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Sequence Name SEQ
ID
NO:

METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDP 1G4- 4

GKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIP | a95LY
TFGRGTSLIVHPYIQNPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTV | aEc
LDMRSMDFKSNSAVAWSNKSDFACANAFNNSIIPEDTFFPSPESS

CDVKLVEKSFETDTNLNFQNLSVIGFRILLLKVAGFNLLMTLRLWSSR 1G4- 66
agsLy
aTmCyt

AKRSGSG linker 67

ATNFSLLKQAGDVEENPGP P2A 3

MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQ | 1G4- 5

DPGMGLRLIHYSVGAGITDOQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVG | a95LY
NTGELFFGEGSRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSW | bEc
WVNGKEVHSGVSTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGL
SENDEWTQDRAKPVTQIVSAEAWGRAD

CGFTSESYQQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDSRG 1G4- 68
a95LY
bTmCyt
Fig. 3A
Sequence Name SEQ
ID
NO:
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYR | 1G4- 5

QDPGMGLRLIHYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSY | a95LY
VGNTGELFFGEGSRLTVLEDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVEL | bEc
SWWVNGKEVHSGVSTDPQPLKEQPALNDSRYALSSRLRVSATFWQDPRNHFRCQVQ
FYGLSENDEWTQDRAKPVTQIVSAEAWGRAD

CGFTSESYQQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRKDSRG 1G4- 68
a95LY
bTmCyt

AKRSGSG linker 67

ATNFSLLKQAGDVEENPGP P2A 3

METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDP | 1G4- 4

GKGLTSLLLIQSSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIP | aS5LY
TFGRGTSLIVHPYIQNPDPAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKT | aEc
VLDMRSMDFKSNSAVAWSNKSDFACANAFNNSIIPEDTFFPSPESS

CDVKLVEKSFETDTNLNFQNLSVIGFRILLLKVAGFNLLMTLRLWSSR 1G4- 66
a95LyY
aTmCyt

Fig. 3B
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F W VL VYV V GG 66V L A CY s L L V T V

muhCD28TmCyt TTCTGGETTCTCGTCOTCETGGEAGETGTGTTAGCATGTTACTCTCTCTTGGTTACTGTC
hCD28TmCyt TTTTGEETGCTGETGETGETTGETGEAGTCCTGECTTGCTATAGCTTGCTAGTAACAGTG
Aok Ak Akdk kA kb kok kx kk kk ok kk kA kb d ok kk kk kk
A F I I FWVRSKTZ RS RTILTILIUH SDY M
muhCD28TmCyt GCTTTCATAATCTTTTGGGTCCGCT CAARACECTCTCGCTTGTTACATTCCEATTATATG
hCD28TmCyt GOCTTTATTATTTTCT GGG TGAGGAGTAAGAGGAGCAGGCT CCTGUACAGTGACTACATG
*Ehk kk F A kA *A kA AARX * * ok * * * R ok *k kkKk
N M T PRRPG?PTRIEKTETYOQFP Y AP P
muhCD28TmCyt ATATGACACCTAGGAGACCTGGCCCGACTAGGARACACTATCAACCTTACGCACCTCC
hCD28TmCyt ABCATGACTCCCCECCGCCCCGGEUCCACCCECARGLATTACTAGCCCTATGCCCCACTA
dok ek odk ok EEd * 4 E R S E Sk R ek ok ek ko LR
R D F A A Y R 8
muhCD28TmCyt AGAGATTTTECTGCTTACAGGAGT
hCD28TmCyt CECGACTTCGCAGCCTATCGCTCC
EE O A A g *
Fig. 6
RV KF S R SADAPA AYOQOQG QN QL
muhCD32Cyt CHEGGTCAAATTTT CACGCTCCGCTGATGCTCCTGCCTAT CAACAAGGGCAAAATCAATTG
hCD3zCyt AGAGTGARGTTCAGCAGGAGCGCAGACGCCCCCGUGTACCAGUAGGGCCAGAACCAGCTC
* kk kE Kk ok * Fhkk kk kEx kX Kk kk Fhk Kk vk kk kk Kk F *
Y NE L NLGRU RETE VYDV L DZE KRR G
muhCD3ZCyt TACAATGAATTGAACTTGEGTAGAAGGGAAGAATATGACET GCTCGATARACGGAGGEEE
hCD3%Cyt TATAACGAGCT CAAT CTAGGACGAAGAGAGGAGTACGATGT TTTGGACAAGAGACETGE
Wk kE AE ok kR % AR tkkd ok kd kE Rk Rk & kk Rk %k ak
R DPEMG G KT PRT ERZEKNTPOQETGTL Y N
muhCD3%Cyt AGAGATCCAGAAATGGEGECGETABACCACGGCECARARAT CCACAAGAGEGATTETATAAC
hCD3ZCyt CGGGACCCTGAGATGEEGEEARAGE CCAGAAGGAAGAACCUTCAGEAAGGCCTGTACAAT
* o okk kk ok Rk A w ok ok d kk ok * % okk kk kdk Ak ok ok kok ek ok ok kK
E L 0 KD KMATEA AZY S E I G MK G E R
muhCD32Cyt GAGCTCCAARAGGACARAATGGCAGAAGCTTATTCAGAAATAGGAATGARGEGGCARAGG
hCD3zCyt GAACTGCAGAAAGATAAGATGGCGGAGECCTACAGTGAGAT TGHGATGARAGGCGAGCEC
A kok Ak ok k Ak ok kkd kA kok kA ko Fhk kK kA F kLA kok ARk *
R R G K GHDGULYQGUL S TATZKTDT
muhCD3ZCyt AGACGAGETAAAGGT CATGACGGATTGTATCAAGGATTGTCAACCGCTACTARAGATACA
hCD32Cyt CGGAGGGECAAGEEGCACEATGGCCTTTACCAGGETCTCAGTACAGCUCACCAAGGACACC
* A ko dk okk Ak Kk kok ko ok h ok * Ak ek kk bk Sk Aok
Y DA LHMOQATLP P R
muhCD32Cyt TATGATGCTTTGCATATGCAAGCTTTGCCTCCCAGA
hCD3ZCyt TACGACGCCCTTCACAT GCAGECCCTBECCCCTCGC
A Kk Ak * Ak Fkdhkdk Kt * kA dk *
Fig 7
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muhCDZ8TmCytmuCD3ZCyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3ZCyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3ZCyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3ZCyt
hCD28TmCytCD3zCyt

