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Exon(s) targeted
Receptor Knockout| Sol. Decoy | TM Decoy
hiL1R1 3-9 9, 10 10-12
clL1R1 3-9 6-10 10-12
elL1R1 3-8 g, 10 10, 11
fIL1R1 4-8 9,10 10, 11
hiL1R3 3-9 9, 10 10-12
CclL1R3 3-9 9, 10 10, 11
elL1R3 3-6, 8 9, 10 10, 11
fIL1R3 4-9 9, 10 10, 1
hTGFBR1 1,2 2,3 3-9
hTGFBR2 1-3 4 4-7
hiL6R 1-6 4-9 n/a
hiL8ST 3-8 9-15 15-17
hTNFRSF1A 1-5 5-7 7-10
hTNFRSF1B 1-6 4-7 7-10
hTNFRSF3 1-6 4-7 7-10
hTNFRSF4 1-5 4-6 6,7
hTNFRSF11A 1-6 8,7 7-10

FIG. 1
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Genomic 55 8% g 5
_ & 58 55 & sta End i £ =
et * ' F ws & ) ; CrRNA o«
coordinate © 8 & 8 g & coordinate coordinate § =
102104864 | 4 8.8 4 102104848 102184867  CUUAACCCAAAUGAACACAA | 38 E&GG‘
103184010 © 4 L1180 - 1 102164D08 102164927  GAGOCUUGULIICUGUAGAUAC 48 [AGG
102188145 | § 333 0+ D266180 102186198 AUGUGGUL UGAAMAAGCAUAGA 4
102164471 - 4 SN 02164885 102164974 UUGGURIIUGUUCCUGTUAAGG
102184888 © 4 167+ 0G48R | 102185001 UUTAGGACALIVATUALIIGCG
12165218 ¢ 5 SRR 23685203 102168282 AAGUAGAAACUADCLGUUIGH
102186179 © & 323 ¢ LINZIESIBY | 102186187  LAGBCUCAUCGUGAUGAAUG
1021681358 8 333+ JRIBEITS | 102166188  AAUGUGHBCUGAARAGEAUAG
& 354+ INZAE821E 10218623 CAUGCAULCUACACALIACUL
L) (387 o+ 1EIBE2ET - 102166256 - GUAAGUAAUAUCCUAUUACE
& 3BT o+ HZIEB23E | 102166257 CAAGUAAUAUCCUALLACCT
IJQ‘:@b@JJ 7 411 4 102158628 102168648  GAGCCCAGE UAAUONJA(JAQ
102171838 & 44,3 - 1102471834 | 102171853 AGOAAUGUCACUCAACUGET
102168658 7 418+ 102108842 102168861  GAGACAAUGGAAGUAGACUL 4
804 102164929 4 127 - 102164927 102104040 UUUGUGUUCAUGAAUCCUGE 40
102168237 ©§ K 102186225 102166244 UUGCUUGCCOAAGUAUGUGU
1aTI8eY 8 478 - 1102971805 102171914 AAUAGUCUUCCCCUAGCATU
102165282 § 277+ 40RIBBIT6 | 102185295 AUSAGUUACCUAAAULACAG
1021658396 5 S8+ 102165283 102168302  ACCUAAAUUACAGUGGUAUA
1021066180 | § 32~ 103166144 102186183  ACUUUAGUGCAGUCAAAGAY
1071828 8 438 ¢ D02I7IRN2 102171831 CAALUCAi CUGUAALIGUCAG :
102185238 © & 24+ {0HEBHIE L 10MB52  CUACCCGUUGCAGG GAGACGE: & :
0AEBI0 B 3Tt - 102186258 102168277 A&:xfﬁ\AJAﬁAUU\»LM UALCT
102171840 8 A48 - HZIFAERE  10RI7I857  AGUAAGCAALIG At‘;i}(}»’\&\w_
102171837 - 8 ATE + 102171881 102171900 GAU(nAA(yAﬁ.:(xACLL;A(nUu
102154844 4 P . D IDZE4842 100154861 i.iCAUUUC}GGUUAAGAGG}\CA 4
ID2EIR50 4 138 Bt - 10R154B48 | 102184867 UUGUBUUCAULVGGRBUUAAG
102154881 4 288 BT+ 64868 102164884 QCUGCUAAGGUGGAGHAUUG &
AEH003 4 291 17+ ’5();'“?)4‘)?7 102185006 GACAUUACUAUUGCGUGGLA
1OIB520 0 6 402 1238 - 02165218 | 102185237 AGUCCHCCEUCUCTUGTAAD
12165221 0§ 403 2'5b - 102168218 102168238 AAGUOCUCCHUICUCTUGTAA : 55 ¢
1021688843 CIDZIEBE2Y | 102188840 UUAGCUGGGOUCACAAUCAT &

102164470
1G21H5175
102165248

2186230

258 ?b.ﬁ < 102184968 102164987 CQUUGBARUCCUCCALCULAGH
' 1005198 UBUGCAULAUAACAUAAGUY

102168251 AGGALUUGUGUGCCOUUALA
: 103186233 UCAUGCAUCCUACATAUALY
ETees 7&7&»: 102173801 AUGUGUALUCUUGGUAARAAL

(AR A 8
(7] o
oy &
i v

62

jen3

e

o An
@

N2TIBL 8 BY M8 -

102157776 4 82 3+ 102187760 10215777 UCUACUGAULUUCLIUCUCUGH !
102164632 - 4 220 028 - HEIBAR30 | 102164848 CUCLUUGUGUUGALGAALLC! 40 1TGG
12184074 1 4 282 1183+ 10264658 102184877  GUUUGUUCTUGTUAABGUGS 4§
102168253 827 387 - FIBERT | 1021608270 AAUUCHAUUACTCGGGUAAY
1021650814 674 383 - 102168612 | 102168631  CUCACAAUCALAGGCLULGY

102171853
102171808
102171899
102184877

+ A02ITIBAT  IDAITI856  AGUUGAGUGACAUUGGUUAC ¢
47O+ 102171882 102171801 AUGAAGAUCACCCAGUGCUA

B30 4B+ 102171883 IDMTINZ  UGAAGAUGACCCAGUGCUAG

+ 102164081 102164880  AACACAAAGGCAGUALAACH

N

Lo B B & SRR CR R s I v B o AR I ¢
=y
2y
(433
]

102‘;64925 213 302184000 | 102164028 | UAUCUATCAGAACAAGCCOUCT
1021858300 302 223 . 102185198 102185217 GOGUAGUUUCUGQUUARALA !
102166147 §21 305 102166131 10466150 - CUUGACAAUAUACACUUUAG
102166381 625 371 - 102166280 | 102160278  CAGUAAUAAAUUCUAUUACT
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Genomic 55 8% o 5
_ & U2 5§ £ st End _ g =
et * ' F ws & ) ; CrRNA o«
coordinate © 8 & 8 2 & coordinate coordinate § =
1021088637 | ¥ 88% 4086 - 102168635 | 1021608654  CUUCCALIUGUCHICAULAGCU 40 GGG
WATIR0G 8 730 1427 - 10274807 | 102171826  AUUACAGAUCAAUUGUALICU | 25 GGG
102172724 1 9 &7 B3 - 0217V 102172741 UAUAUUAAGCACUGUGAUGA & 3G
WYY B B S44 - AQ2IT2TES 102172784 UUCUUGGUAAAACAGHUAAA | G
102188857 | 7 718 418+ 02168841 | 102186860  UGAGACAAUGGAAGUAGACY :
natesets 7 B3 394 - 02108513 102188632 GCUCACAAUCATAGGCLRINNS 5
1O71813 1 & 8B4 488 + 02 102171818 UGCUAGGGGAAGATUALUAL
RMTI08 08 B&t 804 4 17T AAAAUCCUGCAAALAAAAGA
FANTA7I8 4 882 522 + 10372742 CAUCACAGLGTUUAALAUAL
2172793 08 848 353 - 0TS0 AUCUAUACCAUGUGUAUUCH . 3
102154068 | 4 256 | 15+ 02164857 | 102184871  ACUUUGHBULBUGUULCUGCUA & :
102165135 1 5 37 85 - 2IB5133 102165152 UUGCACUUAUUUUAAUUGUG ;
102171865 & 786 | 46 + 102171848  10R171888 UUGCUUACUGGAAGUGGAAL
102171888 - 8 810 478 - 1ORTIBGE0 10271010 UAAUAGUTUUCCCTUAGCAL 4
| 102185225 § 407 228 + 102965200 102165228 AAACUACCCOUUGCAGGAGA
102168276 & 680 38+ 102186260 102166279 GUAAUAGAAUUUAUUACUCU
102168638 | 7 696 407 - 102168636 | 102168655  ACUUCCAUUIGUCUCAUUAGC
102171864 8 7385 459 »+ CO2TI84R  10MITIBAT  AUUGCUUACHGGAAGUGGAA ¢
10MSTTE0 3 BG | 33+ 102957704 102157783 CUGAUUUCUUCUCUGBAGGC: B
102164845 4 133 78 - 102164843 | 102184862  UUCALUUUGCGUUAAGAGCAT
WOMMTIBI0 8 731 1427 - 102179808 102171837 CAULIACAGAUCAAULIGUAULC {
102171858 8 780 1456 « 02171843 | 102171862 GUGACAUIUGCULIACUGGAAG 41 ‘
RTS8 8T8 B3 - QRITETES 102173742 AUAUAUUAAGCACUGUGAUG 3
102188127 1§ 801 203 . 1D296B12E 102166144 U HIAUALIUGUCAAGAAGUAG
1021720 08 8BS & - 102972700 102173719 GUACUCCULICUIBUGUUILGC
348 129 o« 1] TOSFFIE - AGCUCUACUGALRIUCAHRIUC
5337 197 4+ 102165158 UAAAAURAGUGCAARAUULIG | 2
G 47 127G Rl 1085308 ADCULIAUALCACLIGUAAUULL. &
02FRIHT 8 BE) 455 4+ T2 102173600 UGUUIWUGLCAAGAAUACACA | 3E
1E217E856 |11 1284 TART + H0ZITSER0 | 102175638 UGHAAGGGAUGACUACGURNE
02175640 11 1288 758 + 102178624 102170043  AGDCAUGACUACGULIGGHEGA: B8 ¢
102176437 12 1388 812 « [ 1DZ1FB42T 102176440 ACAUCAGGCUUCAGCUIGECU . &
TTBATE 12 1433 8332 - 102376470 102178489 CUGAACAAGAGCALIUAUACA ' !
102176563 112 1544 Q0% . I0ZITBEST | T0RTESID  GUBUARAGUCCOCUGAGIAG: 8% ¢
102178534 12 1545 1804 4+ CAGRITEDTS 102176557  AUGGGOOUAUCCGCUBGUICA |
AO2176545 12 1548 1804 ZATBETE 102176588  UGGHGUUALICCGCUGGUCAG

CAIITESH  1021TE810  CUGGUICABGGHACULIVATAC 5¢
12176508 12 1858 812 CH0ZATBEYZ 102176611  UGGUUAGGGGACULUACACA
102175895 11 12538 : 733 AG2ITESTS | 12175588 GAGRUCUIGGAAAMACAGU:
1O2175468 11 1158 876 - | WZ17SM0E | 102175518 AUATAGUAUALALGCRUCAU
102173825 11 183 832 + 102975508 102175528 ACUGUAUCCAAAGACUGUIUG ¢
12175634 11 1292 7RE + Q2175618 102175637 UAUGGAAGGGAUGACUALGU
102178621 12 1572 818 - 1GITEBI8 102176638  AALCUUGUCULIUGTAGACUG: ¢
+ 1024174678 | 102174687 UGACAULIGUGCUUUGGUACA 40 G
102175635 11 1203 758 4 1 10247ES10 102175038 AUGGAAGGGAUGACUACGUU ¢
+
A

fon]
Py
-y

102178607 12 15588

doi4 4 A

1176588 12 1839 W0 102176572 102176591 AGAAACAUGRGGRCUAUCLGE
102176440 12 1391 813+ 1102176424 | 1708443 UCAGGCUUCAGCUGCLUGES
102174700 10 1114 BRI - 102974707 02174720 UAUUGGGAGAAAAUCAUAGE !
102178534 11 1182 801 ~ 10217E508  10MTA527  UACUGUAUCCAAAGACUGUY
102175520 1 1187 694+ 1102175513 102175532 UAUCCARAGACUBUUGGGGA

FIG. 26B



SEQID NO:
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(#2308 0N

102176718

WO 2023/141531

Genomic
cut
coordinate

102175548
102176436
102176488
102178577
102176593
102178630
102176648
102175620
102174587
102176523
102175616
102176636
102174693
102175821
102175876
102175621
102176432
102176552
102176576
102175530
102178422
102176484
102475581
102175582
102176533
102176575
102174725
102176512
102176514
102172833
102174808
102174802
10
102176750
102176732
102176669
102176701
102476715
102176662
102176674

102178748

102176887

102176714

2176753
102176672

position
CeBseut
yis ke position %

Strand

~
&

)

o -
by

o
<3

o
S T R T S S R A S

Start
coordinate

102175544
102176420
102176472
102176561
102178577
102176614
102178832
102175804
102174871
102175507
1021756800
102176620
102174677
102175519

102175880
102175605
102178418
1021765880
102176560
102175514
102178408

102176488
102175572
102175566

102176531
102176558
102174708
102178510

+ 102176498

102172817
102174582
102174800
102176751
102176656
02178734
1021768717
102176867

- 1021768698

102176692
162176860
102176872

102176716
021786733
1021756685
102176712

50/183

End
coordinate

102175563
102176438
102178491
102176580

102176596

102176633
102176851
102175633
102174680
102175528
1021756819

102176638

102174696

102178538
102178579
102175824
102175435
102178569
102176579

102175833

102176425
102176487
102175598
102175583

102178580
102176578

102174728

102176528
102176517
102172836
102174811
102174812
102176770
102176675
102176753

102176736

102176686
102176718
102176718
102176879
102176831
102176735
102176752

102176704

102176731
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crRNA

CACAAAAAUAUCACAGUCAG
AACAUCAGGCUUCAGBCUGGEC

UAUAAUGCUCUUGUUCAGSGA
AUUCAUUAAGCAGAARACALG

CAUGGGEGCUAUCTECUGGUC

GACCACAGUCUGCAAAGATCA

CAAGGUUCUGGBAAGAALIGUC
AUAAGCUGUUCAUUUAUGGA

UCAAGAUUGACALUGUGCUY.

