Pt P ot Bt P P P Pt P Pt P P B8 e e o0 Pt ot 8 PP

T A M Y X C A R R R N W G N A F D I
271 ACC GCC ATG TAT TAC TGT GCG AGA CGT CGA AAC TGG GGA AAT GCT TTT GAT ATC

W 6 Q@ 6 T M VvV T VvV 8 8 SEQ ID NO:54
325 TGG GGC CAA GGG ACA ATG GTC ACC GTC TCT TCA  SEQ ID NO:55

>CDTox B, 124-152, VH-NT with leader 8EQ ID NO:57
ATGGGEGTCAACCGCCATCCTCGCCCTCCTCCTGGCTGTTCTCCAAGGAGTCTGTGCCGAGGTGLCA
GCTGGTGCAGTCTGGAGCAGAGGTGAAAAAGTCCGGGGAGTCTCTGAAGATCTCCTGTAAGGGTT
CTGGATACAGCTTTACCAGCTACTGGATCGGCTGGETGCGCCAGATGCCCGGGAAGGGCCTGGAG
TGGATGGGGATCTTCTATCCTGGTGACTCTAGTACCAGATACAGCCCGTCCTTCCAAGGCCAGGT
QAQCATCTCAGCCGACAAGTCCGTCAACACCGCCTACCTGCAGTGGAGCAGCCTGAAGGCCTCGG
ACACCGCCATGTATTACTGTGCGAGACGTCGAAACTGGGCAAATGCTTTTGATATCTGGGGCCAA
GGGACAATGGTCACCGTCTCTTCA

>CDTox B, 124-152, VH-AA with leader sEQ ip NO:56

MGSTAILALLLAVLQGVCAEVQLVQSGAEVKKSGESLKISCKGSGYSFTSYWIGWVRQMPGKGLE
WMGIFYPGDSSTRYSPSFQGQVTISADKSVNTAYLOWSSLKASDTAMYYCARRRNWGNAFDIWGC
GTMVTVSS ‘ '
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Fig. 29
Anti-CDTox B 124-152 VK
V segment: . A27
J segment: JK1
SEQ ID NO:58 . )

[
E 1T v L T Q &8 P G T L 8 L S8 P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA
SEQ ID NO:59
CDR1 SEQ ID NO:68 (aa) 69 (nt)
A T L 8 ¢C R A 8 @ § VvV 8 8 8 Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG
f .

| CDR2
{ w

o o0 g g et et g o 8 gt 0 ot

Y 00 ¢ K P 6 @ A P R L L I Y G A S 8
109 TAC CAG CAG ARA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2  SEQ ID NO:70 (aa) 71 (nt)
R AT G I P D R F 8 G S G 8 G T D F:
163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAC TTC.

'CDR3

o~~~

T L T I S R L E P E D F A VvV Y ¥ C Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

CDR3 SEQ ID NO:72 (aa) 73 (nt)
Q ¥ G § 8 T W T F G Q G T K V E I K
271 CAG TAT GGT AGC TCA ACG TGG ACG TTC GGC CAA GGG ACC AAG GTG GAA ATC AAA

>CDTox B, 124- 152, VK-NT with leader °™@ PNt

ATGGAAACCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCACCGGAGAAAI
TGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCA
GGGCCAGTCAGAGTGTTAGCAGCAGCTACTTAGCCTGGTACCAGCAGARACCTGGCCAGGCTCCC
AGGCTCCTCATCTATGGTGCATCCAGCAGGGCCACTGGCATCCCAGACAGCTTCAGTGGCAGTGE
GTCTGGGACAGACTTCACTCTCACCATCAGCAGACTGCAGCCTGAAGATTTTGCAGTGTATTACT
GTCAGCAGTATGGTAGCTCAACGCTGCGACGTTCGGCCAAGGGACCAAGGTGGAAATCAAA

>CDTox B, 124 152 VK-AA with leader sEQ ID No:60
METPAQLLFLLLLWLPDTTGEIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQA
PRLLIYGAS SRATGI PDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSTWTFGQGTKVEIK
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Fig. 30
Anti-CDTox B 124-152 VH region
SEQ ID NO:75
__CDR1
-5l germline EVQLVQSGAEVEKKPGESLKISCKGSGYSFTSYWIGW
124-152 VH . e e e e e e m o= - J RGO T
8EQ ID NO:76
: CDR2
5-5l germline VRQMPGKGLEWMGIIYPGDSDTRYSPSFQGQVTISA
124-152 VH @ - - - = = « = = = 4 = = = = F----- - J SO,
SEQ ID NO:77
' CDR3
5-5l germline DKSISTAYLQWSSLKASDTAMYYCAR
JH3b germline AFDTI
124-152 VH T - T RRNWGN - - - -

JH3b germline WG QETMVTV S g SEQ ID NO:74
124152 VE = - - - = = - ~ = = = = (TH3b)
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Fig. 31

_Anti-CDTox B 124-153 VK region

CDRI SEQ ID NO:78

A27 germline EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAW
124-152 VE | = = = = = = = = = = = = = = o = = = © = = == mm == e m e o m -

' ___CDR2
A27 germline YQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
'124-152 VK e

SEQ ID NO:80
CDR3

A27 germline TLTISRLEPEDFAVYYCPRQYGSSP | SEQ ID NO:75
JK1 germline FEGQGTRKVEIK
124-152 VK = = = = = = = = = = = = = = = = =« = = & = - - Tmommm - e e e -

(K1)

-1
L1
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