muhCD28TmCytmuCD32Cyt
hCD28TmCytCD3zCyt

muhCD28TmCytmuCD32Cyt
hCD28TmCytCD32Cyt

muhCD28TmCytmuCD32Cyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3Z2Cyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3ZCyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD3ZCyt
hCD28TmCytCD3ZCyt

muhCD28TmCytmuCD32ZCyt

F W v L VV V GG G V L A C Y 35 L L
el CGTCGTG GGTGTGTTAGCATGTTACTCTCTCTT
TTTTGGEETCCTGGTGCTGGTTEETGCAGTCCTGGCTTGCTATAGCTTGCT

*hk Fk kA kk kk kx Ak kEk xk i * kk kdk Aok * *

v T v A F I I F W V R 8 K R S R L

GTTACTGTCGCTTTCATAATCTTTTGGGTCCGCTCAAAACGCTCTCGCT

STAACAGTGGCCTTTATTATTTTCTGGGTGAGGAGTAAGAGGAGCAGGC
o ,

KK kK Kk kk Kk Kk kA okKk * % * *

L H s D Y M N M T P R R P G P T
TCTTACATTCCGATTATATGAATATGACACCTAGGAGAZCTGGCCCGALT
TCCTGCACAGTGACTACATGAACATGACTCCCCGCCGCLCCGEGCCCALC

* * Kk dk ok kA kkk Awkckk ok Ak * * kk ok kA Kok

R K H Y o P Y A P P R D F A A Y R
AGGAAACACTATCAACCTTACGCACCTCCCAGAGATTTTGCTGCTTACAG
CGCAAGCATTACCAGCCCTATGCCCCACCACGCGACTTCGCAGCCTATCS

* kF kk kk *k Rk kF kR kk * Ak * kx k¥ Kk E* xk *

s RV K F $s R 8 A D A P A Y Q QO G
GAGTCGGGTCAAATTTTCACGCTCCGCTGATGCTCCTGCCTATCAACAAG
CTCCAGAGTGAAGTTCAGCAGGAGCGCAGACGECCCUCGLGTACCAGTAGS

kodk ko ok ok * kkk ok kk Rk kk kk kd kk ok

g N @ L Y N E L N L G R R E E Y
GGCAARATCAATTGTACAATGAATTGAACTTGGGTAGAAGGGAAGAATAT
GCCAGAACCAGCTCTATAACGAGCTCAATCTAGGACGAAGAGAGGAGTAC