AUACUGUAUCCAAAGACUGU
GGAUAUBRAGCUGUUCAUUUA
AGUCUGCAAAGACAAGGUUC

JUUGACAUUGUGCUUUGGUAT

GACCCULICCCCAACAGUCUUY

UGUGUUUAAAGUCULIGCCUG
UAAGCUGUUCAUUUAUGGARA
CAGAAACAUCAGGCUUCAGC
UUAAUGAAULUUAAUCGAUUC
AAULUCAUUAAGCAGAAACAU

AUCCAAAGACUGULIGGGGAA

AULUUAGUCAGAGAAATAUC
CAUGUAUAAUGCUCUUGUUC
CACUGUUUUUCCAAGACCUC
UARAGUCUUGCCUGAGGUCU
CUGGCAUULULICUCAUAGUCY
AMAUUCAUUAAGCAGAAACA

UAUGAUUUUCUCCTAAUAAA

GGAUUULICUCCAGCUCAAGC
UASAGUUGUCCUGCUUGAGC
VAUAUCCAGUUAAUAUAUCC
AARUUUCCAGAAGCACAUGAU

AUAUACCAAUCAUGLIGCUUC

ACUUCUCCAUGCUACCCGAG
ACCACAUGCCAGUCCAGCGA
GAGAGGCUCATGUGCTUCUC

UAAGGAGARAACUGCAAAGAG

GAAGGUGACCGUCGCUGGAC
UAGLIGGCUGGUGACAGUAAC
GUUACUGUCACCAGCCACUA
ACCHBUCGCUGGACUGGTAUG
UAGAUGAAGGUGACCBUCGC
UCUUUGCAGUUUCUCCUUAG
AGAGAGCGCUCACGUGTCUCY

AGUAACUGGUGUUUAGAURA
UGCAGUUUCUCCUUAGUGGC
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Bisscore

nookout
Aok
nas ket
Boe kot
s Raest
noskout

Ao ke

s Nnon koot

8 Knogkoud

po R
%

]

Koo kent
Wnockout
SR G T
3 Wnookout
Kaogkoud

3
PSR 5

P

Nrios kot

3 Knookout
88 Knnokowt
3 Mnookout
Koo kot

82 Bnopieat
Knockout
Krnokod
¥noekout
Kaagikowt

NG KRG
Konaiowt
Kriookaut
Kupoka
Fnockoat
3 Knockoa
Broskaut
Kaogkout

oo

o

o

oy

g
l\"j g D

‘Braoskant

Knockout

$ 2 Koo kot
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SR

Kanoko

SEC 1D MO
Cenf Motifs
Bioscore
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%

730

)
3 &
~n
F23%
Gvoin
SRS IEe]

Faz 2 Knsokout
733 2 REaockowt
734 BN
T35 RE Krtokanss
Ti8 Knockout

737 Hnoghma
735 Y Kesaokent
T4Q N

SOORGR

S
I e

RGEROU
o8 RR

g g
g
RS

.~
&

ook

£
745 aokout
748 DKo
747 {oohoit
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748 okout
50 THog
754 8 ¥t
75 o 42 AOEKOW
752 2% W 3 M wEy ek
2654 176 %\\\\\\\\\% o0 sookes
755 : NOoKQU

TES Py {3 \ 7 %mﬁmmam-mwﬂ ASCTY rerspies
780 A8 ? : TR 3 B S

derntane-bournd decoy receplo
Sembyrane-Dount decoy recenior

784 oy ane-Sea g deooy tscepiny
i) <

788 tambvane-bowrst decy resepter
%7 Rembrans-orsd dEoy cey
788 feratvane-bound decoy renaplor
788 damtane-hourd dacy ressEnter

ARt Ane-Loundd Aoty retapiet
fembrane-boandd decoy recepioy
Sernhrans-tond decoy scepdor
At ane-bound detsy reapta
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e Ehe ]
i g

T A0y
778 fermovans-bound decay recaptor
FYG 86 83 f% 70 188 85 Mamirane-howrd desty recepior
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7

71 82 80 7

Membrane-boung decoy recepior
Membrane-bound decoy receplor
Membrane-bound decoy receptor
¥ D
Membrane-bount decoy receptor

ambrarg-houns Secoy receptar
2 Mermbrare-hount decoy receptar
Mambrare-hound decoy receptor
2 Mambrane-bound decoy receptor
Membrare-bound decoy receptar
Mermbrang-bound decoy receptor
Mambrane-bound decoy recaptor
Mambrana-hbound decoy recapior
ambrans-bound decoy rmesplior

ambrane-bound deccy moaptor
ambsans-bound decoy rcaping
Mambrane-bound decoy racepint
Membrana-bound decoy recaglior

smbrane-bound decay recapior
Membrane-bound desoy recapior
Membrane-bound decay recaptor
Membrane-bound decoy recepior
embrane-bound decoy recepior
S8 Membrane-boung o

0¥ Tecepter

M Membrane-boung dec

0y recepter
Solule dacoy recapier

Sohde dacoy ren

\\\:Soim§e dacoy resa

Wildtypa-ike
Whldtypea-ike
Whidtypa-ike
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o , £

Z Genomic :

=) cut i § ?'; Ste%rt End CrRNA % §

g coordinate M g coordinale  coordinate {t; o

wn 5 < :

825 40844041 4 . 40844038 40844087 CAGUAAGACACCUAUAUCUA 35 TGGE

828 40844027 4 0 - 40844024  40B44043 ¢ UAUCUAUGGAAGUAGACUICU 38 AGG
238981 4+ 40843865 40843884 CCCGAAUCCUCCACCUUAGE 80 AGG

, 4. 40843978 40843997 GUGBUUUGUUCCUGCUARAGG 50 TGG
820 40842048 4 . 40843046 40843965 GACAUUACUAUUGUGUCGUA 35 AGG!
830 40843776 5 + 40843760 40843778  UCUGUGUUGUAACACAAGUL 35 AGG
831 40842574 6 - 40842571 40842580 CAUCAUAGCGAALGUGACUA 40 CGG
B32 40842564 6 . 40842581 40842580 AAUGUGACUACGGCGCAUAA 45 TGG!
§33 40842863 6 - 40842560 40842579 AUGUGACUACGGCGCAUAAU 48 GGG
834 40842519
835 40842506

836 40842505
837 40844000
838 40844173
830 40844041
840 40843971

g 40842503 40842822 GGUAAUACGAUAUUGCUUUC 35 CGG
&
4
4
4
| 4
841  ADB44111 4
4
5
5
<]
3
4
5

4
- 40842503 40842522 GAAAGCAAUAUCGUAUUACC 35 CGG!
. 40842502 40842521  AAAGCAAUAUCGUALILACCC 35 GGG
- 40843997 40844016 AUCAGCACAAAGAUAAACUG 35 TGG
- 40844170 40844188 UCCUUUUAAMAGAUACAUGUG 30 AGG
+ 40844025 40844044 GAGUCUACUUCCAUAGAUAL 35 AGG
. 40843968 40843987 CCUGCUAAGGUGGAGGAUUC 55 GGG
+ 40844095 40844114  UUGGGUUUAAAAAACAUGCA 30 CGG
- 40843975 40843994 GUUUGUUCCUGCUAAGGUGG 50 AGG
. 40843724 40843743 AAACUACUUGUUGCGGCAGA 45 TGG
- 40843650 40843650 UCCCAAMAUACAGUGGCAUA 40 AGG
- 40842525 40842544 GOAGCAUUUUAUACAUACUC 35 CGG

845 40847110 - 40847107 40847126 AGAAUALGAMAGAGUUACUC 30 AGG

847 40843984 4 . 40843981 40844000 ACUGUGGUUUGUUCCUGCUA 45 AGG
_____ 848 < 40843660 & . 40843657 40843676 AUGAGCUUCCCAAAAUACAG 40 TGG!
- 40843701 40843720 ACAACUUGUGUGUCCUUAUA 35 TGG
- 40842546 40842665 CAUAAUGGGAMAUAUACUUG 30 TGG
- 40844085 40844104 UUAAACCCAAAUGAAGAGAA 30 AGG
. 40844072 40844031 AAGAGAAAGGCACUAUAALL 30 TGG
- 40843969 40843988 UCCUGCUAAGGUGGAGGALU 50 CGG
- 40847063 40847082 CUCALUUCUUCUCUGGAAGC 45 CGG
+ 40844076 40844095 AUAGUGCCUUUCUCUUCAUU 35 TGG
. 40843731 40843750  UAAACAGAAACUACLUGUUG 30 CGG
+ 40844077 40844098 UAGUGCCUUUCUCUUCAULU 35 GGG
+
+

842 - 40B43978
843 40843727
844 | 40843653
845 40842528

849 | 4DB43704
8§50 40842548
851 40844088
CBBZ 40844075
853 | ADB43BTZ
854  40B47068
855 408440092
 BBG 40843734
857 | 40844083
858 40842631
_____ 889 40844149
_BBO 40847073
861 | ADB43GE2
882 | 40B42612
853 40843818
B4 40843661

40842615 40842634 UUUAUAUUGUCAAGAAGCAG 30 AGG
____________ 40844133 40844152 GCAGAUGAAMCUAMAAUUAC 390 TGG
40847070 40847089 AGCUAUACUCAUUUCUUCUC 38 TGG
40843646 40843665 ACCUUAUGCCACUGUAUUUU 35 GGG
40842809 40842628  CUUGACAAUAUAMACUUUAU 20 TGG
40843800 40843819  UAGCAGUUAUUUUAAUUUUG 20 AGG
40843645 40843664 UACCUUAUGCCACUGUAUUU 38 TGG

L SRINE. N

FIG. 27A



SEQ 1D NO:

- 40842480
- 40840189
______________________ 40835072
40834192
- 40835023
40834184
40834223
...................... 40831348
- 40830327
| 40830310
____________________ | 40830309
- 40830217
1 40830216

40830202
40830212
- 40829204
- 40828073

WO 2023/141531
 Genomic .
cut g
. coordinate w
C 40842488 B
................... 40842497 B
40840184 7
40835118 8
CAGB3IBI0G B
________________ 40834157 9
40840198 7
40840184 7
40835063 8
CA0B24164 B
40834145 B
40835044 8
40840151 7
L ADB3b0BY 8B
F 40835064 8
40835032 8
40840170 7
F ADB3508Y B
C40B34163 8
4084052 7
40835029 8
40842483 B
40840188 7
40835075 8
40834208 ¢
S A0B25026 8
................... 40834197 9
40834238 9
40831351 10
CADB3033G N
40830326 11
40830325 11
40830226 1
L ADB20219 1
40830218 11
40830215 11
ADB2OE20 12
- 4080076 12
40820074 12
C 40820070 12

FUIE S ERREE T N PO B

40840161
40835102
40835097
40840185
40840178
40835080
30834148

Start

| coordinate

40842482

- 40842481

40834141

40834142

................... 40835041
40840148
- 408350686

- 40835081

40835028

- 40840154
- 40835071

- 40834147
| 40840148

40835026

- 40829058
40828054

55/183

End
coordinate

40842501

40842600
40840180

40835121

40835116
40824180
4840214

40840197

40835079
40834167
40834161
40833080
40840167
40835085

40835080

40835048

40840172
408356080
40834168

140840188

40835045
40842499
40840188
40835091
40834211
40835042
40834213

40834242

40831367

40830348
40830328
40830328
40830236
40830235 |
40830221

40830231

40829223
40829092

40829077
40828073

FIG. 27B

CrRNA

AGUAGUAAGUUCUAUAACCC
UAGUAGUAAGUUCUAUAACC

GAGUCCAGCUAAUGAGACAG

GUUGCACAGCAAUUGUAGCU |

CAAUUGCUGUGCAACGUCAG
AUCUGUAUUCUUCGCUACAL

CAGAAGAACACAAACCUGUG

CUCACAAUUAUAGGC CUCAC

UUGUCUACUGGACGUGGAAU
VUCUUCGCUACACAGGUARA
UGUGUAGCGAAGAAUACAGA
UGGGBUCAUCAALILIGAUAUAG

GAGACAGUGGAAGCAAGUUY
GUGACUUUGUCUACUGGACG
UUUGUCUACUGGACGUGGAA
UGAUAUAGAGGBACUCAGUGC

GCUUCCACUGUCUCAUUAGC

AGUAGACAAAGUCACUALAG
AUUCUUCGCUACACAGGURA
UGAGACAGUGGAAGC AAGLIU
UAUAGAGGACUCAGUGLLIGG

GUUAUAGAACUUACUACUAU
UUAGCUGGACUCACAALIIAL
ACUUUAGUGACUUNGUCUAC

CACUUCUAAAAUALUAAGTCA
AGAGGACUCAGUGCUGGAGG
CAUGCUUAAUAUUUUAGAAG

GUACUCULUCUUUUUUUUGA

UGACAUUGUGC DUUGBUACA

ACUAUACCCAAAGACCCUUG
AGAGGUGGACCCUUCCTCAA
UAGAGGUGGACCCUUCCCCA

AUGCGARGGGAUGCTUAUGUU
UGGAAGGGAUGCCUALIGUUG
ACACAUACCUUCCCTAACAU
AGGCAUGCCUAUGUUGGGGA
GOUCUUCAGAAGAALUCCCC
AGAAACAUGGGEGCCAUCCGE

APAGUCCCCUGBACCAGUGGA

UGCUAAMMGUCCCCUGACCAG |

PCT/US2023/060939

GC content
PANM

25 TGG!
60 AGG

45 AGG
55 AGG
50 AGG
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2 | Genomic - :

a € B stan End g =
a cut it 5§ coordinate coordinate crRNA 3 =
2 coordinate ¥ @ e o =
W &

3348 40829070 “32 - 40820087 40829085 AUGGGGCCAUCCGCUGGUCA 85 GGG
3348 40820088 12 - 40829066 40829085 UGGGGCCAUCCGCUGGUCAG 70 GGG
3350 : 40830260 11 40830257 40830278  GAGGUCUUGGAAGAACAGUG 50 TGG

3351 40828226 12 . 40828223 40829342 CAUCAGGAUUGGGCUGCCUG 50 GGG
3352 40830326 11 - 40830323 40830342 UACCCUAMAGACCCUUGGGGBA 55 AGG
3363 40829286 12 - 40829283 40820302 AGGUAGCUAAUGAAAACAUA 30 AGE
3364 40830331 11 . 40830328 40830347 UACUAUACCCASRAGACCCUU 40 GGG
3355 40830332 11 - 40830320 40830348 AUACUAUACCCAAAGACCCU 40 TGG
3356 40828071 42 . 40820068 40829087 CAUGGGBGCCAUCCGCUGBUC 70 AGG
3357 40830235 11 - 40830232 408302581 AUAAGCUGUUCAUUUAUGGA 30 AGG
3358 40831358 10 . 40831355 40831374 UCAAGGUUGACAUUGUGCUU 40 TGG
3358 40830241 11 - 40830218 40830237 UAUGGAAGGGAUGCCUAUGU 45 TGG
3360 408303568 11 + 40830340 40830358  GUAUAGUAUGUAUGCAUCAU 30 AGG
3361 40831352 10 - 40831349 40831368 UUGACAUUGUGCUUUGGUAC 40 AGG
3362 40828087 12 . 40829084 40829103  AUUCAUUAAGCABAAACAUG 30 GG

3383 40820151 12 40828135 40828154 GGAUUUUCUCCAGUUCAABC 48 AGG
3364 40830334 11 + 40830318 40830337 ACCCUUCCCCAAGGGUCUUY 55 GGG
3365 4&83‘2328 10 - 40831317 40831336 UAUGAGUUUCUCCCCAAAAA 35 AGG

- 40830236 40830255 GGAUAUAAGCUGUUCAUUUA 30 TGG
: 40830276 40830208  UGUGUUUAAMGUCUUGCCUG 40 AGG

- 40B30270 40830280 UAAAGUCUUGCCUGAGGUCU 45 TGG
- 40830231 40830250 UAAGCUGUUCAUUUAUGGAA 30 GGG

3372 40830325 11 - 40830322 40830341 ACCCAAAGACCCUUGGGCAA 55 GGG
3373 40829180 12 - 40829177 40829196 AAUGUACAAUGCUULUGUUC 30 AGG
3374 40830333 11 + 40830317 40830338 GACCCUUCCCCAAGGGUCUU 60 TGG
3375 40820176 12 . 40828173 40829182 UACAAUGCUUUUGUUCAGGA 35 TGG
3376 40829244 12 + 408297728 40829247 AGCCCAAUCCUGAUGUUUCU 45 GGG

g - 40829085 40829104  AAUUCAUUAAGCAGAMACAU 25 GGG
3378 40829243 12 + 40829227 40829246 CAGCCCAAUCCUGAUGUUUC 50 TGG

+
379 4*"8302:*3 11+ 40830257 40830276 CACUGUUCUUCCAAGACCUC 50 AGG

i . : &) o )
+ 40831 383 40831322 ACAACAUUGUACCUULUUUG 30 GGG
40829114 40829133  CUGGCAUUUUCUCAUABUCU 40 TGG

3383 40829150 12 - 40829147 40828166 UAAAGUUGUCCUGCUUGAAC 40 TGG
3384 40828227 12 . 40829224 40B29243 ACAUCAGGAUUGGGCUGCCU 35 GGG
3385 40829083 12 - 40829086 40829105  AAAUUCAUUAAGCAGAAACA 45 TCG
33868 40830308 11 + 40830292 40830311 CACAAAAUAUCUGAGUUAG 30 AGE
3387 40820258 12 - 40829255 40829274 CAGAAGACUGAUCAUCAUUU 35 TGG

FIG. 27C
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. Genomic
: cut g
. coordinate W

Start End

coordinate  coordinate cTRNA

SEQ 1D NO:

B Strand

GC content
PAM

Ezi('}\"3.339239 40829258  AUUUUGGUCCCAGAAACAUC 40 AGG
40830371 40830380  UUUUCACCUCUAGCUUCAGA 40 TGG

3388 40820242 12
13380 40830374 11 - 40830371 40830390 UUUUCACCUCUAGCUUCAGA 40
3390 40831317 10 + 408313071 40831320 AUACAACAUUGUACCUUULL 25 TGG
3391 40829306 12 - 40829303 40828322 GUCUUUUUCAGACAUUGUUG 35 AGG
3397 40831318 10

3393  40B29228 12

3

]

+ 40831302 40831321 UACAACAUUGUACCUUUULU 25 GGG
- 40829225 40829244 AACAUCAGGAUUGGGCUGCC 55 TGG
3394 40829104 12 + 40829088 40829107 UUUCUGCUUAAUGAAUUUAA 20 TGG
3395 40831375 10 - 40831372 40831391 UUUCAUCUACAAAAUCUUCA 25 AGG
3396 40829111 12 + 40829005 40829114 UUAAUGAAUUUAAUGGUUUC 20 TGG
3307 40829056 12 - 40829053 40829072 UGGUCAGGGGACUUUAGCAA 50 GGG
3308 40829057 12 - 40829054 40829073 CUGGUCAGGGGACUUUAGCA 55 AGG
3399 40829016 12 - 40829013 40829032 CAAGBUUCUGGAAGAACGUC S0 AGG
3400 40829028 12 .

