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1

477

PRT )

Artificial Sequence

Fusion protein

1

Met Arg Lys Lys Arg Arg Gln Arg Arg Arg Met Pro Leu Asn
5

10

Phe Thr Asn Arg Ash Tyr Asp Leu Asp Tyr Asp Ser val Gln

20 25 30

Phe Tyr Cys Asp Glu Glu Glu Asn Phe Tyr GIn GIn GIn Gln

35 40 45

Glu Leu 61n Pro Pro Ala Pro Ser Glu Asp Ile Trp Lys Lys

50

55 60

Leu Leu Pro Thr Pro Pro Leu Ser Pro Ser Arg Arg Ser Gly

65

ser Pro Ser Tyr val Ala val Thr Pro Phe Ser Leu Arg Gly

85 90

asp Gly Gly Gly Gly ser Phe Ser Thr Ala Asp Gln Leu Glu

100 105 110

Thr Glu Leu Leu Gly Gly Asp Met val Asn Gln Ser Phe Ile

115 120 125

Pro Asp Asp Glu Thr Phe Ile Lys Asn Ile Ile Ile Gln Asp
130 133 140
Trp Ser Gly Phe Ser Ala Ala Ala Lys Leu val Ser Glu Lys

145

150 155

ser Tyr GIn Ala Ala Arg Lys Asp Ser Gly Ser Pro Asn Pro

165 170

Gly His Ser val Cys Ser Thr Ser Ser Leu Tyr Leu GlIn Asp

180 185 180

ala ala Ala ser Glu Cys Ile Asp Pro Ser val val Phe Pro

195 200 205

Let Asn Asp Ser Ser ser Pro Lys Ser Cys Ala Ser Gln Asp
210 215 220
Ala Phe Ser Pro Ser Ser Asp Ser Leu Leu Ser Ser Thr Glu

225

230 235

Pro Gin Gly Ser Pro Giu Pro teu val Leu His Glu Glu Thr

245 250

Thr Thr Ser ser asp Ser Glu Glu Glu GlIn Glu Asp Glu Glu

260 265 270

Asp val val Ser val Glu Lys Arg Gin Ala Pro Gly Lys Arg

275 280 285

ser Gly ser Pro Ser Ala Gly Gly His Ser Lys Pro Pro His
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val
15

Pro
Gln
Phe
Leu
Asp
95

Met
Cys
Cys
Leu
Ala
175
Leu
Tyr
ser
ser
Pro
255
Glu
ser

ser

Ser
Tyr
Ser
Glu
Cys
80

Asn
val
Asp
Met
Ala
160
Arg
ser
Pro
Ser
Ser
240
Pro
Ile
Glu

Pro



Leu
3053
Ala
Leu
Thr
His
Phe
385
Pro
Gin
Arg
Leu

Leu
465

250
va'l

Pro
Asp
ser
Asn
370
Ala
Lys
Ala
Arg
Asn

450
Asp

Leu
Pro
ser
Pro
355
val
Ley
val
Glu
Giu
435
ser

Ser

lys
Ser
val
340
Arg
teu
Arg
val
Gliu
420
GIn
LYS

Thr

Arg
Thr
325
Arg
sSer
Glu
Asp
Ite
405
Gin
Leu
lL.eu

Arg

Cys
310
Arg
val
ser
Arg
GlIn
390
Leu
Lys
Lys
Glu

Thr
470

295
His

LYs
Leu
ASD
GIn
375
Tie
Lys
Leu
His
Gly

455
Gly

val
Asp
Arg
Thr
360
Arg
Pro
Lys
Ile
Lys
440
Lys

His

<210>
<211>
<212>
<213>

<220>
<223>

<400> 2

atgaggaaga
aactatgacc
+tctaccage
aagaaattcy
tcgeecteet
gggagetict
gtgaaccaga
caggactgta
tcctaccagy
tgctecacct
cceteggtgg
caagactcca
cecgeagggca
gactctgagg
caggctecty
cctcacagec
gcgectcoct
agagtcctga
gaggagaatg
aaacggagcet
cccaaggtag
caaaagctca
cttgaacage
cctoteocteg

<Z210> 3

<213> 235
<212> PRT
<213>

<220>
<223>

<400> 3

z
1434
DiNA

Fusio

Fusio

n protein

agcggagaca
tcgactacga
agcagcagca
agctgetgec
acgttgeggt
ccacggccga
gtttcatctg
tgtggagcgy
ctgcgegeaa
ccagettgta
tcttccccta
gcgeotrote
gccecegagec
aggaacaaga
gcaaaaggtc
cactggtect
ccactcggaa
gacagatcag
teaagaggeg
Tttttgeect
trtatccttaa
rttctgaaga
tacggaaggg
gtctocgatic

n protein

Artificial sequence

gcgacgaaga
cteggtycag
gagcgagctg
cacccegecee
cacacccttc
ccagctggag
cgacceggac
ctrcteggec
agacagcgygc
cetgcaggat
ccctetcaac
tccgtoctog
cctggtgote
agatgaggaa
agagtctgga
caagaggrgc
ggactatect
caacaaccga
aacacacaac
gcgtgaccag
aaaagecaca
ggacttgttg
cgagctcaat
tacgegtace

artificial Sequence

Ser Thr His

315
Pro Ala
330

Ile

Tyr

Gin
345
Glu

Ser

Glu Asn

Arg Asn Glu
Glu
395

Ala

Glu Leu

Thr
410
Glu

Ala

Ser Glu

425
Leu

Glu Gln

pro Ile Pro

His
475

HMis His

atgccoctca
ccgtattict
cagceeccyg
ctgteeccta
tccettoggy
atggtgaccy
gacgagacct
gccgecaage
agceogaace
ctgagcgeeg
gacagcagct
gattctetge
catgaggaga
gaaatcgatg
tecacettetg
cacgtcteca
gctgccaaga
aaatgcacca
gtcttggage
atcccggagt
gcatacatcc
cggaaacgac
tcgaagotty
ggtcatcatc
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Gin His Asn