*okk Ak kok A kk Ak ok EE koo dokkk koA ok ok

b v L. Db.X R R 6 R D P E M G G K P
GACGTGCTCGATAAACEGAGGEEGAGAGATCCAGAAATGGGCEETAAALCLE
GATGTTTTGRACAAGAGACGETGECCHEGGACICTGAGAT GEGGEGARAGCT
ko kk & kk kk ok ok kk ok kx kk kd kkkEd Ak Ak ok

R R K N P Q E G L Y N E L Q@ K D K
ACGGCGCAAARATCCACAAGAGGEATTGTATAACGAGCTCCAAAAGGACA
GAGAAGGAAGAACCCTCAGGAAGGCCTGTACAATGAACTGCAGAAAGATA

«

* * kck Kk ko kk k¥ Xk Kk Ak Kk khk kk k¥ kA Kk

M A E A Y s E I 6 M K G E R R R
AAATGGCAGAAGCTTATT CAGAAATAGGAATGARGGGGGAAAGGAGACGA
AGATGGCGGAGGCCTACAGTGAGATTGGGATGARAGSGCGAGCGCCGGAGG
*

dh kkdhkk kdk dd ok Ak dde Ak kdkedkckd ko * & * ES

G K 6 H D GG L Y 0 G L s T A T K D
GGTAAAGGTCATGACGGATTGTATCAAGGATTGTCAAUCGLTACTAAAGA
GGCAAGGGGCACGATGECCTTTACCAGGGTCTCAGTACAGCCACCAAGGA

*hk Fxk kAk kx kk kk * ok k kk kA * *k Ak Kk Ek Ak KXk

T ¥ D AL H M Q A L P P R
TACATATGATGCTTTGCATATGCAAGCTTTGCCTCCCAGA

hCD28TmCytCD3zCyt CACCTACGACGCCCTTCACATGCAGGCCCTECCCCCTCGC
*k kk kk A F *  kk kk ok kok XA * koA K Kk Kk
Fig. 8

6/20
SUBSTITUTE SHEET (RULE 26)




WO 2021/016353 PCT/US2020/043072

K N R KA KA K P V T R G A G A G

MuCD3ECyt ARAAACCGCAAAGCTARAGCTAAACCCGTCACTAGGGGGGLCGCAGCAGE
hCD3ECyt C119 NM 000733.1 AAGAATAGAAAGGCCAAGGCCAAGCCTGTGACACGAGGAGCGGETGCT GG
- - - ko Aok * *k kk Kk k kA Kk xSk Kk w ok E R S A

G R @ R G @ N K E R P P P V P N P

MuCD3ECyt AGGGCGCCAGCGCGETCAGAATAAAGAACGCCCTCCTCCCGTCCCTAATC
hCD3ECyt C119 NM 000733.1 CGGCAGGCAAAGGGEACAAAACAAGGAGAGGUCACCACCTETTCCCAACT

* % * kk H ok kk kK HE kk *kk kk Ak kK Ak xk A

DYy B P I R K G Q R DL Y S5 G L

MuCD3ECyt CTGATTACGAACCGATTAGARAGEGGCAAAGAGATCTCTACAGCGGACTC
hCD3ECyt C119 NM 000733.1 CAGACTATGAGCCCATCCGCAAAGGCTAGCEGEACCTGTATTCTGGCITG

* kk Ak kr kk Ak H xk kk kk ¥ ok Kk ok EE Y

N ¢ R R I
MuCD3ECyt AACCAACGGAGAATT
hCD3ECyt_C119 NM 000733.1 AATCAGAGACGCATC

R * * ok ok

Fig 9

a.a. seq. RV K F s R S ADATPATYTGOC OGO QDN QL
hCD3zCyt 1 AGAGTGAAGTTCAGCAGGAGCGCAGACGCCCCCGCGTACCAGCAGGGCCAGAACCAGCTC

NI R R N N N O N N N R
MuZhCD3ZCyt 1 CGGGTCAAATTTTCACGCTCCGCTGATGCTCCTGCCTATCAACAAGGGCAAAATCAATTG
a.a. seq. Y N ELNDLGRT RTETESTYDVTILTDTEKT RTR RG
hCD3zCyt 61 TATAACGAGCTCAATCTAGGACGAAGAGAGGAGTACGATGTTTTGGACAAGAGACGTGGC