3401 40829034 12 -

3402 40834109 9 -

3403 40831437 10 -

3404 - 40831450 10 +

3405 40834114 9 ¢

/3408 40829003 12 - 40829000 40829013 GAACGUCAGGUACCAL >
3407 40828995 12 - 40828992 40829011 GGUACCACAUGCCGGUCCAG 65 CGG
3408 40828945 12 + 40828929 40828948 CGUCUUCGAGUCUGGCCUGG 85 TGG
3409 40829001 12 + 40828985 40829004 GCUGCCGCUGGACCGGCAUG 75 TGG
3410 40828942 12 + 40828926 40828945 CAGCGUCUUCGAGUCUGGCC 65 TGG

+
+
+
3411 40828994 12 + 40828978 40828987 GAAGGUGGCUGCCGCUGGAC 70 CGG
+
+
+

40829025 40828044  AAUCUGCAAAGACAAGGUUC 40 TGG
40829031 40828050 GAUUGCAAUCUGCAAAMGACA 40 AGG!
- 40834108 40834125  UAUAUCCAAUUAAUACAUCC 25 AGG
40831434 40831453 GAUUUCAAGAAGCACAUGAU 35 TGG
40831434 40831453 AUCAUGUGCUUCUUGAAAUC 35 AGG

40834098 40834117  UUUUACCUGGAUGUAUUAAL 25 TGG
40829000 40820019 GAACHBUCAGGUACCACAUGE 58 CGG

3412 40828969 12 + 40B28053 40828972 CAAGGACAGAGACUGGUGUU 50 TGG
3413 40828837 12 + 40828921 40828940 CUCUGCAGCGUCUUCGAGUC 60 TGG!
3414 40828979 12 + 40828963 40828082 GACUGGUGUUUGGAUGAAGG 50 TGG
3415 40828976 12 + 40828960 40828070 AGAGACUGGUGUUUGGAUGA 45 AGG
3415 £ 40828308 12 - 40828065 40828974 CAAACACCAGUCUCUGUCCU 50 TGG
3417 40828962 12

3418 40828051 12
3419 40828950 12
3420 40828989 12

40828946 408289685 UGGUGGCCAAGGACAGAGAC ©C TGG
40828935 40828854 CGAGUCUGGCCUGGUGGCCA 70 AGG
- 40828947 40828966 AGUCUCUGUCCUUGGCCACC 60 AGG
- 40828973 40828992 UGCAUGAAGGUGGCUGCCGC 85 TGG6

+ i 4

FIG. 27D
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Knockouwt
Knookowd

SEQ 1D NO:

827
828
829
a3
» } Knockout
y Knockout

Knockout

Knockow
Knockowt
Knockout
T Knockowt
Knackaout
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Knockout
Knockout

Kriockout
' Knockowt
Knockout
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Knockowt
1 Knockout

FIG. 27E



WO 2023/141531 59/183 PCT/US2023/060939

)

77

Graf motifs

nockaout or soluble decoy recepte
(nockout or soluble decay recapte
nockout or soluble decoy recepte
nockout or soluble decoy recepls

nockowt or solubls dacoy racepte
Knockout or soluble decny recapic
3y Knookout or soluble decoy recepto

S Knockout ar soluble decuy recepta
wnockout or soluldle dacoy receplo
X Knockout or soiuble decoy receptn
Knockaut 6?56'&(1&5déééj&"r’é;é';iio
8 Kniockout ar soluble decoy recapts
% Krnockout or scluble decoy recepto
i Knackaut or saﬁubie dacoy recapéo

4 Knockout or soluble dacoy m»::epto

Knockout ar soluble decoy recapta

Y Knockout or soluble decoy receptc
¢ fe t

; Kmak{' utor soiuti»‘* g wy rm,epto
3 Knockout or seluble decoy recaplo
8 Knockout or soluble decoy receptu
Gkaut of soluble t}er‘oy racepto
nockeut ar soluble decay recapte
Jembrane-bound decoy raceptor

fembrane-bound decoy recaptor
dembrans-bound decay recepior

fembrane-bound dacoy receplor |
fembrana-bound decay recaplor

fembrans-bound decay receptor
mirane-bound ducoy receptor |
1 Membrane-bound decay recepior

Memibrane-bound decoy receptor |
Membrane-bound decoy resaptor

mbrane-bound decay receptor
demiwane-bound dacoy raceplor
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\ N

\‘: IR RO N T R AR
3348 t 74 Membrane-bound decoy receplor
3348 Mambrane-bound decay receplor
3350 51 3 5% OK 82 Membrans-bound decoy receptor
3351 2 2t ; 73 & 36 OK Membrane-bound decoy recepior
335z 7 39 3 4 ; 4 Membrare-bound decay receplor
33583 ; 2 4% K 5% 58 Membrane-bound decoy receptor
3354 : : 1 Mambrane-bound decoy receplor
3385 {o8s 7 K& fMembrane-bound decoy receplor
3356 R 7 7% 7 e NN O % 58 Membrane-bound dacoy receplor
3357 > iR Mambrane-bound decoy recepior
T 7 Membrane-bound decay recepior
Membrana-bound dacoy reneptor
Mambrane-bound decoy receplor
5 Membrane-bound decay receptar
» Membrane-bound dacoy receplor
Membrane-bound decoy receplor
Membrane-bound decay receplor
Membrans-bound decoy receptor
Membrane-bound decoy recepior
3 Membrane-bound decay receptor
Membrana-bound decoy receptor
Membrane-bound decoy receptor
fMembrane-bound decay receptor
Membrane-bound decoy receptor
2 Membrane-bound decoy receplor
¢ Membrane-kound decay receptor
Membrana-bound decoy receptor
Membrane-bound decoy recepior
0 Membrane-bound decay receplor
Mermbrare-bound decoy reseplor
Membrane-bound decoy receptor
Membrane-bound decoy receplor
fMembrare-bound decoy receplor
Membrans-bound decoy receptor
HMembrane-kound decay receplor
Membrana-bound decoy receplor
38 Membrane-bound decoy receptor
Membrane-bound decoy recepior
Membrare-bound decoy recapior
Membrane-bound dacoy receplor

SEGQ 1D NO:
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g
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Membr ane-tound ducoy 1
NMembrana-boun dicoy rese
RMermbirana-bound dicosy i
RMernbrane-bound duosy
erabrane-bound decoy
‘erobrane-bound decoy “esemar of ¥Wildiyoe-ke
viembrane-bound decoy recesiar or Wildiype-like
Mambrane-bound desoy receplor of Vildtype-like
Mambrane-bound decoy receplor o Vildiype-like
28 Manibrane-bound denoy recapior o Wiliityde-like
L Soluble deoay receptor

8 Soluble deooy reseptor

82 Soluble desoy receplor

&1 Qoluble desoy receptor

lidtypadikag

57 Wil d*yp«-* im-x
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7 697 466
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7,596,108
7 598 186

7.598.407
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7 ERL6TR

7 586657

7.697 480
7897 17

s
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P S N}

L
s
&

End
coordinate

TEOT. T
7.693,663
7,701,554
7 507 486
7,807 407
7,803 678
7680 784
7 698,243
7 698,105
7,697,578
7,887,183
7,806,148
7,806,106
7 693 6682
7658, 731
701,583
7,701,548
7,597,485
7 887 220

78983 8092
7696185
7.698.128
7,696,113
7,506,184
7 893 681

62/183

crRNA

AUGAGUUACCLGARRUACAG
UUAACUGCACULACGAUCAG
AAACCUGGUGUGCUCUUIGCA
GAGUCUCGUUCCAUAGACAC
GACAUUACUAUUGUGTAGUA
GAGUCTAGUUARUGAGACGA
ACAUUGCUUUGTAGGAICSC
UALIGUCGAGANZUAGAGGH
SAGUSAUAAGUCCUALIRALC
CUGCAUAUGAAAUUGACGUY
UUUACACAGAARCUACICCH
CAUAUAUCCUACACAC AT
AGUAAUAAGUCCUAUAALCC
GAGACGAUGGARGUGGACUY

AHACUGACUUUGUGUACUGE

VUGLAAGAGLACACCAGGUU
CAGLCUUGUARGAGTACALT
UBUICUAUGGAACGAGATUCU
UGUGTALUGUAACALAALUC

3 ACCOGAARUACABUGGUAUA

GAARACARUAUCCUAUUACE
CUCACBAUCAGAGGCUUCGY
AAUGUGACAGAAGLGUALAA
AASACAAUAUCCUAUUACEDS
AGUCCUAUAACCLGRGUAARY
AUGUGACAGAAGCGCAUAAA
ACUCACGAUCAGAGTCIIICG
UAUGACUCUUCCALCAGUACY
CAGCGAGACACTUGUGUCUA

GUUUGBUUCCUGTUAAAUAL

FIG. 28A
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Q

(23 5 g Start £nd .
= % & ) crRNA interference pregdictions
g wox coordinate coordinate

&

G23 10 7856832 7888851 CAUUUCCAGAAGCACUGALS ¥ Solusle decoy receptor
824 8 - 7,888,748 7.688 700 UAUGUCCAAUUAAGATARLE 1 8 1 73 Soluble decoy recepior
G258 1G4 78580833 78886572 UCACGUGCLLICUGGAARUCA 78 : R4 | 8 Saoluble decoy receptor
828 ¢ - 7688871 7 688 880 AAAACCOUUCCCUCAAAAGA G 51 83 68 Soluvle desoy receptor
837 & - THEB8 R34 7,888,853 AGUGCUUAAUAUUUCGHRCAR 83 43 81  #6 Scluble decoy recegtor
G286 ¢+ 7658788 7888 507 UUCUUBGCUAMCAGBUAAS T4 030 91 65 Soluble decoy receptor
828 & o+ 7888781 7,688 800 AUALIGAALUICLIGEUUARAL 88 28 Y9 | 85 Soludle decoy resepior
@3 8 - 7888,782 7,888,801 UGUUUAGCTCAAGAAUUCAUA Q25 B4 ! g3 Soluble decoy reveptor
31 10+ 7,688.832 7 886 851 AUCACGUGTUUNLIGGARAUC BG 28 81 Sohible decay recepior
832 16 + 7888587 7.686 616 AUGUAAULGCUACUGUUAAC 82 28 81 ‘Saluble decoy receptor
§33 8+ 7,688 264 7588 883 UAUGCCUUICUULUIBABOGAS 84 | 38 83 | 62 Sohwle deccy receptor
834 &+ 7,888,883 7888882 QUAUGCTUUCUUULIGAGIZGA 700033 83 82 Solubl decoy resepior
G35 8§+ 7888850 7,888,878 AAGUGUALIGCCUUCUULLIGA 7032 8BS ! G2 Soluble dasoy reveptor
83 8+ HBRESE 7688 < UCUUUUG 84 89 | 82 Solble decoy recepior
837 & o+ 7.888 814 CUAARACAGHUAAAUGGAUAY 7 26 ‘ ie ey resegior
G3 ¢+ TH83. 757 GUUUACCUGGUUGUCUUAAY T8 80 : 82 Soluble decay receptar
238 8~ 7888781 ACLUCUACCAUALGAAUUCY 85 | 24 86 ' 58 Soluble decoy recepior
G40 10+ 7,888,843 AUAUGCCAAUCACGUG GG f8 123 87 - 58 Boluble decoy receptor
841 9 7.688 858 UAUCACAGSUGTUUAARUAUU 85 24 75 ¢ 54 Soluble decoy recepior

FIG. 28B
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beed § “g smﬁ § Er{d . orRRA §QQ§ interfersnce predictions

g i ‘ﬁ sosrdinate eoordivaie §\§

& N
7 588 348 N86, UGARTCUGGUGGUUUGGUATA ARG 8% § & Merebeane Hound teeoy recsplor
THEBRBIR SR58FT  GAGRUTUIGGARRARTAGUG ¢ 64 88 T Meratrare Hound seeoy recaplor
¥ 588 840 SR8 558 AAUCCCUSUATTARAGCACT 88 82 #21 F2 Meretvare-bound seeoy receplor
T 885 605 S8, ACABSUGEBACCIIUICCTTAA VOOT0 76 72 Mewbrave-bound decoy recaplos
7588553 % UCAAGGUUBACCUBDLIGII 33 42 3 OF WMemtrare-bhound Jecoy recaplor
¥ 888847 . UUSACCUGGUOCLIUGGUAC RG 38 76 8% Merntware-hound RCoy recRplur
7 885 601 7 E% ACASAMULIGUACCUAIGGE 70 48 36 68 Membrane-hound decoy receptor
¥ 885 864 7 BUSHES UABAGGUGEACCOUUCIONS 83 88 82 88 Mambrane-bound decoy recepor
BRI 7 #8581 AUGGAACAGAUSACUAUGUY 78 47 30 68 Mambramedound dedoy rsoopiey
7835 87 7 NS A00 UGGAAGAGAUGACIUIAMNGIIIG 74 - 81 8% &7 Mombrang-beund decny moepiay
7885 881 7 HEE B0 AGGRCARGTIGUUCALLBIA 8¢ 18 92 A5 Membranebednd deony moepiar
7R85 86T T EHEBE B8 AGAGAUGACURUGUUGEGGA 83 B8R 7Y 45 Membrate-dodmnd denny scepiny
7085 861 7 £88. 580 LRAAGUUCLRICARGBUUGATT 8 41 88 G4 Membrane-dound denny mcepinr
¥ 8% BRS 7 EHBS T AURTUAGUALKHIALIGOAUCAL B¢ 48 0 80 f4 Membrane-Loind denny meepiy
7 085,873 TEBE S8 UAURGARAGARGAUGATLIAUGU T®OAY T84 Membrane-seung denny moeplny
7 886 540 7T H8E 518 UACARNAULGUATTUR UGS 8¢ 44 31 53 Membrane-bound denoy soepiny
7HA8.8%1 7885650 LISUGUULARAGUSLILGCCUR T8 84 82 Membrane bound denoy reeepior
7888 850 7 685 688  AASAAUAUICUGABLUAGASS 41 T3 87 Membrane-bound deooy reeepior
7885 838 7685 644 LRSRAGUDTLIGCCUGBAGTRUCY T 4% 81 80 Membrane-bound denoy moepior
7 588,847 7685 688 TACAARAALUAUTUGABUIAG T2 2T T B¢ Mewbrana-dound decoy reeepior
THREE1R T88EB3T CACUGUHRIBICCAAGRTUC TE A SE B8 Mepbrane-tound desoy ravepiar
7 898 570 ¥ 808 588 UUUICAUCURUAACGCUIOLRICA 88 2% ¥4 B Membrans-tound decoy racepior
7 588 450 7888 518 AUSIIAASAUUGUACCU RAIG 82 2% 31§ Membrans-bound decoy recepiar
7.638,498 ¥ 885 817 AAUACASLSALBESUIAL 82 21 0 34 B8 Mambrane-bound decoy reaepiorn
T A8 487 ¥ 888 818 CAAUATAAAAUHKSLIA &8 W ¥H & Wendrane-bound decoy recaptor
7688728 ¥ 885 745 AUURICCCURIUAGTU G2 25 ¥ 83 Wendvana-bound decoy recapior