Ala Lys Arg

Asn Asn Arg

350
val Lys Arg
365
Leu Lys

380

Asn

Arg

Asn Glu

Tyr Ile Leu
Leu
430
Arg LYS
445

Pro Leu

Asp Leu

Leu

Asn
460

His His

acgttagctt
actgcgacga
cgeccagoega
geegeegetco
gagacaacga
agctyctggy
tcatcaaaaa
tcgictcaga
cegecegeag
ccgectcaga
cgcocaagtc
tctectegac
caccgeccac
ttgtitcigt
ctggaggcecea
cacatcagca
goggtcaagtt
gceccaggte
gccagaggag
tggaaaacaa
tgtccgteca
gagaacagtt
aaggtaagcc
accatcacca

Ala
320
Lys

Tyr

val
335
L.Ys Cys

arg Thr

Ser Phe
Ala
400
vat

LYS

ser
415
Arg Lys

Gly Glu

Leu Gly

caccaacagy
ggaggagaac
ggatatctgg
cgggetotge
cggcggtage
aggagacatg
catcatcatc
gaagctggec
ccacagegtce
gtgcatcgac
ctgcgecteg
ggagtccice
caccagcage
gdaaaagaad
cagcaaacct
caactacgca
ggacagtgtc
ctecggacace
gaacgagcta
tgaaaaggcc
agcagaggag
gaaacacaaa
fatccctaac
Ttga

60
120
180
240
300
360
420
480
240
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1434
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Mit Arg Lys Lys Arg Arg Gln Arg Arg ﬁgg Met
5
ser Gly Tyr gép Asn Arg Glu Ile Xa1 Met Lys
5
teu Ser GIn Arg Ala Thr ser G%y Ile Ser Ile
35 4
Ala %83 ser Pro val Pro Ero val val His Leu
5
Gly Asp Asp Phe Ser Arg Arg Tyr Arg Arg Asp
65 70 75
ser GlIn teu His Leu Thr Pro phe Thr Séa Arg
85
val val Glu GTu Leu Phe Arg Asp Gly val Asn
100 105
Ala Phe Phe Glu pPhe &ly Gly val Met Cys val
115 120
Glu Met Ser Pro Leu val Asp Asn Ile Ala Leu
130 135
Leu Asn Arg His Leu His Thr Trp Ile GIn Asp
145 150 155
Ala phe val Glu Leu Tyr Gly Pro Ser Met Arg
165 170
Ser Trp Leu Ser Leu Lys Thr Leu Leu Ser Leu
180 185
Cys Ile Thr Leu Gly Ala Tyr Leu Ser His Lys
© 195 200
ser Lys Leu Glu Gly Lys Pro Ile Pro Asn Pro
210 215
Ser Thr Arg Thr Gly His His His His His His
225 230 235
<210> 4
<211> 708
<212> DNA
<213> artificial Sequence
<220>
<223> Fusion protein
<400> 4
atgaggaaga agecggagaca gegacgaaga atggegeacg
aaccgggaga tagtgatgaa gtacatccat tataagetgt
atctcgatcg aggeocgeggg goctgogetce agoceggtge
ctCcCgecagyg ccggegacga cttctcccge cgotaccgeco
agccagetge acctgacgcee cttcaccgog cggggatget
ctottcaggg acggggtgaa ctgggggagg atigtggect
atgtgigtgg agagcgtcaa ccgggagatg togeccctgg
atgactgagt acctgaaccg gcacctgcac acctggatce
gecoctttgtgg aactgtacgg ccccageatg cggectetgt
ctgaagactc tgctcagttt ggccctggtg ggagettgea
agccacaaga agggcgagct caattcgaag cttgaaggta
ctcggtctcg atictacygeg taccggteat catcaccate
<210> 5
<21l> 9
<212> PRT
<213> Artificial sequence
<220>
<223> TAT transduction domain from HIV
<400> 5

Arg Lys Lys Arg Arg Gln Arg Arg Arg
i 5

<210> b
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Ala His Ala

Ile His
30
Ala

Tyr

Ala
45
Leu

Glu

Thr
60
Phe

Arg

Ala Glu

Gly Cys Phe

Trp Gly Arg

110

Glu ser val
125

Trp Met Thr

140

Asn

Gly Gly

Pro Leu Phe
val
180

Glu

Ala lLeu
Gly
205
Leu

Lys
Leu Gly
220

ctgggagaag
cgcagaggyc
cacctgtggt
gcgacttcygc
ttgccacggt
tctttgagtt
tggacaacat
aggataacgg
ttgatttcte
tcaccctggg
agocctatcce
accattga

Gly
15
Tyr

Arg
LysS

Gly Pro

Gin Ala

Met Ser

Ala Thr
95
Ite val

Asn Arg

Glu Tyr

Trp Asp
160
Asp Phe
i75
Gly Ala

Leu Ash

Leu Asp

tggttacgat
tacgagtggg
ccacctgacc
cgagatgtcc
ggtggaggag
cggtggggtc
cgccctgtayg
aggctgggat
ctggctgtet
tgcctatety
taaccctcectce

60

120
180
240
300
360
420
480
540
600
660
708



106417-0182_Sequence_Listing
<211> 11
<212> PRT
<213> artificial Sequence

<220>
<223> artificial transduction domain

<4030> 6
Tyr Ala Arg Ala Ala Ala Arg Gin Ala ﬁgg Ala
1 5
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