N N e N R N R N R N R A B RO R A A
Mu2hCD3ZCyt 61 TACAATGAATTGAACTTGGGTAGAAGGGAAGAATATGACGT GCTCGATARACGGAGGGGE
a.a. seq. R DPEMGEGT KT PRT RTEKTNTPOTEG LY N
hCD3ZCyt 121 CGGGACCCTGAGATGGGGGCAAAGCCGAGAAGGAAGAACCCTCAGGAAGGCCTGTACAAT

T T T e e e I A B I N I
MuzhCD3ZCyt 121 AGAGATCCAGAAATGGGCGGCTAAACCACGGCGCAAAAATCCACAAGAGGGATTGTATAAC

a.a. sedq. EE'L ¢ KD KMWAEAY S EI 6 M K G E R
hCD3ZCyt 181 GAACTGCAGAAAGATAAGATGGCGGAGGCCTACAGTGAGATTGGGATGAAAGGCGAGCGC

et et et e e e FErrre e el
Mu2hCD3ZCyt 181 GAGCTCCARAAGGACAARATGGCAGAAGCTTAT TCAGAARTAGGAATGAAGGGGGARAGG

a.a. seq. R R G K 6 H D G L Y @ G L s TATIK DT

hCD3ZCyt 241 CGGAGGGGCAAGGGGCACGATGGCCTTTACCAGGGTCTCAGTACAGCCACCAAGGACACC
[ e N N e N e e N B R R

MuZhCD3zCyt 241 AGACGAGGTAAAGGTCATGACGGATTGTATCAAGGATTGT CAACCGCTACTAAAGATACA

a.a. seq. Y D AL H M ¢ A L P P R

hCD3zZCyt 301 TACGACGCCCTTCACATGCAGGCCCTGCCCCCTCGC 336
[N e e 1l (RN |

Mu2hCD3ZCyt 301 TATGATGCTTTGCATATGCAAGCTTTGCCTCCCAGA 336

Fig. 10
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a.a. seq. F W VL VVV G GGV L A C Y s L L VvV T V
CD28Tm 1 TTTTGGGTGCTGGTGGTGGTTGGTGGAGTCCTGGCTTGCTATAGCTTGCTAGTAACAGTG
T e I 1 I A O A B A I N N R
mu2CD28Tm 1 TTCTGGGTTCTCGTCGTCGTGGGAGGTGTGTTAGCATGTTACTCTCTCTTGGTTACTGTC
a.a. seq. A F I I F W V
CD28Tm 6l GCCTTTATTATTTTCTGGGTG 81
FErr e e rren
mu2CD28Tm 61 GCTTTCATAATCTTTTGGGTC 81
Fig. 11
a.a. sed. R $ K R $ R L L H S D Y MNMT P R R
hCD28Cyt 1 AGGAGTAAGAGGAGCAGGCTCCTGCACAGTGACTACATGAACATGACTCCCCGCCGC
| [ [ A A O Y B
muZhCD28Cyt 1 CGCTCAAAACGCTCTCGCTTGTTACATTCCGATTATATGAATATGACACCTAGGAGA
a.a. sedq. P 6 P T R K H Y QO P Y A P P R D F A A Y
hCD28Cyt 58 CCCGGGCCCACCCGCAAGCATTACCAGCCCTATGCCCCACCACGCGACTTCGCAGCCTAT
T T T e e A I e e e o A I R I e O N N N R
mu2hCD28Cyt 58 CCTGGCCCGACTAGGAAACACTATCAACCTTACGCACCTCCCAGAGATTTTGCTGCTTAC
a.a. seq. R S
hCD28Cyt 118 CGCTCC 123

I
mu2hCD28Cyt 118 AGGAGT 123

Fig. 12
a.a. seq. K R 6 R K K L L ¥ I F K ¢ P F M R P V ©Q
hBBCyt 1 ARACGGGGCAGAAAGAAACTCCTGTATATATTCARACAACCATTTATGAGACCAGTACAA
0 e I I I Y A A N R R I
muhBBCyt 1 AAGAGAGGGCGTAAAAAGCTGCTCTACATCTTTAAGCAGCCTTTCATGCGTCCTGTTCAG
a.a. seq. T T ¢ EEE D G C S C R F P E E E E G G C
hBBCyt 61 ACTACTCAAGAGGAAGATGGCTGTAGCTGCCGATTTCCAGAAGAAGAAGAAGGAGGATGT
[ e N N N O [ e N R N N
muhBBCyt 61 ACAACACAGGAAGAGGACGGATGCTCTTGCAGGTTCCCTGAGGAGGAGGAGGGTGGTTGC
a.a. sedq. E L
hBBCyt 121 GAACTG 126
[N
muhBBCyt1l21 GAGCTC 126
Fig. 13
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i