FIG. 28C
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Start End

caordinate coordinate crRNA

SEQ D NG
e
Strand

>

60,443782 60443801 GAGUCCAACUAAUGAGACAA 86 | 69

interference
pradictions

Krockout

60445905 60445924 AUGUGACUGCAGCACAUAAG 78 62
60,447,318 60,447 337 GACAUUACUAULGUGCAGUA 88 46

RS+

80,447 308 80,447 415 UAUCUARUGGAAGUAGACUCT as 48

7 - 80443762 60443781 UGGAAGCAAGUCUGGGUAAG 70 54
98“{ § + 60438485 50438484 AUUGCAGAUCAACUGUAGCC B8 3%
: 60,447 457 80447 476 CUUAACCCGAAUGAAAAGAA 6 82

80,447 410 80,447 429 CAGCAAGACACCUAUAUCUA 02 | 43

0445906 | 00445925 AAUCUGACUGCAGCACAUAN (B9 1 48
BOA45 870 60,445,889 CAAGCAUCCUAUACAUAGUU 47

60,447.084 60447103 AGLUGUCCAUCLICLIUGCAAU
60443768 80443788 GAGACAAUGGAARUAAG

80447003 680447 112 AAACUACCCAUUGCAAGAGA
60,438488 ¢ 80438508 UACAUUGCUUUGCAGGAUCC

60,447.387 60,447 416 GAGUCUACULICCAUAGAUAU

FIG. 29A

B(,445848 80,445,867 GAAAGCAGUAUCGUAUUACC 93 48

n
<

80,447 026 60,447 045 AUGAGUUACCCAAAAUACAG 71 88

57
60438377 © 60438396 AAUAAUCCUCCACCAACACU
60,447 347 80447 3868 QUUUGUUCCCGCURAGGUAG 47
80447 340 | 60447 358 CCCECURAGGUAGAGGALLC 48
60447 337 60447356 CCCRAAUCCUCUACCUUAGC 37

Knockout

anoch‘out

Knockout
Knockout
Knockout

Knoekout
Knockout

Knockout

B0,445827 ¢ 60445846 AGUGAGAAGUUCUAURACCC 87 58

60,445828 80445 845 GAGUGAGAAGUUCUAUAACC a5 358

80438382 80,438 411 UGAUGARAGACGACCCAGUGU 8e . B2

80 447 353 60,447 372 ACUBLUGQUUUCGUUCCCGCUA 93 @ 48

60447336 60.447,355 UCCOGAAUCCUCUACCULAG 63 39 88 73 Knockout
8,438 480 80438 478 CAGUUGAULICUGCAAUGUCAG _ 86

Kaockout
Knockout

Knockout

vKnockout

Knochout

Kaockout
Krockout
Knookout

Knockout
Knockout
Knockout
Knaoskout
Knockout
Kaockout

VKnonxout

Knochout

Krockout
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o
g § g St;%“ E@ CrRNA
o uW o coordinate coordinate
®
588 @ 1 - 80437 483 UAUAUCCAAUUGAUACAUCT 84 47 87 73 Soluble decoy receptar
989 @ 80,437 468 AUCUGUALUCUUGBCUACAG 82 45 82 70 Suiuble decoy receptar
1006 8 ¢ &0.437 .50 BUICUUB GCUACACAGGUAM 7833 80 &7 Soluble decoy reseptor
1060t ¢ - 3,437 3 UGUGUAGTTAAGAAUACAGA 74 5 Sohkible decay receptar
HEO SR GJJUAC,( UGGAUGUALICAAL 81 W Seduble decoy receptar

: 3 !

1605 9 4 80,437, A\..L‘L&%UAC CAUCUGBUALICY 88 18 0 8% IV Sohuble deca\a receptar
1006 10 50,434 298 AUUGUGUGCUUCUUGAAALC 57 30 8% 57 Soluble decoy receptor
1007 ¢ : G0.437.570 AGUACUURAUAIUUCAGAAG §3 34 88 &5 Soluble decoy reseplor
1638 8 SDA3TS80 0 §D.457 588 GUBUUCUUUICUUUUGGUUGA §2 18 87 &2 Solutde decoy recegtor
1505 &+ SO 437,573 0 80437 592 GAUGAUIGUGUUCHRIICULG 46 0 28 0 89 47 Soluble decoy receptar

FIG. 29B

-4 =

& § § Stat - End STRRA §\\ Interfersnce predictions

g “ & comiinats ceordinate \

& ' L

hikio it 80, S 433 048 UBOAABGCACGCTUAUGULG 80 flerdbrane-aaaid decoy recepior
AR S 80 CTCAGHBUGEAT P“UJCECC‘.&A 82 . derabrang-hournd decty recepior
ity &¢ . FALIGGAAG B} 2 Membrace-bouns decey receplor
10131 - 84,433, 85 81 . 80 75 Membrane-bound decty renaptor

EEEAE SRR B B0, 434, 0,434 Q ACUAUAL&:CN%C\G‘\&CML"}\: TE OB 81 73 Membrane-bound decoy renrytor

101811 - 84,433, H0,433,587  GAGGUCIIGGARARATAGUD 8% 84 8% 73 Membrane-bound decty ren ‘a*cv
1018 11+ 84,433, 50,433,532 ADAC&UNDCULEECCMCAU 8% & 7% 72 transe-tound decoy reneytor
1017111 & 50434, 60,434 630 UC T 5e 82 7 r\mmc‘d&o) raceptor
1018 10 £53.434 G0 434 908 _U("”‘l\\.ii‘ }u\,JL KEGUACA & 48 0 83 V0N Qi

1018 1 HQAZZ. 80,433 848 UAUGEAAGGGACGOTUALIGU 84 0 34 0 81 70 Aemivane-bound df.r.,oy feepiar
10281 - &0 S0,434 918  UCARGGUUGARGALUGUGOY 81 43 78 87 Memiyane-bound decoy meepiay
G231+ &0 S0 434,884 ACARABUUIGUAGCUIIVUGEGA 73 45 84 67 Merdvane-bownd denoy meepior
24 [ 60,434 088 AUSCURLALUCCAARDACCCH 78 . 37 30 67 Merdwane-bowd dendy reeepiar
jiEER TR [eRd 68 43%,682 AUAAGCUBLIICALIUURUGGA 74038 37 66 Merdorane-bowid decoy recepior
418+ i3} 61,434 86% UACASAGUUGUACCUIULSG 88 47 30 6% Merdoisne-hound decoy recepior
WIS 1 2 4] 6,434 025 ASAAAUSLCUGABUUCGAGE 86 42 88 65 Merdbrane-bound decoy rewmor
1026 30 ' B3 32 77 64 Membrane-bound dacoy

127 - 80,434, 0,43 :OSS a3 3 R4 RMembrane-bouns dect

182811 - 83434034 | 0434083 U@\L@CM»’\&:A\JCCL;UGGG\’R& 87 0 A4 08 B4 Membrase-bound decoy renaptor

102811« 841,434 00 50,434,022  CACARMASAUALICUSAGUIICG W3 TR OES ﬁ.‘eih...“"‘& boum decoy rens {f

103G - 84,434,947 H0,433,966  GOAUAUARGCLUGUUCALLUA THOO21 8% B3

1031 43 - 68,432,941 50,423,861  UAAGCUDLUCAUUIIAUDOAA 714X ¥ OES

103211+ 5 AZL 028 C80.434.047 BACCCLUCCOOAARGGLOUL 9 ¥ a8

1033 11 60,433 P B0434.008  UGUGUUUARAGIIC 71 B0 R4

1034 11 H0.833.851 0,434 000 UAAAGUCUUGCCUGABGUCU ¥ 043 0 82

1038 1 60434033 1 S04 058 ALKIQMA(;A(‘LVUU‘GG\;M #id 45 0 TO

3336111+ 80,434 08Y 68,434,070 AUSUAGUAUAUAUGCAUCA 496 a4

AT+ 60424843 | 80434850 CAAUACASABLUGUACCILU 7434 T4 3

IR 10 80,434 888 ¢ 81,434 878 URAUGAUULRICULCCUCTARA 86 . 33 © 20 fierabrane-bawid decoy recapior
R0 T B 80,433,988 S A3E 887 CACUCULIUUICTAAGAZCUC 73 080 87 Of Merdbrang-bourd decty recepior

FIG. 29C



BEQ 1D NO:

) 180,604,156

5 190.600.068

180,608,151

L 190,620,417

18008178

> 180,604,288

7 1890604408

> 180,604,209

180,804,226

> 180,604,313

180,604 340
7 180630418

WO 2023/141531

Genomic o
coordinate

Exo

180,604,267
190,504,283
190,504.320
190,509,068

190,608,109

190,509,155
190,520,317
190,523,410
190,627,345
190,827,345
190,827,398
190,527 444

180,604,378

190,820,435 |
190,804 382
180 637,387
150,604,263

190,504,251
190,827,384
190,504,375
190,604,289

190,620412
190,529.457
190,504,192
190,504,357

180,608,168
190,823,380
180,829 414

190,604,323
190.827.346
190,820,428
160,520,316
190,820,312

[2) BT o> 08 o' N ~NHE SNEL A TS TR S LT SR MR SREL Lo o O SNEN SN Y o s CHR NN SIS % P R« SR € LN SN T0 e IR« R v IR v+ SRS A B 42 ST BT LIS LT 43 P U CUR SNEN N

190,620,339
190,809,081
190,804,208

18¢.804,330
190,504,388

O U v s NP R & 3 ¥ BN SN 42

@

Strand

v+

Start

conrdinate |

190,804,140
190,604,251
190,604,267
- 190,804,337
190,508,086
190,608,067
190,608,003

186,608,142

- 190,608,153
190,520,315
190,622,384
190,627,327
180,627,343
190,627,382
190,527,428
190,829,415
190,804,374

186,608,160

190,620.419
190,604,381

190827378
190,804,281
180,604,272

180,604,249
+ 190,827,368
190,804,573
190,804,273
190,604,392
180,620,395
+ 190,828,941
190,504,180
190,804,341
190,604,207
180,608,153
190,623,378
190,528,508
190,804,324
190,804,321
- 150,627,344

- 190,620412
190,820.314
190,820,296

180,804,310

180,620,337
190,808,079
190,504,282
190,804,324
180,620,417
180,604,328
180,604,370

FIG.

66/183

Eng
coordinate

190,604,159
190,804,270
190,604,288
190,604,348
190,609,085
190,609,088
190,809,112
190,609, 168
190,609,172
190,620,324
190,623,413
190,827,248
190,627,362
190,627,401
190,627,447
190,629,434
190,604,393
190,609,179
190,620,438
190,604,400
190,627,390

190,604,291
190,604,268
190,627,387
196,804,302
190,504,292
190,604,411
180,620,415
196,629,480
196,604,209
190,604,360
190,504,228
190,609,172
190,623,397
196,629,417
190,504,343
190,604,340
190,627,363
196,620,431
190,620,323
190,520,315
190,804,338

180,520,358
196,609,008
190,604,301
190,604,343
190,520,438
190,604,397
190,604,389

30A

180,804,280

PCT/US2023/060939

CIRNA

ACUGGGGACUAGACACCAUG

CAGCUGGCOUUACUCUGAUC
GAUCUGGUAUUGEATUAGGC

LCUUACURAAUGCGGUUICUCS

AUGCACUGGGAGUUUCAUGS

UALGCACUGGEAGUUUCAUG

AUAUAGAAUALIGGCALUCAG
AUAGUCGGUUUGACACUGGA

ABUGAUABUCGGUUUGACAT

GAAACUCAAGUUCAUACCUY
GUBBUCUAUCAGARAGAACTE
GGAGCUACUCAUUCCCUGUA!
AAACUAAAAUAGACCGUACA |

GAGGUUUGGUGGATCALUGA

UUGAUGUCACCAULIAACGAA
GCUGLGCUUBAGALCCUCAS
GUCAGUGUCAUUGAGGAGAG
ACCGACUAUCAGUUGGUAUA |
ACUCLGACUGUARAGEUAGL
UAUAGUUGCCAGUGUCALUG!
AUUCUCGCAAUGAGBBUUUGE
UCCAAUACCAGAUCAGAGUA |
GGUAUUGGACUAGGCAGGAL
UCAGAGUAAGGCTAGCUGAA

UGGAUUCUCGCAMIGAGGUY.

CCAGUGLICAUUGAGGAGAGH
GUAUUGGACUAGRTAGGACS
GCAACUAUACCUGCAUGUUA |
GACGUACGUUUCAUCUCATC

UGUCAUGCUAGAAGUGLCAA
AGUGRGCADUUGAUGLRAGC!

GUAAGCAGAAAGALGURTUG.
UCAAGAAGUGUUCAAAGAGL |
GUGBUCAAACCHBACUAUCACLH

CCACAUGAUCAUUAGGUGAA |

CAUCAAGAAAGUUACTUCUG

LACUAAUGCGRUUCUCEGRS

UAAUGCGGUUCUCGGGGAGE!
AAALCUAAAAUAGACCGEUAC |
CACCAGGACUCUGACUGBUAA
AAACUCAAGUUCAUACCUUC
LUUAAUAAUGUAAUACCCGA
UCGGERAGGLGGAAGUUAAL
VAUUUGAAALIVAAGGLAAUG |

CUAUAUACAGUUUAUGCACY
UAGGCAGGACCGEBALCUUG

CCLOBAGAACCOCAUUAGUA |
UACCUUUACAGUCAGAGUCC |
UCCUUACUAAUIGCEEUIUCUC

CCCACUCUCCUCAAUGATAT |

| GC content

PAR

AGE
Hele
AGE
feteld
felels
elels
AGS
AGC
TGG
cGa
AGE
CGE
GG
30 TGG
5 AGG
60 AGE
55 TGG
40 TGG
40 AGC
40 AGE
45 TGG
40 AGG
55 CGE
30 TGG
45 TGG
50 GGG
55 GGE
40 AGC
50 AGC
45 AGG
&0 TGG
45 TGG
35 GGG
45 TGG
40 TGG
40 AGG
55 AGE
50 CGE
30 AGG
50 AGG
3B GGC
25 AGG
55 TGG
25 AGC
30 6B6C
85 AGE
55 AGG
45 TGG
45 GGG
35 TGG
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WO 2023/141531 PCT/US2023/060939
- N R
g . sEsEi g 5
o Genomiccut § Y& Vg g Start End crRNA E 2
o coordinate i 2 gg T ﬁ coordinate | coordinate 8 g
W Q Q g : ;U
o : 5 1O
¥ 180,808 070 5 428 1Z43 18¢,608,068 160,600,087 BUAUGCACUGGGAGUUUCAU 40 GGC
180,604 279 | 4 18 12 180,604,263 180,804,282 CUCUGAUCUGGUAUUGGACU 45 AGG
16D.62038G 1 & 180,620,374 | 180,820,383  GUUGLIIACAUAUCCAGAAAA 1 30 TGE
180,604,371 4 190 5G4, 368 180,604,388 ‘UGUCAUUGAGGAGAGGGGGCS 55 QGG
100604173 4 190,804,171 | 180604180 CUGGCUCAUCUUCARACACU 1 45 TGE
180,604,331 4 180,604,322 | 180,604,348 CUCCUUACUAAUGCGBUUCU 45 CBC
180,608 071 & 180,608,069 160,809,088 UUUAUGCACUGGGAGUUUCA 40 TQG
190,608,186 & 180,808,184 | 186,809,183 ACCAUAUACCAAGUGAUAGU 35 CGC
180,600,026 5 190 80R,010 180,809,029 CAGCAAAGUUGCAUUUCCCU 45 TGG
1808042580 4 190,804,248 | 190604267 CAGAGUAAGGLCAGCUGAAU 50 GGG
} 190,609,082 190,608,080 | 190,609,008 UCUAUAUACAGUUUAUGCAC (30 TGG
190,804 273 190,604,257 © 190,804,376 QCCUUACUCUGAUCUGGBUAU 45 TQG
190604210 4 47 88 - 190,804,208 190,604,227 UUCAAGAAGUGUUCAAAGAG 35 TGG
163,804,286 180,804,284 180,604,313 UAAUUGGCUCGUCMG@UCG§ &0 CGE
190,623,391 190,623,375 190,623,394 CCAUUCACCUAAUGAUCAUG 40 TGG
. 180,804,338 190,604,335 | 190,604,355 CAUCUUUCUCCUUACUAAUG 35 CGEG
196,564, 324 190,564,308 190,384,327 CGUAGBUGAGUCUCUATULIUUA 35 TGG
190,604,980 4 97 87 - 190,804,158 190,804,177 ARACACUUGGAUUUGCCUCA 40 TGG
L 163 504,302 180,564,300 | 190,604,318 kGGAAGUUAAUUGGGUCCUCA; 45 AGE
190,604,251 190,804,238 | 190,604,254 UACAGCACAGCCCAUUCP\GCS 55 TGG
} 180,627 400 190,627,368 | 190,837 417  AUCAGGUUUUUUUCCAUCAA | 30 TGG
186,623,354 190,623,352 180,823,371 ACAGEGGGTACUGBCAULIULU 50 TGG

