1/10

FIG. 1
51 gastric cancer cell line panel HiSeq 2500
(Hlumina)
- & >100X depth
- e
e G G e e S
S o G e Cell viability
- S assay
o e e T G e e G
i s e, AT OO
e - 3 Western blot

-y (PTEN exp.)




PIK3CA
PIK3C2B
PIK3CD

PIK3R1 (M3261)
PIK3R2 (P4S)
LEIKIR2 (S234R))]
MTOR (T431A)
MTOR {1392V)
AKT1

AKT2

AKT3

Myc

KRAS

NRAS

HRAS

APC

ARIDIA
SLCTAS

PIKICG|® & @

2/10

51 GC Cell lines
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PTEN protein expression was deficient in 9 (17.6%) of GC cell lines
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FIG. 3
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Bars indicate median and quariile values.
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Resistant cell fines are defined to have IC50
values higher than Cmax of GSK2636771.
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FIG. 6
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FIG. 8
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FIG. 9
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FIG. 10
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Bars indicate median and quartile values.
Medians are compared using independent samples median tests