a.a. sedq. N A S A O S S S A -

CD8hinge 1 GCTAAGCCCACCACGACGCCAGCGCCGCGACCACCAACACCGGCGCCCACCATCGCGTCG
T e e I e I e I e B Y e B O O e N B N N e N N
mu2CD8hinge 1 GCAAAACCGACGACCACCCCTGCCCCCAGGCCTCCTACTCCCGCCCCGACGATTGCCAGC

a.a. sedq. Lo LS LR OYOE A LY oA A G G AV OH

CD8hinge 61l CAGCCCCTGTCCCTGCGCCCAGAGGCGTGCCGGCCAGCGGCGGGGGGCGCAGTGCACACG

[ | [ N e e e e e N |
mu2CD8hinge 61 CAACCGTTAAGTTTAAGACCGGAAGCATGTAGACCGGCAGCTGGTGGGGCTGTTCATACA

a.a. sedq. ooa L ¥ A

CD8hinge 121 AGGGGGCTGGACTTCGCC 138

[ N N
mu2CD8hinge 121 CGTGGCTTAGATTTTGCG 138

Fig. 14

a.a. seq. ¢ b I vy I w A P L A G T C G V L L L S L

hCD8Tm 1 TGTGATATCTACATCTGGGCGCCCTTGGCCGGGACTTGTGGGGTCCTTCTCCTGTCACTG 60
T I Y Y I O I A O Il
muhCD8Tm 1 TGCGACATTTATATTTGGGCCCCTCTCGCTGGCACATGCGGCGTGTTGTTGCTCAGCCTC 60

a.a. seq. v I T L Y C

hCD8Tm 61 GTTATCACCCTTTACTGC 78
et rerrr
muhCD8Tm 61 GTGATTACACTTTATTGT 78

Fig. 15
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Sequence Name
( SEQ ID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRL | 1G4-a95LY
IHYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLED | bEc (5)
LKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPAL
NDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKD | Zcyt (7)
KMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLI | 1G4-a95LY
QSSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPD | aEc (4)
PAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFAC
ANAFNNSIIPEDTFFPSPESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
Fig. 16
Sequence Name
{ SEQ ID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLI | 1G4-a95LY
HYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDL | bEc (5)
KNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK | Zcyt (7)
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWYVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLOQWFRQDPGKGLTSLLLIQ | 1G4-a95LY
SSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPA | aEc (4)
VYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACAN
AFNNSIIPEDTFFPSPESS
GSPK linker (69)

FWVLVVVGGVLACYSLLVTVAFIIFWV

CD28tm (27)

KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL

BBcyt (29)

RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

Zeyt (7)

Fig. 17
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Sequence Name
(SEQID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHY | 1G4-a95LY
SVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVF bEc (5)
PPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSRYALSS
RLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM Zeyt (7)
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMUQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSS | 1G4-a95LY
QREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPAVYQL | aEc (4)
RDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAFNNSII
PEDTFFPSPESS
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM Zeyt (7)
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
Fig. 18
Sequence Name
(SEQID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAGDMNHEYMSWYRQDPGMGLRLI 1G4-a95LY
HYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLK | bEc (5)
NVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSR
YALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK Zeyt (7)
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLOQWFRQDPGKGLTSLLLIQ 1G4-a95LY
SSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPAY | aEc (4)
YQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAF
NNSIIPEDTFFPSPESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8&tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK Zeyt (7)
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

Fig. 19
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Sequence Name
(SEQID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSV 1G4-a95LY
GAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVFPPEVA | bEc (5)
VFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSRYALSSRLRVSATF
WQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)

FWVLVVVGGVLACYSLLVTVAFIIFWV

CD28tm (27)

RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS

CD28cyt (28)

RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEA Zeyt (7)
YSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLOWFRQDPGKGLTSLLLIQSSQR 1G4-a95LY
EQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPAVYQLRDSKS | aEc (4)
SDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAFNNSIIPEDTFFPS
PESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
Fig. 20
Sequence Name
( SEQ ID NO)

MSIGLLCCAALSLLWAGPVYNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIHYSV 1G4-a95LY
GAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKNVFPPEVA | bEc (5)
VFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSRYALSSRLRVSATF
WQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEA Zeyt (7)
YSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLOQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLIQSSQR 1G4-a95LY
EQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPAVYQLRDSKS | aEc (4)
SDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAFNNSIIPEDTFFPS
PESS
GSPK linker (69)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEA Zeyt (7)

YSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

Fig. 21
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Sequence Name
(SEQ ID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLI 1G4-a95LY
HYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDL bEc (5)
KNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALND
SRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK Zeyt (7)
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLOQWFRQDPGKGLTSLLLIQ | 1G4-a95LY
SSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPA akc (4)
VYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANA
FNNSIIPEDTFFPSPESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK Zeyt (7)
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
Fig. 22
Sequence Name
( SEQ ID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLR 1G4-a95LY
LIHYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLE | bEc (5)
DLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPA
LNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt
(28)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt
(28)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKD Zeyt (7)
KMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLI 1G4-a95LY
QSSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPD | aEc(4)
PAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFAC
ANAFNNSIIPEDTFFPSPESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKD Zeyt (7)
KMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

Fig. 23
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Sequence Name
( SEQ ID NO)

MSIGLLCCAALSLLWAGPVYNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLRLIH | 1G4-a95LY
YSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVLEDLKN bEc (5)
VFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQPALNDSRY
ALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD

GSPK linker (69)

AKPTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFA CD8hinge
(30)

PR Linker (Avrll
site) (70)

KIEVMYPPPYLDNEKSNGTIIHVKGKHLCPSPLFPGPSKP CD28pec
(26)

FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)

RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)

RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM | Zcyt (7)
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

AKRSGSG linker (67)

ATNFSLLKQAGDVEENPGP P2A (3)

METLLGLLILWLQLQWVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLIQS | 1G4-a95LY
SQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPDPAVY | aEc (4)
QLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFACANAFN
NSIIPEDTFFPSPESS

GSPK linker (69)

AKPTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFA CD8hinge
(30)

PR Linker (Avrll
site) (70)

KIEVMYPPPYLDNEKSNGTIIHVKGKHLCPSPLFPGPSKP CD28pec
(26)

FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)

RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)

RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM | Zcyt (7)
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

Fig. 24
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Sequence Name
( SEQ ID NO)
MSIGLLCCAALSLLWAGPVNAGVTQTPKFQVLKTGQSMTLQCAQDMNHEYMSWYRQDPGMGLR | 1G4-a95LY
LIHYSVGAGITDQGEVPNGYNVSRSTTEDFPLRLLSAAPSQTSVYFCASSYVGNTGELFFGEGSRLTVL bEc (5)
EDLKNVFPPEVAVFEPSEAEISHTQKATLVCLATGFYPDHVELSWWVNGKEVHSGVSTDPQPLKEQP
ALNDSRYALSSRLRVSATFWQDPRNHFRCQVQFYGLSENDEWTQDRAKPVTQIVSAEAWGRAD
GSPK linker (69)
AKPTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFA CD8hinge
(30)
PR Linker (Avrll
site) (70)
KIEVMYPPPYLDNEKSNGTIIHVKGKHLCPSPLFPGPSKP CD28pec (26)
FWVLVVVGGVLACYSLLVTVAFIIFWV CD28tm (27)
RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS CD28cyt (28)
RVKFSRSADAPAYQQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKD | Zcyt (7)
KMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
AKRSGSG linker (67)
ATNFSLLKQAGDVEENPGP P2A (3)
METLLGLLILWLQLQWYVSSKQEVTQIPAALSVPEGENLVLNCSFTDSAIYNLQWFRQDPGKGLTSLLLI | 1G4-a95LY
QSSQREQTSGRLNASLDKSSGRSTLYIAASQPGDSATYLCAVRPLYGGSYIPTFGRGTSLIVHPYIQNPD | aEc (4)
PAVYQLRDSKSSDKSVCLFTDFDSQTNVSQSKDSDVYITDKTVLDMRSMDFKSNSAVAWSNKSDFA
CANAFNNSIIPEDTFFPSPESS
GSPK linker (69)
CDIYIWAPLAGTCGVLLLSLVITLYC CD8tm (31)
KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL BBcyt (29)
Fig. 25
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