09,029
20,389
190,827 415
190,608,116

190,620,408
190,627 434
190,609,135

' 160,820,391
190,827,417
190,609,132

100,623,387 190,623,385 | 190,623,404
190,509.130 190,609,128 190,609,147

180,809,032 180,508,030 | 190,809,049

150,604,263 120,804,247 | 190,604,366
180.620,338 | 1

190,629,462
190,629.477
190,845.737

190,628,460
190,629,475

160,629,472
190,628,494
196,845,740

160,845,771

190,645,774

24
25 190,845,773 190,895,771 190,645,790
126 190,645,774 190,645,772 190,645,791
127 190,845.832 1 190,645,816 190,645,835
128 190,545,833 190,845,517 | 196,645,828
128 190,845,834 190,645,816 190645837
130 190,648,286 190,648,384 190,648,403

131 180,848.413 1 190,648,367 190,648,418
132 190,848.467 150,648451 190,848 470
133 190,848,469 190,648,467 | 190,648,406
134 190,848,404 190,848,402 | 190,848,421
135 190.648,289 12 13 190,548,387 1
136 190.645,730 190,645,714 190.845,733
137 190,648.517 190,648,501 | 190,648,520
(1138 190648388 12 1474 B@ ¢ 180848450 190648489
1138 190,548,508

FIG. 30B

UCUUUUUGAACAACUUCC

UGAAACGUACGUCCAUUY

ACAUCAAUABUGAUGUCAUC
AUCACUUGUCCARAUGUAGA |

UCAUAGACCACAUGAUCALY

- GGAAAAUVAUCCAUCUACAUN
GUCUUUUUGARACAACUUCCA | 3
AGAAAGAUGUGCUGUGGUUC
AUUGCCUUAAUUUCAAAUAA |

UGCUUUGGCAACUUCETCUY

CUGCUUCACCUUGGCUGCUU.
UGUAUCCUAUGCAAGGAAUG

UVUUGUALUACUGACCCUCCS
- AUUCUCCAAAACUCCACGGA |

CAUUCUCCAAAACUCCACGS

UUGACCGAGACAGUCUGCCY.
UGACCCGAGACAGUCUGCOUG
GACCGAGACAGUCUGCCUGG
UGGGECUUAGAACAACCAGSE

AGCCCCAACUACGUGCUCCA

CUAGAAAAUAUGGCCUCUCE 4
GACGUUGAUGUUGLCOCGAS!
UUCCCUGGAGCACBUAGUUG
AGUUGGGGCUUAGAACAACT!

AUVAUUUAUGUAUCCUAUGCA 2
CAAAGCUGUGAAGGAAACGA &
CCUAGAAAALIAUGGCOCUCUC

AGUACAGUACAAAGCUGUGA |




WO 2023/141531

Genomic cut
cogordinate

SEQ ID NO:

) 190848412 12

190.644,261 10
190,648433 12
190,843,825 11

190,845,772
848,408

Strand

%

1 90,6458 334 1 7
148 190845731 11 e

1149 190,844,380 10 1184 B8
1150 190548485 12 1473 86
(1351 180644268 10 1172 684
1152 190,848539 12 1542 @0
1153 190,834.359 10 1163 &7.9
1154 190,848457 12 1485 855
1155 190548455 12 1483 854
1156 190,648,382 12 1300811
1157 190,648.405 12 14131825
1158 180,834,371 10 1175 688
1158 180844392 10 1196698
1160 190548434 12 1442 842
(1181 190848538 12 1543 901
1182 190848419 12 1427833
1163 190,648.427 12 1435838
(1184 190,848,443 12 1451 847
1166 190848430 12 1438 839
1166 190,848,439 12 1447 845
1167 190848428 12 1438838
1188 190648571 12 1579 @2
1189 190,848803 12 1611 94
1170 190,548,584 12 1572 918
1171 1G0P4B58G 12 15971937
1472 190,648,507 12 1805 837
1173 126,648544 12 1552 405
(474 190,848,867 12 1605 937
1475 160,548,559 12 1577 221
1476 160648553 12 1561 911
1177 190,648,592 12 1800 934
1178 190848812 12 1827 &
(1179 19G,848570 12 1578 92 .
1180 190648816 12 1824 948
1181 190644265 10 1089 824
1182 180644278 10 1 v
1183 190,844,298 10 1102 643
1184 190644261 10 1085 $22
1185 190529493 ¢ 1048 B
1186 190529480 © 1033 803
1187 190644305 10 1109847 -
1188 190,644,304 10 1105 647
1188 190,644.271 10 1075 €28

Start
courdinate |

190548396
190,644,345
190,648431

190,848,449
190,844,365

180,648,518

190,644,357

190,848,441 |
190,848,453 |
190 548,366 |
180,648,403
190,644,355
180,644,376 |
190,648,432 |
190,848,519
190,648417
100,648,425 |
190,548 427

180,848 414 ¢
190,648,423
190,648.425
100,648,555

190,548,587

190,848,548 |
190 548,587 |
180,648,581
190,648,528 |

190,548,553 |
190,848,537 |
190,648,576
180,648,603 |

180,848,800
180,644,248 ¢

- 180,644,205 19
190,844,259

190,828,477
190,629,484
190,644,303

180,644,288

190,644,255

FIG.

. 190544281

68/183

End
coordinate

190,648,418
190,644,384
180,648,450
180,645,842

190,644,363
190,648 468
190,844,385
190,848,537
190,644,378
190,648 460
190,848 472
130,548,385
190,648,422
190,644,374
190,644,395
190,848 451
190,848,538
190,648,438
190,648,444
190,648,448

190,648,433
190,648,442
190,648,445
160,648,574
190,648,608
190,648,567
190,848 606
190,648,600
160,648,547
190,648,572
190,848,556
190,548 595
160,648,622
180,848,573
190,648,613
190,644,268

190,644,278
190,629,496
190,629 483
190,844,322
190,644,307
190,644,274

30C

UAGAGALIGGUCCUAUUUUAC 35
GCCUAGAAAAUAUGGCCUCU!

CAAGGCUGGCCUAGARAAUA |

GGAACAGAUGAAACCABUUY ¢

CCAAGCCCUCCUGGAGCUCA

COBUGCUCACGGUCAULIAAA
GAACCUGCCCUGUGGAUACU

CUCACGGUCAUUAAAUGGAA

UACACAGUGGAACUGGCUUG ! &
§ AAUCACCACUAGCAGGACUG!

GCAGCCAAGGUGAAGCAGAA |
CGAAGUUGCCAAAGCAGCCA

PCT/US2023/060939

CrRNA

Gccnntem

ARGCCCCAACUACGUGCUCC
AGAGAUGGUCCUAUUUUACC

GCCAGCCUUGAGCUCCAGGA |
UUCCCCCAGGCAGATCUGUCU!

CAUCUGUUCCARAAUGAGCC

CGRAGGUGCAAAGAGCUGRAG!
CARAAUGAGCCCGGUAAAAY | £

CCUGAGAGGLCAUALULUCU 50
UCAGAAAAGCAGACGCCUCT

SUUCCCUGGAGCACGUAGUU!
CUAUUUUACCOBECUCAULL!

GGCCAGUCUUGAGCUCCAGE T
GAAGGUGAAAGAGCUGAAGA

CCAGGAGGGCUUGGGUUCCC: 7
CUUGAGCUCCAGGAGGGECUU!
GCOCUCCUGGAGCUCAAGGE

CCAGGGAACCCAAGCCCUCT 70

CCUUGAGCUCCAGCGAGGGCU!
CACGGUCALUAAAUIGGAAAL |
AGUAUCCACAGGEGCAGGUUC

AAUCCAAGUAUCCACAGGGC |
AGAGCUGAAGAGGGCUAAGA
UGCUUCCAGAACCUGCCCUG!

GCAGGGCUAAGACGBUGCUCA
GGAAARAUCCAAGUALICCAC
BUUCUGCAAGCAGCUGCAGS
UCACGGUCAUUABAUGGARA

CAGGUUCUGGAAGCAGCUGC!
GCCAGCUCCAAGAUACACAG

GCCAGUUCCACUGUGUAUCU!

CAAUGAGAAUCACCACUAGC |

UGGAGCCACAGUCCUGCUAG
UCCAAGAUACACAGUGGAAL | <




SEQ D NO:

P S i i N )
5 5
W K
LoD Tk D

WO 2023/141531

Genontie cut
coordinate

190,544,284
190,644,255
180,644 335
180,644,346

190,644,336

190,545 668
190,648,648
100648 867
160,648 851
160,648 545

190,645,652

180,848 680
100,648 836
180,648,831

Exon
ChS cut

19
19
10

0

10
12
13
12
12
12
12
12
12

12

position
CDS cut
position %

1088
1058
1139
11580
1140
1676
1856
1875
16859
1653
1860
1688
1844
1839

£3.5
618

&7 .1
885
§7.8
887

Strand

N

+ o+ 4

4

978 -+

888
885
96.9
88.&
g8
887

Stant
coordinate

180 544,268
180,844 253
190,544,333
190,644,330
190,644,320
190,848 652
190,548 832
120,848,651
180,848 899
190 546,620

190,648 850

180,648 878

190,848,634

190,648 629

69/183

End
coordinate

150,644,287
190,844,272
190 544,352
190,644,349
190,644,339
180,648 671
190,648 651
190,848 570
190,845 668
190,548,648
190,648,669
190,648 647
180,648,653
190,648,548

FIG. 30D
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CrRNA

GUGGAACUGBCUUGUGGUULL 3

UCCACUGUGUAUCUUGGAGT
CUALICUCUAGCCAGUAAACA |
CCAUULUUACUGGOUAGAGA |
UUGULGUUUACCAUGUULAC
CGGUCUAGCAGUBALUGAGCA
CAGUGAAGAAAAGUCTCAGS
GCRGUCUAGCAGUGAUGAGT!
UCAUCACUBCUABALCGOCU
UOCCAGUGAAGAAAAGUCCE |
CUCAUCAZUGCUABACCGOC
UUUUCARAGAUGARAUACGAL

SGCCUGBGACUHUILUCULICACH

GOGACUULUCUUCACUGGCA!

GC content
PAM

£

TGG
50 TGG
45 TGO
45 TGG
30 TGG
55 GGG
50 66
60 AGC
85 GGG
50 AGG
80 TOG
30 AGG
55 TGO
50 TGG
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3 Knogkout
Knoskout
} Kaookaust

{ 33 Knookou!
1099 Krionkaut
1108 Knookaut
1101 Knogkou
1102 80 79 NBE 68 24n Y Knockout
1103 81 53 68 441 Knoskout
1104 3 Kneckast
1405 Knogkowt
1108 Fnockout

¢
2N

i fnockout
68 b

SRnockout

o

rockout of soluble decoy recepty

3 naokowt oy solubie decay receptor
VL nhrane-bourk decoy recrptor
11 24 tenbrare-bound ﬁemﬁr iecemm‘
1125 rabrang- bound dedoy recupior

N Membrane-Baund Secoy receptar

nhrane-bousd decoy recaptor
tambsrane-houndg decoy receptor
terabeane-baund decoy receplor

nhrane-bourd decoy retepter
rbirane- bound decoy receplor
ferabrang-bound decoy receplor
fembransbound Secay receptar
mbrare-bourd decoy receptor
nrane-bouns dscoy receptor
nd decoy weeeplor

oL Ceoy reespter
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SEQ I NOQ:
Biuscore

Mdarmrane-toung Secoy resspor
Membrans-bownd detgy receplos
Membrane-He Jdeooy resapior
Mamiane-bound decny receptor
embrans-bownd detty receples
B3 Membrane-toutd Secoy recsor
83 Membrane-bound decny raceptor
Membrare-bound decty recepled

83 2 Mamnrane -hmundd Secoy ressfior
&3 2 Mambana-bomd decoy reeeptor
53 81 Mambrang-bound deoy receplor
S 1 Mamprane-bound Jecoy resspior

1 SMembrans-bound Secew receptor

L 51 Membrane-baund decoy recepior
80 Mersisrane-bound deony reveptor
: 60 Membrans-bound deeay receptor
RO Membrane -t decoy retEpor
Memirane-bound decoy reveptor
@

Y deoty receplar
semhrane-tusingd decoy recspior
i ane-bound decoy receptor
Membrane-bound deosy receplor

iy ane-tesingd decoy rovsptor
embrans-bound decay recepter O widtype-ik

or of wialy
saptor of wttype-iike
w-baund decoy receplor of widiype-like

cluble decay aptar
oiulds daroy receptnr
ciubie decoy reraptor
ciubie decay ¢

ciuble decoy receptor
oludle decoy razaptor

Wy

@ g W

FIG. 30G
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Soluble decay receptor

Satuble genoy recegtor

Solsbis or mambrane-bownd deoy receptar
Sohutie of memtiane-bound Jecoy receplor
Soluble o meambranabound decoy receptor
Yildtypadike

Aty pe-fike

Wildtypedike

Wikdtype-jike

Widhypedike

Hdtvpadike

Wildtype-fike
Wikifypedike

S o SEQ B NO:
Biognore
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] B

k4 Genomic | g ¥ g o
&= <

a cut X8 co:nt;‘i:ﬁe coofgi‘:ate CrRNA § g

S coordinate woh ) ‘ O

@ O

1204 (2547487 3 - 2254T4R4 22547503 AAAAGCUAUUCACULACCUG 25 AGG
1205 20582192 4+ 295E2I16 20582135 COAGAGOLCUGUDAUGATUG 60 GOG
(120622882148 | 4 22682132 23582151 ACUGGGEACUAGAUACCAYG | 50 AGG
1207 22582185 4 - 22582182 22592201 AGUGGGCACUUGAUGCGAGT 80 TGG
1206 22582256 4 . 2332253 20582372 UCCAAUACCAGAUCAGAGUA 40 AGH
1209 22582359 4+ 22682243 22882262 CAGCUGGUCUUACUCUGAUC S5 TGG
1230 22882278 4+ 22582750 MSANTS  GAUCUGGUALIUGGACGAGHC 58 AGG
1211 22362281 4+ 22562265 22082284 GUAUUGGACGAGGCAGGBACT 60 GGG
1212 22582319 4 - 22582316 22882335 UACUAAUGCGOUUGUCAGGS 50 AGG
I3 2882368 4 - 22502365 228A3384  COOG

UBUCALIUGAGGAGRGU | 80 GGG

T2 0 20882372 14 - QUBGIS6BY 22682088 GUUGCCCGUGUCAUUCAGRA 85 GOG
1215 0 22582373 4 - 23BR2370 23582380 AGUUGCCOGUGUCALIUGAGE &% AGS
1316 Q2883376 4 - 22882373 22582302  UAUAGUUGCLCRUGUCAUUG 45 AGG
12Y7 0 22582378 4+ 2UBRAZE2 20582381 CCCACLCUCTUCAAUGACAC 80 GOG
1218 23582399 4 22582398 22882415 AUCAGGCUACCUUAACAUGE 48 AGG
G 22883400 | 4+ 22883384 22502400 GUAACUAUACCUGCAUGUUA 40 AGG
1220 | 23585808 | 5 0 . 20585908 1585624 ALUGUAGUBGBAGURIUCALIGE 50 AGS
1221 22585938 + 2208

§ b 22888822 3248‘34? - CAUAGACUGUAUAUAGAGUA 130 CGO
TE23 22888091 8 - 224889838 22888007  AUVAGUUGGUUUGACAGUIGRE 48 AGG
1223 0 22585044 - 5 . 23585081 23586010  GUGAUAGLIUGGUULIGACAGU 40 GGG

1224 ¢ 226385895 ¢ 8 42585902 22588011 AQUOAUAGUUGRUUUGACAG 40 TGG
125 0 Q88018 0 5 4+ 22085999 22588018 ACCAACUAUCACUUGGUACA 40 TOG
1236 22507719 6+ 20B0TTOR  288W7T2E  UAGCADUCUAACUGUAAAGE }-m TG3
227 32830308 7 2858308 22890414 URAUUBCGUGAAUAGALICIES [ 40 AGG
1228 22598428 7+ 20509419 22598438 CDUGGUC.‘LJA‘«C:A‘“‘"AAAGAACC‘ 80 GGG

1229 22801832 8 4 22601618 20001835 CUUGAAGBACGCUCGCAAUG 60 AGSH
1230 ZXEOIBY 8+ 22603821 22601640 ADGACGCUCGCAAUGAGGUU 88 TGG
1231 22601640 8 o+ 2UB01624  ZUE0IGAE  ACGOUCOUAAUGAGHUULGH &5 TG
1232 22601851 & + 22601835 22601854  GAGGUUUGGUOGACCAUUGA 50 COG
1933 Q2888395 7 . 22580300 22598411 UUGBGGUOAAUAGAUCUGAGSE 45 AGG
123 22501888 § - 20BOTSSS 20601614 AAGUAAAALAGACUGUACAD 30 GOG
1235 2260197 & ¢ 2260IBE1 22B0ITOD  UUGAUGUAACUGUUAAUGAA 25 AGG
1236 22807700 & ¢ 22507684 MBYTTO3  GGOGUAUCUUCCAUCUGACH 50 AGG
1237 22382369 4 - 2USEDAS6  2U6823BE  OCCCGUOUCALUGAGGAGGG &5 TOG
1238 Z2E98991 5 I2EBEI08  B2585927  USUAUGCAGUGHGABUULCA 45 TGG
1238 2597642 6 22597626 22507645  AUAGCCUUGGUUUCAAATAA 25 TGG
1240 22547431 3+ 29547415 20847434 UUGACAGBAUGGOACULICUG 50 TGS
1241 22B4T4T 5 . 22847470 22547489 UACCUGAGGCAUCACUCUGS 85 AGG
1247 2U5ER244 4 - 225ER241 22502260  UCAGAGUAAGGCLAGCUGAA 50 TOG
1243 22582271 4 4 23532255 20552374 QUCUGAUCUGOUAULIGOACG &0 AGS
1244 EENZIGN | 4+ J2EBED6S 225072683  OBUAUUGHACGAGGCAGGAC 60 DGO
1245 22586020 5+ 22580004 22898033 CUAUCACUUGGUACAUGGUA 40 AGG
1246 22507838 6 - 22507033  2ISUTE52  AUCUCCAUUGUIUUGARACCA 35 AGG
1247 22601654 0 & - I2601881 2601870 AUCUSGCUUUULINCOGUOAA 40 TRG
1248 22582122 4 22582119 22682138 CCUCAGUCAUCACAGCGTUC 65 TOG
1249 2258236 4 . 23582343 23582337 UAAUGOGRUUGUCAGGRAGH 55 COG
150 Q2582322 4 - N25H2310 22592338 CCUUACUAAUGCRGUUGUCA 45 GGG
1251 D2BEII2 4+ DU5ED316  ZUSE2E3E  COCUCGACAACUGUAUUAGUA 50 AGH
1252 225909434 7+ 22590418 22509437 UGUGGUUUACOAGAAAGAAC 45 CGG
1252 20583166 4 - 22582183 22592182  CUGGQUCAUCUUCAAARCACU 45 TGG

FIG. 31A
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& £
o Gemomk = B stm End £ =
e cut &5 £ coordinate cocrdinate CIRNA 8 §
S coordinate & ' &
w o
L 22583202 4 . 32583188 72582218 | UCAAGAAGUGLEICAAAGAGU 35 GGG
22582305 4 . 205823023 22582321  ULAGGGAGGCLGGAAGUUAAU 30 TGG :
22586008 0 5+ 22885082 Z25AGD1Y | CUGUCARACCAACUAUCACU 43 TGG
23387718 8+ 23B8VT00 0 23547718 . GACUAGGACUCUAACUGUAA 30 AGG
22588413 1 7 . 22588410 22580429 | UCGUAGACCACAAGAUGAUU 4D GGG
23588444 7 . 2358811 23585438 ¢ CUCGUAGACCAIZAAGAUCALU & TG
G 22683131 4 ¢ 2BBMME 22682134 LICCAGAGCGCUGUGAUGARU 85 GGG
23582348 4+ 20582333 23582352 GUAAGGAGAAAGAUGUGCUC 4% TGG
- 225858 5 - 22585918 22885937 | CUAUAUACAGUCUAUGCAGU 36 GGG
22585828 & 0 - 2358RG1G 23585838 UCUAUAUACAGUCUAUGCAG 3% 166
L 22597878 8+ 32B97BE3 Z2507582  UUGUUADAUAUCCAGAAAAU 25 GGG
28582130 4 |+ 2338214 2582133 UUCCAGAGCGCUGUGAUGAL 58 TGG
22583243 4 - F25BI240 CAGAGUAAGGCCAGTUGAAU 530 GGG
23582365 4+ 2ERB2248 - GCCUUACUCUGAUCUGGUAU 45 TGG
L 22583333 4 - J2BR2330 : UCCUUACUAALIGCGRUUGUL 45 AGG!
23582377 4 4+ 23582361 ZER82 ACCCACCCUCCUCAAUGACA 5%
5 . 2588003 2 ;

22585006

UGAGGAGET
ASAGUARAAUAGACUGUACA
CCUCAULGCGAGCGUGTULC

A i

23601599 8 - 23601508
22801822 8 - 22801A19
- 4 8215

U )“\ LI

Q7584

UL AAU U 3, a
ZEGYTBTY UGGAAGAUACGOCOAUIULC 45  TGG:
22801547 GASAGUARAAUAGACUGUAC | 30 ;

331 22582364 22562380 LGUCAUUGAGGAGGGUGEEU 55 £6G
3932 22585971 22585687 UCUUUCUGAACCACUUCTAG 45 AGG
3433 22597678 22507651 GUUGUUACAUAUCCAGAARAR 5

CUAUUCACCCAAUGAUCIIUG

2t
143}

N it
P i

23547802

W 6

2

e 3
3437 | 22597828 6 .+ 22587813 22547a32 @ CUUGAGUUUUCUIUAUAGCCU 28 TGG
3438 | 22601871 0 B - 22801888 22801887 ACAUCARAUACUGGUGUCAUC 40 TGG
343% | 22547437 0 3+ 22547441 22547480 @ GUCGAUGAGUCUCUACUUCUA 40 TGO
3440 | 20082289 - 4 0 - 2252286  Z2RE2505 ¢ UAAUUGGCUCCUCCAGGUCC 55 CGG
3447 22583870 0 & - 27585867 22585888  GUGAAAGAAUTCAUCUALALU 38 TGG
3442 | 22547488 0 3+ 22547442 22547481 @ UGAUGAGUCUCGUATUUCUAU 85 GGG
3443 | 22587700 0 6 | - 22587887 22587716 | CAGUUAGAGUCCUAGUCAGA 48 TG
3444 ZPEBR2G0 | 4 +  22BBQDTS  ZDBBI2G3 | GAGGCAGGACCGGGACCUGG |75 AGSH!
3445 0 22585871 b 1+ 22085855 22585874 | AUCACAUGUCCAAAUGUAGA 385 TGG
3446 POHBIOGR L 4 - RBAN0G 22882219 ¢ UUCAABAAGUGLIUTAAAGAG | 38 TGS
3447 © PIBR23BG 4 235822923 22 11 GGAAGUUAAULIGHCUCCUCC | 50 AGG

.
{1
-
9
]

32585849 22565588 | CAGCAAAGUUGCAULUICUD
22585855 2 AGUUGCAUUUCCUCUGGAAG
22601801 22801820 | AGUCULAUUUUATUUUCTUGA | 30 1 AGH:
2582771 258280 | GALGAGGLAGGACCGGGACT (78 166!
PGO1558  Z2601578 | UAAGUUGUUUULUUUAGGAG | 25 AGGH
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]
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SEGID N

Start

76/183

End

coordinate  coordinate

22604381
22604404
22604386
22604424
22604400
22604338
22613512
226138543
22613559
22613560
22613611
22613604
202613605
22613606
22613624
22613603
22613551
22612132
22613502
22612153
22613563
22612131
22612142
22613473
2612117
22812163
22613564
22612179
22612120
22612111
22612080
22612107
22612072
22612036
22812046
22612049
22604417

WO 2023/141531
Genomic o« @
cut % g
coordinate @
22604397 9+
22604420 8 4
22804402 9w
22604427 9 -
22604408 9 -
22604354 9+
22613528 11 +
22613558 11 +
22613582 11 -
22613563 11 -
22613614 11 -
22613620 11«
22613821 11+
22613622 11+
22613627 11 -
22613618 11 +
22613567 11+
22612148 10+
22613518 11 +
22612188 10 -
22613566 11 -
22612147 10+
22612188 10+
22613489 11+
22612133 10+
22612179 10 +
22613580 11 +
22612182 10 -
22612123 10 -
22612127 10+
22612083 10 -
22612123 10 +
22612088 10+
22612052 10+
22612048 10 -
22612085 10+
22604433 9+
22612071 10 +

22612055

20604400

22604423
22604405
22604443
22604419
22604357
22613531
22613562
22613578
22613579
22613630
22613623
22613624
22613625
22613643
22613622
22613570
22612151
22613521
22612172
22613582
22612150

22812161

22613482
22812138
22612182
22613583
22612198
22612138

22612130

22612108
22812138
22612091
226120585
22612065
22612088
22604436

22612074

FIG. 31C

CrRNA

UGUCAUGCUAGAAAUGCCAA
AGAGGUUGACAAAGCAGCCA
UGCUAGAAAUGCCAAAGGAG
AUUACCUUUCUGCUUCACCU

UBCUUUGUCAACCUCUCCUY

CAUCAAAAAAGUUUCUGCUG

AUCUUACGCAAGGAACGCUG

VUUGUGUUACUGACCCUCCG
AUUCUCCAAAACUCCACGGA
CAUUCUCCAAAACUCCACGG

UUCCCCCAGGUAGACUGUCA 55
50
55
60
50
50 T

VUGACCGUGACAGUCUACCY
UGACCGUGACAGUCUACCUG
GACCGUGACAGUCUACCUGE
GUGAAAUACCUACUUCCCCC
UUUCGACCGUGACAGUCUACC
ACUGACCCUCCGUGGAGUUU
GGAGAUGGUCUUAUUUUACC
AUALIUUAUGUAUCUUACGCA
CAUCUGUUCCAAAAUGAGCT
AUUCAUUGUCCAAAACUCCA
UGGAGAUGGUCUUAUUUUAG
UUAUHIUACCGGRCUCALIUU
CULICCUBUUGCUAGAUGGAA
CCACGUUUACUGGCUGGAGA
GGAACAGAUGAAACCAUULIU
GGAGUUUUGGAGAAUGAALIL
CUUUCALIUACUCACCUAAAA
CCAUCUCCAGCCAGUAAACG
UGULIUVACCACGUUUACUGGEC
CAAUGAGAAUCACUACCAGC
UUGUUGUUUACCACGUUUAC
VLIUUGGAGCUACAGUCCUGC
GAUAGCUCCAAGAUACACAG

GCUAAUUCCACUGUGUAUCY

UACACAGUGCGAAUUAGCAUG
GSCAGCCAAGGUGAAGCAGAA

GUGGAAUUAGCAUGUGGUUU

GC content

55
40

5
45
35

35

35

40
55

35

35

30
55
45
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Graf motifs

;. SEQ DN

1204 Knockout
1208 Krockoud
1208 Knochoat
1207 srniockout
Y308 Kpaoka st
1208 Knockout
131 Kokt
y Knaokaut
124 nockout
131 ¥nookout
1214 Knockout
1315 Knoskowt
121 Knnckout
1214 ockout
1238 Knaokat
1248 3 ; K nockout
WA TE B4 A0 1701 N Knaokant
S22 T8 86 81 9 i 4 : ¢ : Knockout
74 85 80 Kroskout

: Knockout

ockout

Knockout
Knockowt
Knackout

Knuokaut
Knockout
KNGOkt
Knockout
¥noskout
- Knookout
} Krookout
0 Knoclout
5 Knockout
B8 Knaokast
5 Knockout
Knookowt
Knackout
¥nookout
Knackout
38 Knockout
B8 Knaokat
8 Knockout
b Kokt
Knnckout
Knookowut
7 Knackout

& 8174
43 77 82 80

1252 7R R 82 1Q

1453 69 86 78 187 B8 81
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SEQ I NO:
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DEL I ]

v el GG el
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§ 23
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_ }4 nockout
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& Krookout

Knackaut

¢ Fonookoud

Knackaut
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Fricokout
Knockout
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Kneokaut
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nockout
naokaut



WO 2023/141531 79/183 PCT/US2023/060939

Knookout or soluble desoy raceptor
N\ Knookout or soluble dasay raoeptor
Membrane-bound decoy receplor
fambrane-bound decoy meeptor
fermbrare-bound ducay nsceplr
farmbrane-bound dasoy reseptor
farnbrane-bound decoy receptor
Mernbrane-boursd decoy recaptor
Mambrang-bourid decoy recaptor
femibrane-bound decoy recaptor
fentbrane-bound decoy receplor
Vembrane-bound decoy receptor
Aermbirane-bound decey sxoepbyr
Membrane-bound drcay meoepbr
83 Membrane-bound decoy receptor
§6 Membrane-bound decoy receptor

247 86 Membrans-bouryd decoy recaptor
3474 83 Membrans-bourdd decoy receptor

83 Membrane bound decoy recaptor
Memibrane-bound decoy receplor
mibrane-bound decoy receplor
fembrare-hound daowy mxoepdnr
fembrane-hound decgy meoeplnr
fembrane-bound dacoy reneptor
farmbrane-bound or soluble decay reneptor |
Marnbrane-bound or soluble decoy recaptor
Membrane-bound or stdubls decoy receptor
Membrane-bours! or sulubl decoy receptor
Mamibrane-bound or soluble decoy receptor
3 Soluble dacay receptor

3487 B4 85 Soluble desoy receplor
3488 & Solubdle devoy receplor

75 B0 57 OK

Sodubde decoy receplor
Soluble decoy recepior
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: ..
g 8 % Start End § N interference
o & S coordinate  coordinate ceRNA N “\ predictions
g 43 \\\
# L E
1272 5 - 34,467 004 30 487 023 ACGGUUGGUUUGACACUGGE 88 72 85 82 Knockout
1273 4+ 30,484 028 30484 048 ACUGGGGACUAGAUACCALIG 88 B8 4% 51 Krockout
1274 § - + 30,475,848 30,480,005 CCOCGACUCUGATUGUAAAGE 92 68 76 79 Knockout
1276 4+ 30484013 30,484,032 COAGAACGCUGOGAUGACHG 88 61 83 78 Knuckaut
1276 & - 30,487 007 30 487 0728 GUGACGGUUIGGUUIIGACALU g1 &8 84 78 Kpuckout
1277 & - 30,484 738 20484 758 AUUAACAGUUACGIUCCAGAS G0 58 &2 77 Enookout
1278 & - 30,464 263 3D 464 312 GUCAGGIUACCUURACAUGC 93 48 89 78 Knockout
1274 S 20,487 008 30,467 027 AGUCACGGUUGRIINGALCAT 83 &5 81 76 Knockout
1280 & & - 3D 47e842 30,476 861 CUAGCGUUGUCGUAAAAUAG 895 48 86 7% Knockaut
1281 & » 30,484 742 30 484 761 UGGACGUAACUGUUAALIGAA 84 54 88 75 Knookout
1282 3+ 30,428 093 30428 112 UCAUGCCUCAGGUAAGUGAA 81 53 90 74 Krockoul
1283 4 0+ 30,464 358 30,484 278 CCUACCCUCTUCAAUGACAL 88 57 78 74 Knockowt
1284 & - 30,306,858 30,486 877 UGCAACUUUGCUGLAALUACG 81 48 84 74 Knockaut
1285 € 30,479,883 30 480 002 CAGCCGGACUCUGAIUGUAA 82 &1 79 74 Knookout
1286 & 30,484 696 20,484 715 GAGAULLIGSUGSACCAULGA 88 41 92 74 Knockout
1287 4+ 30,464 158 3D 464 175 GAUCUGGUALIGGACHAGGD 80 48 84 T3 Knockout
128& 4 - 30 484 268 30,464 285 GUUGCCCGUGUCAUUGAGGA 84 88 78 T3 Knockout
1289 4 - - 30,484.2687 30,484 266 AGUUGCLCGUGUCAUUGAGEG 80 &2 78 73 Knockaut
1290 4 - 30,464 270 30 484 288 UAUAGUUGCCCGUGUCAUUG 80 50 78 73 Knockout
1261 5 ¢ 303,487 815 30487 034 ACCAACCGUCACUUGGUAUA 83 38 8D 73 Krockout
1282 5 - 30487 018 3467 038 AGCAUAUACCAAGLUIGACGGU 34 55 68 73 Knockout
JRes s - 30467023 30,467 042 GCUUACCAUAUACCAAGUGA 75 60 84 73 Knockout
1284 & - - 30379976 30,478 885 CAGAGUCCGGCUGAGAUGGA 71 6% 83 73 Knuckaut
1295 & v 30484685 20484 704 ACUCUCGCAAUGAGAUIUGG | 88 48 85 73 Knockout
1248 + 303,484 722 30,484 741 AAAGCCAGAUGACACCACUC 8 52 &1 knockout

73
- 30,464 078 30,464,088 AGUGGGCACUUGALIGCGAGC 92 35 80 72 Knockout
7z

. ¥ 30484182 1 30464 181 GUALIGGACUAGGCAGGACC 868 &7 72 Knackout
1200 * 30,464,281 30,484 300 GCAACUAUACCUGCAUGUIA 80 42 83 72 Knookout
1360 + 30,428,082 30,438 101 AUCCUGCAAAGUCAUGCCUC 8 B4 82 71 Knookout

P2
o
x
RN O N S S 9+

1301 30,484 213 33464 232 UACUAAUGCGGLEICUCAGSEG 88 82 7% 71 Knockout
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<
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8 § § Start End orRNA interference predictions
¢ o §  coordinate socrdinate
kS
1302 186+ 30,500,105  39.800.124 GAUAGCUCCAABAUACACAR ¢ Sciuble decoy receptor
1303 8 30,487 186 30487 185 UCAUGCUAGAAAUGTUAAAG 36 &5 84 77 Sowuble desoy reteptor
1304 10 30,500,152 30,500,171 SAUCACCACUAGCABGACUG 82 80 88 . 77 Souble decoy receptor
1308 10+ 30,500,118 30.500,137  UACGACABUGGRAAZUGACALIG TG BB 89 72 Sciuble decoy receptor
1306 8 4 467 18T 30487 208 GOAGBUUBACAAACTAGTCA ¢ B3 87 1 0 Soluble desoy receptor
1387 10 - 30 500,103 30500122 GUGUALCLAGGAGCUALICAS 87 32 78 73 Soiuble decoy receptor
1308 8+ 0 30487188 30487 188 UGCUAGARAUGTCAANGGGR 75 81 72 69 Soiuble decoy receplor
1308 & - 487,183 30487 202 UGGUUUGUCARCTUSCOCUU a3 &p Soide devoy receptor
30500 115 30,500,134 GUCAGUUCCACUIGUGUALICU & 3% Sohble decoy receptor
- 3050059 17 w41 Sotuble decsy receptor
131 - 3 500,174 30,500,183 ASACALIGBUAAAUGACAALIG G 5% 3 [ Sokdde decoy receptor
131810+ 30500144 30,500,163 UGGAGCCATAGUCCUGTUAG &3 54 Soiudle decoy receptor
1314 8+ 3Q.487 031 30,487 100 AGACUCUAATAGAAGAUGAA 81 48 Saiuble decoy receptor
1316 &+ 36 487,200 30487 218 QCAGCCAAGGUGAAACAGAA 61 46 9 Soitie desaoy receptor
1318 8 ¢ 30487164 30487 183 UGUCAUGCUAGAMAUGCCAA 83 42 77 Sciuble decoy recepior
13178 - 30,4387 207 30,487 228 AULACCUUUCUGUUBUCACCU 85 - 38 5 L 61 Soluble decuy receptor
1218 9+ 30487185 SUCALGOUAGAMLIGCCAM BT 43 82 53 Soluble decay receptor
1318 10+ 30,500,111 30,800,130  UCCAMAUACACAGUGGAAC TP 32 87 59 Sciuble decoy receptor
1320 # 0 - 3487205 30487222 CCUUUCUGUUUCACCLUIGEC 83 24 83 | &7 Goluble decoy receptor
132 8 4 3 487,121 S04RY 140 CAUCAAGAAAGUUACUGCUG 63 &1 48 55 Seiuble desoy recepior
1322 10+ 30,500,124 36,800,143 GUGHRAATUSHCAUGURGIAU 12 43 85 | 4D Soivble decoy receptor

FIG. 32B
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2 £ § Start Eedd crRNA §:§ \\ § interference predictions

8 W E  coordinate coordinate \ § \

1323 110 - 30,531 851 3G ENLE K AT 26 84 87 7¢ SOy feceiay
1324 110 + 30501888 30801714 UUBACCOAGACAGUCUACTE 33 B3 ¢ 83 | 7Y pembiane-bound Hesoy recepior
1328 440+ 20,501,897 30501716 GACTSAGATAGUIUAZCUGS 88 88 | FT 77 Membrane-bound decoy recepior
1328 410+ 20501888 30,501,715 UGACCGAGACABUCUACCUG 88  BR . 2 78 Membrane-bound decoy recepior
1337 11+ 335016838 ¢ 30,501,883 LUUGUALUACUGACCCULCS S0 51 . 83 ¥4 Membrans-bound decoy receplor
1328 4% - G501 850 24,501,668 AUUCUCCASAACUCCACGEA 85 - 68 | B2 |74 pMembrane-bound decay recaplor
132210 ~ Q500180 3Q.50Q.18% CAUULIRCCALGUCURCUSEEC 8% 38 0 8D | T2 Membrane-bound decoy recepior
1330 11+ 305018583 30401612 AUAUUUAUBUALCCUAUGCA 82 48 BY T2 plembrane-nound decoy recepior
1331 11 30,501,762 30801721 ULCCCCCAGGURABACUGUCH 83 48 88 : T2 Membiane-hound decoy tecemay
1332 110 + 30201 884 30801713 UUUGACCEAGATAGUCTUACC 82 3% 8B 71 Membrane-bound decoy recepinr
1333 11 - 20A01.¥18 0 30,801,734 CUCARACACTUACUUCCTC 82 057 7170 Membrane-bourd decoy recepior
7133{11 - 20,501 642 30,501,881  ACUGACCCUCCGUBGAGUL B2 33 885 o9 Membrans-vound decuy recepior
13E D - QBB IR0 30,506,218 USGABAUGTUCCUAUUDUAC 88 28 : 87 | 68 Membrans-bound decoy receplor
13I8 90 ¢ 35,500 201 34,500,220 DOAGAUGBUCCUALLIUACT 8%  3F | B2 | 88 Newmbrane-bound decoy receplor
1837 10 30600222 Q500,241 CAUCLGBUUCCAARMUBAGCC F& 33 : ’3 ‘66 flembrana-bound decoy racepior
1838 11+ 30 601 8684 30,651,687 GUUCTUBUUGTUAGAUGESA 76 : 42 : TH _66 fiembrane-nound decoy recepiar
1338 1¢ 3. 30,500 708 CCAUCUCTAGCCAGUAGATA & 44 0 T4 85 Mermbrane-bound decoy recepior
! 18 24 30,300,232 CAAAAUSAGCCCOGUANAALY 88 2284 188 % reg-bound decoy recepiar
1341 10 iT 87 8 recepior
1342 11 G AUCADUCUCCAAAA 42 ¢ 80 | 83 Membrans-hound decgy receplor
13423 14 ) 3350 LUCULCABCAULGCU 4% 0 70 60 Membrane-beund decoy receptor
1344 10 : 0,50 CUUCTAUURCUCATY 81 . 5 recepiy
! X £ g
1348 15 + 30,500,186 ¢ 30, RMermprane-hound tecoy receptor
1347 16 + 30800232 30, Rembiane-bound decoy recepior
1348 110 » 2D,R01855 30, NMembrane-bound desuy recepior
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Bt 8 78,887 238 UCAUGCUAGARAUGTTAAAG T4 85 &4 74 Roiuhie desoy raceptor
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W J A4 T34 GCUARTRSCCACUGUBUALCYH § Sciuble decoy renegior
iBG 8 7882322 THE8E 247 LUGSUCALGITURGAAAUGTTSA 40042 ¥7 64 Rolubis desoy recadtor
3Q3 8 79,682 188 795882 207 CCAGCLAAGGUGARRTAGAA &2 48 7 B4 Solubie decoy recenion
U THEBRITY TOORZ 98 ALUACCUUUCUGUUUCADCU B3 38 82 81 Sciuble desoy resey
382 W - 7873 451 THETRA50 GURGAMIUAGTAUGUGHRLLIL 79 37 84 B0 Soluble desay rec
GRS A B ‘}'&ﬁamss_ 74 682 302 [ CCUIUCUGIUIUCACTIUBIS GO &7 24 83 B8 Scigbie decoy reney
e - 7o 082 186 T A8Z 180 ARGGUBARACABARRGG LA 46 85 88 5F Soiuhie decoy raceptor
3@ 8- 78582 985 G882 284 CAUCAAMAARAGUATUGTUG &7 0 44 47 53 Sohubie decoy recentar
1386 1 - TE8TI 44 TRATEATY HAUGGAGUCACAGUGTUGT T2 33 34 83 Sgiubie detoy recenor

FIG. 33B

Stast Erxd

N " 2rRMS
conrdinate woosdingte

interfarence predictions

_

SEQIB NO:
Exon
Btrand

i

ET ‘%185:’3; FHE718TR CALRCUCANSACUCCATRAG 28

-
i
pos
e
[e3]

% iMfembrane-bouns decoy ressgtar

ERIATSI R 7§ 2 X 7

TN 1 CTRETLENn THRTIATY ;A‘s}i}{'iUGQAAM{)L‘{?GACGQ-A /7 0 48 0 84 76 Membrane-bound decny yenagiar
13688 1 TRETIETE TSR RUS ;UUi)(’iUi':'r‘\}'{!ﬁ\f}{ﬁﬁ.!\iﬁ('L('ZLK.Z-CG 88 1 8% 8% 75 Membiang-bound desny reneay
00 1 TRETILS1S | TONT LA UUGAUCGUGACAGUCUGLTL | 88 | 4§ 84 74 Membrane-bound decny yeusglay
o1 11 TRETLINT | TOETITRE §}\BCUUACQCM\SB&XUGCUG 83 1 8% TE T3 Mentwane-bound decoy retegay
16402 11 - TRETi8H FERTIASS UGACOBUGACABUQUGRIUG | T8 85 88 - 73 Membrane-bound decny recegay
1403 11 - TREVISNE 70,871,832 ;GACCGUGAC&G& CUGCCUGS 78 0 84 TR 73 Membrana-taand decoy raoepior
18904 14+ TRET1688 7RE7TILEL : LESAGALIBCCLCIRICCUCN 37 8% T 73 Mambrane-boand ducoy redepior
1406 11 THET1 848 FQG7 1,887 ACUGACTCUCRGLIGRAGRAL 3G 3G 8L 7O Mombrane-bound docoy recepior
‘i-‘i{}fjv H, + 1 THRTISNE : THETLEYY LUCCCOCAGHRUAGACUGLEA T4 : 8% : B F¢ _Mambraneummd duney tecepine
1407 ﬂ} - TORTISTS THETI IR f LRUUUACTAUGUUADUGGE : 3% 0 3 88 68 ‘Memb'e‘m&mtm:‘i daney fecepior

A1 30 08 Membrane-boand decoy recaplos
} Membrane-bowsxd deooy recsplor
} Membrane-bmawd decoy recaplos
Mamdrane-bogd dacoy tecaplor

W decoy receplos
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1418 1% J40 0 TBET UCULLICCCAUICUBGOASA 8141 87 Manbrane-bound decsy recaplor
1417 11 ¥ FOE7ITI3 L TRETITED AMUTAUACUTIIULCTAUR 83 030 72 82 Maewbwane-bound detuy recapler
1418 10+ ¢ 3207 1 THATISES [CGUUCAULATLCATOUARGA &7 | 13 90 80 Mendwane-found deduy recstior
3448 -~ 3378 7HE7AN HAIGDCAUGURIUAC 78 18 92 5% semiwane-hound doosy recaplty
J430 W - FOETIANS L TH67A34 CAGAUGARASCALRILY 73023 81 5% slembwane-hound decsy recaplar
A2 - FRETLING - ¥H671.768 :CRICULCCUBIUGCTALBAL 88 27 28 88 Mombrane-bound detuy recagler
MRT T~ TRETIENS | FOETIATS GOAGIRIUUGTARRALGRALL 83027 28 58 Memhmane-bound decuy recsplar
W23 W . TRETR NG FOBYAIER [ COADBUUUACURGCUIGERAGA 73 A% ¢ 1 86 Mentwang-bournd detuy resaglay
W21 - TRaETLTM 79671770 UQUUUCTRICCLERIUGOCAGA 47 48 87 81 Membrane-Pound decny yessgar
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€ senom gz 535 4 5
a ROTE £ 68 0F £ stat End E =
P cut 8w g% S coordinate  coordinate CrRNA g g
§ coordinate ¥ B8R 5% o &
7] 2. Q
1425 991388YY 2 240 158 ¢+ yU21288581 © 80128000  UUGACUUAKAUUCCUCGCGAGAU 353 AGG
1426 99128044 2 187 134 - 20138047 0 89128381  QUUOUGBUAUAACUUUGUCUSG 35 TG
1427 99138887 2 240 158 - 99128805 59128014 CAUACAAACGGCLUAUCUCG 50 AGG
14280 98105232 1 2 8 o+ 90105318 891082358 COGQUCGCUGCUCCGCGUCCT 80 TGG
1428 99128030 7 273 181+ 98120014 BUEROG3  GUGCACCCUCUUCAAAAACU 45 GGG
1430 9105284 1 48 32 o+ DUN0SE58  e3108257  GCUGCUCCUCCUCGUGCUGE 70 TGGE
1431 99128907 3 180 Bg  + 99126881  BO13RG10  AULUUUACUUGBUGUGACAGAU 30 GGG
14320 @9IDEEY 1 47 31 - SR105250 0 9908288  COGCOGLUGUCHGCCAGCALG 8 ARG
1433 9005248 1 44 29 - 90105247 | 99105288 (ICGUCLCCHRCLAGUACGAGE: 835 AGG
14340 991032357 1 82 34+ SO105241 0 99i0ARAl  GCUCCUCTUCHRUGCUGRGIGEH 73 OGG
1435 99108238 1 33 22 - 9105238 | 99105255  AGLACGAGGAGGAGCAGUCG 70 GGG
2252 18T - ug120007 o9120028  CAAGAGGLUGCACAUACAAA 45 CGG
20123 81 -~ S01Z8BT7 | 928838 @ UAARAUUGUCUUUUGUACAG 25 AGG
. 5

N
0
&
Ed
D
-

+

2128045 | 8129064 | UACKRACAUALUGCUGCAAUC

Lo

90128876 2 119 7.9 - 09128674  UDI2B8Y3  AAUUGUCUUUUGUACAGAGG 35 TGG
20128006 2 149 S8+ 99128800 99128008  AAULIUACUUGUGUBACABA 30 TGG
GHI06290 1 8§ 68 9U105274 89105283  OGOGRCAGCGCUGTLICTOGSE 90 GGG
QUTS232 1 27 18 - G91DE23D 99105248 AGGABCGAGUAGCCOBOGALG 78 GG
GHIDE2BE 1 83 H3 o+ 9UI05272  G9105281  GCOOUGHOGGLGCUGLUCTC 90 GGG
S0H528¢ 1 B4 58 9U105202  CHOLGGCOEORECUGTUCEDG 80 8GG
SIS 2 272 A& v S9128032  UGLIGOACCCUCLIUCAAAAAL

........ 5238 1 34 22
59120024 2 287 177 - 99120022 99120041  ACAGACCOAGULLIUUGAAGA 40 G303
00129025 2 368 177 - 90129023 99120042 CACAGACCCAGUULLIUGAAG 45 AGG
2910525% 1 48 3+ 99105235 99105254 CCQGQUGCLICCLICCUCGRUGC 75 TGS
GO1O5298 1 91 &+ 90105EA0  U9106209 GOCGCUGCUCCOGGGOGCGA 85 066
DO1E5ZE0 1 55 36 ¢+ 99105244 90105263 COUCOUCBUGCUBGDGECGG 80 GGG
GRIOE240 1 35 23 - 90105208  U9105257 CUAGUACCAGGAGGAGCAGC 70 Q3G
P0U05287 1 A2 54+ 99105271 SU105280 GGCBGOGGCGGCHCUGCLCT 80 OGG.
GOI06763 1 58 aA 9105247 89106266  CCUOGUBCUCHCAGORACGE 85 Caa
Q0130620 3 955 301 - 99132618 99132637  CUCGAUGCUGAAUGACAGUG 50 CGG
00132850 3 494 327 - U91326857  OUIBZETE  UAAAAGGCCGAUCUAALIGAA 35 GGG
9G130660 3 995 327 - OUII2658  UD13I677  AUAMAAGOGCGAUCUAAUGA 35 AGG
99132722 3 557 368 ¢+ UB1327U6  BUI32725  AUUUAUGAUAUSACAACGUC 30 AGG
SO1IFOR8 4 654 432 + 99137922 99137341 AAGGUCGAUUUGGAGAAGUU 40 TGG
09137993 4 709 489 - 90137991 99138010  CCACGAACGUUCUUCUCUAG 50 AGG.
93138004 4 720 478 Q0137988 OD138007  COUCUAGAGAAGAACGUUCG 50 TOG
59138014 4 730 483 99137008 SUI3R017  AGAACGULICSUGGUUCCBUG 55 AGG
GIIZE066 4 782 517 - 9U13B084  G9I138D83  UGUCUGCUGCUAUARALICCC 45 ABG
DOM465G 5 B2D 548 + 09142543  DU1426B2  LACULIGGACUCAGBCUCUGGU 50 TGG
63142561 5 851 B3 GU142565 | 09192584  GUGUCAGAUUAUCAUGAGTA 40 TGO
SUH4650 5 929 614 4 09142643 99142682 CUUGCUCUGUCCACGOLGAG 685 OGS
GHI44BIS 6 1057 BEY ¢+ 90144798  G91S4B1B  DUGUAUUGCAGAGUUASGGAS 45 TG
SO144872 6 1114 T3T 4 99144856 99144875  UAUUGCUCCAAAGCACAGAS 45 TGG
8144873 6 1138 TRY ¢ 99144857 | 99144878 AUUGCUCCAAACCACAGAGU 45 GGG
QGH4B488 7 1144 T57 - 99146495 90148515  GOAAUCAUCGAGAAGUUCAG 45 GGG
99146561 7 1207 788 + UD146545 90148564 ACGUGCUGACALICUALGCAA 45 TGO
GOT46B01 7 1247 825 + 90146585  UD140504 AUGCUCGACGAUGULCCAL 45 TBG
DO145604 7 1250 827 + UD146588  SU14AS07  GOLCOACGAUBLIUCCAULGS 55 TGS
GOI49233 9 1440 D52 -+ 90140217 | 99140235  GOUAUGCCAAUGGAGCAGHU 55 AGG
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J4re | gviasar 2
477 901426 3 a1+ auMosa
1478 DOII2E5S ' U913ZA33  BEIAE5Z  CCUCULUCAULIUGGUACUCGA 50 TRG!
147G GD144854 QUI44852  GDT44RTT  GUOGGUUUGCAGCAAUALICAA 40 TGG
1480 DY132648 GO132A30  SMII2G4¢  CUALICGAGLIGUCAAAUGAAS 50 AGG

1481 @3142868 QU265 | GDUIRTS  AUBGGOAASATCGIMCHONG . 70 TGS

YEI48546 | OR4aSeS CGUGCUGACAUCUAUGCAAL 48 GGG

A

482 98142628 § G3142610 | SM42824  AGAUACACAGUUALLIGLIGHA | 40 AGG
1483 G04426U8 S 488 | 84+ OOM4REB2 | OB142701  AUGGAGALIGUUGGUACCIA 48 AGG
1484 S014TT4E 8 1347 Q8.1+ AUMTTRS  991dTV48 UUGUUUGUGAACAGAAGUUA L 38 ARG
1485 99144845 & 1087 TIE - U044843  o0l44B6  AGUAAUAUCAAUGGUAUCUG | 33 TGG
1486 09133014 3 440 1207 - Q013261 OR3RA31  GOUCGAAUGACAGUGCGGUUG! 55 TGS
1487 99144810 & 1052 &98 09144704 50144813 ACUURCUGUAUUGCAGACLY 40 AGG
1488 Q13745 4§

THEB DEIATAS
480 99gIe

GOUI7EAT  QMITHE  AULIGUGUUACAAGARAGCAL 3 TGG
93¢ 828 Y4268 UDIZBE2  CGGUCUUGLCCAUCUUCATA 58 T68
1491 99138080 776 813+ 99138044  DU1IB0T  UUACGUCAUGAARACALICCU &5 GGG
1492 99144742 881 - 90144740 O9M4TED  ARAUCUCUAUGAGCAAUGSC 40 TGO
1493 S@udu238 8 1430 848 3 B9146207 99148226 AGAGAAUGUUGTGUAUGLCAA 40 TGG
1494 9YI328TY YO132663 09132682  AGAUQBCCOUUY ,
1488 G914776R QUMTTE0  EDT4TVED  GUCCAAAUAUCODAMACAGBA 48 TGG
4G5 9913TE53 BOT3797  BUIIVER6  AAGUUUBGABAGGARABUGBG 45 CGG.
48T G9187ETS QUITETE  EDITRE2  CAAGAUCAUAAUAAGGCABU 3% TGS
9698 99144883 G9144867 9044888 ACCACAGAGUGGGAACARAA 45 AGG
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145%  @3142888 5 QU263 | GDM2RE2  CAUCLIICACAUGGAGALIIGH | 40 TGS
1500 801484898 7 2 29146487 90148R1IG  UGGAAUCAUCGAGAATULICA | 40 GGG
1501 OUi380%% 4 (813 813843 o9138068  GUUACGUCAUGAARACAUCC 40 TGG
1503 §D44746 5 988 0 653 - Q0144744 9DI44VER  LUUCAAAUCUCUAUGAGCAA | 30 TGS
1503 99140218 8 1419 $38 4+ URMAGIEA | BO4EIS  CUAAAALUAUGAGAGAAUGU 38 TGG
1504 GHI3TEED 4 585 | 387 - AOI3VEAT | §9I3THSE  AUUSUUCUCLIGSACAAGCAA | 35 TGS
1505 9942622 5 8G2 83+ QOMIANG  BW42E828  AAACAGAUACACAGUUACUG | 38 TGG
1606 G9137983 4 870 YRIATA3E  OBIBIRGY  AGUUUGGAGAGGAAAGUGEC 50 GGG
IDGT DW4TIBE § 1887 SOTTES  894TIBZ2  CACAGCUCUGCTAUCUGIARY . 83 GGG
1608 GO146543 7 118D 1T 8146541 | ODHERED  AUAGAUGUCAGCACGULIGA | 40 AGE
IN0Y DWIITESSE 4 BT AU37908  IWATASE  GUULIGGAGAGGAAAGUGSCE: 85 GGG
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1T4B 15 i 57 COAAGGCGCUGCCCUGCGOA 75 GBS
1747, 45 T 8% CAROGUGADUCUGADOURLT 85 CGG
1748 18 210 COGUGADUCURACTUGSCDE 70 osn
1748 15 S 2101 COUGACUCUGASCUBCOCGS 70 8538
1750 15 ¥ 123 COUGARCARCCAGUBARACAL 80 TGG
1751 15 2181 UCGRUGCASUUOUACEACUSD 85 TOG |
1T52 15 2 101 AUGAALAGUUUCCASAGZULG, 4 TS
175% 154 247 AGURCADAGUCCTAGCUGHS 8 C6G
{7831 154 3282 QUOAGGOAUGEGIUGCULCE 70 AGS
17880 15 2 308 CACCCCAUCCUUGARGACAA 8 AGSG
1758 15 ¥ 135 UCADLGODGUGDLCARGAAGC 83 GOG
{75738 1 38 CUSCOCADGDCABCOUCULG 78 063
1758 18 42 208 AACUAUUCAUGCUACOGGEC 50 OGG
1758 18443047 2 247 ADCOGONCOSONGDOCARCY 85 806
1780 1544305645 3 281 UCAGUAALGUUGUUUGUGAT 40 T6G
1781 154428400 2 205 UGDRARADUAUUCAUGCUARS 40 GGH
1752 154430480 & 244 GUGABGAGDUGGGGCUCCUCGE 75 GGG
1763 15440 3P0 UCAUAAADAACAUUGOUGAT 30 OGS
1784 18440 1 08 AGCCAGCAGURCGLAGCCGA 75 OGG
1785 4 30 AGDGURACUCURACTLGOGE 8 GOG
17681 % 2 186 CAUGGGCUGSCALGGGAARG 88 AGS
ER A 3 2872 AGCAAUSUUGUUIGLGAGUR 40 QG0
1788 1 330 CAGDCUUUGUCDUCARGRAU 55 GRS
1768t 4 24 GUACGDRCUCTUGGAAGURIN 80 nGs
1770 3 1 435 COBGAGCHRGUGCUGHCONCA 86 AGS
1771 4 1 48 DOUDCODAGTODAGDGOCUY T8 G606
1772 ¢ 2 3 GUROSUGUUGACCAGUCUGTC 70 ARG
17T % 2 101 UUCCOGOUCUACCONCRGRE 75 ARG
1774 4 2124 ADACAAUGCDACULUUCACH 45 Gng
1775 % 2 14 GUOCUCAGGAAGOOGOUUSS 70 AGS
1776 15442 2 154 AGOCUCRCACDCCAGCAGAU 68 0GR
$777 154430813 3 IS8 CAGGOGGUUCUUCLUGARGT 70 AGH
1773 154430545 3 287 CAGCAAUGUUGUULUIGUGAGU 40 GBG
1FTS 154429338 2 181 COCAGCAGAUGRGLUGGCAU 85 OGO
1780 154430418 2 219 GHAACUGCACASBUCORAGOU 8 806
1781 154430491 3 243 GASAGCUGGOGQUCCHUGRGS 75 GGS
1782 154430576 3 303 DAGDACABCCULIUGUCHUDA 55 OGO
1783 154405852 1 16 CGUCOUULGOCULRCOUGTUSS & Teo
1784 154408867 7 28§ OGCUCCOGOCGOGGCCAGCA 35 GRG
1765 IS4405674 1 54 DOUSCOCUBCUGBOTCHRCONC 88 06H
1786 454430023 7 & OACOCUSUSUCDUGHCARAC 8 T80
{787 154420322 2 15 GCOAGUOCAUCUGCUGHRGRU 70 G086
1788 154428436 2 231 UGGOACUBUBCACLIUGOUGS 80 TG
1736 154420554 3 288 LUGUUUGCUGCAGUGGLICUCCH 50 o8
1780 154430572 3 201 ACARCCULIUGUCGUCAGOSGA 55 T5G
1761 154430806 3 252 DUUCHRGRAAGDAGTHAGAGOL 66 063
1792 154420570 3 290 AGCUUULGUUSUCAGGSAUG 55 GRS
1783 184420440 2 234 ACUDUGOACULGOUGHUBGA 55 Tao
1704 154428282 2 107 CGADCURCCOGRGRGUAGARC 75 OGQ
1705 1544007 2 154 COUAUDCCAGCOUAUDUGIU 8 80
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IR06 15440368 CULGGEECOAGOECCICUNG 80 COG
1366 154405709 § CCUAAGGOSOUGDOCUGCEE 80 AGG
BEY 1540638 181 ORCCAGCAGALGRGOUGHCA T8 TOG
1908 154828407 2 21 UCCCAGOUGBGHCORCOGEIC 85 006G
1808 54423418 2 217 UACCOGOCCOBOOGONNAGS 88 TGO
1B10 153430403 3 244 AGUAGABCUGGRGIUCCUCE 70 563
1911 S4430529 3 27 CACAAACAACALUGOUGAGS 66 660
1812 154430831 3 314 GACGACAAAGOOUCLIGOUCU 88 TGO
B 19440888 1 3D GOCCALCONCGRUCINGHCG 88 066
1914 154828309 2 14.1 CUGGOGUGGGAGOCUGCARS 75 006G |
515 154423361 2 178 AAGCAGGRUGNUSOUGARGL 80 C6n
B8 153430332 & 272 ADUCACAAACAACAULIGCUG 40 AGG
107 154428412 D 214 CACAGUCCUAGCUGGROGHG 78 066
1518 154430830 3 318 CAMAGSCUSBUGCUOLUGHUS 55 AGH
519 153405508 1 49 COCUGCGCAGGRCAGOGUCU 80 T6G
190 154420433 T 229 AGCUGGGACUGUGCACUUSC 80 TGS
1521 184430831 3 371 QUOACAAACAACALIUGCUGA 40 GGG
1922 383420323 7 151 USCCAGCCDAUCUSCUEGHS 70 TOG |
1922 154420926 2 182 OCAUGCCAGCUOSUCUGLUS 88 840
1824 154430485 3 D48 DCARGADAGCUGRGOCUCOU 70 COG
1625 153430520 3 284 CAUUGCUGAGGOEOCUCUNC 60 GG
1930 154428327 3 154 CAGOCUCOCACOCCAGCAGA 70 TGG
1827 154830577 3 304 AGASCACABCCUULGUCHUC 58 AGH
1525 154420328 2 154 UCCCAUGCUAGUCCALCUGS 68 T6G
IR0 154830612 3 258 AGUUCCAGCUTUCCUGCUUC 85 COG
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1041 154435100 5 532 ACUCAUCULUCUACAGACUA 35 0GG
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1838 154434568 4 267 GOAGAACUUCUGGGACUCCU 55 GGG
1507 154434684 4 445 AGCAMAADUCAAACCULUCA 38 GGO
(595 154434802 4 492 CAGCAAMACUCAAACCUUUC 40 AGS
1830 154435001 § 463 DUGALGUUGGCABGOGRAUD §0 AGO
1900 154438085 5 308 DCAGGABUGGOGOUCULGHC 70 AGG
1501 154425077 5 517 GAAAGAUGAGUUCCAGGAGU 45 GGG
1902 154434578 4 288 CUAACUGGCAGOAGAACUUL 50 TG
1903 154438078 5 517 ACGAAAGAUSAGUUCCAGOAG 45 Teo
1904 154474581 4 355 UCUGOGACUCCUGGOAAUAC 55 TGO |
1605 154434570 4 207 AGOAGAACUUDUGGOACUCS 55 TGG
1008 154038078 3 518 OOUGGCAAGACCCOCACULEC 70 TOG |
1907 154426048 6 62 COCCUUBCCOGAACLCCUCT 70 TGG
1608 164048148 7 637 GAGUCCUCCAGOLIGABAACE &5 AGO
1908 154454532 9 769 CCACAUUCCUGGUUGCUGOA 55 GGG
1910 154048142 7 827 OGACACCUCBUUDUCAGCUGG 60 AGG
1611 154448145 7 68§ GUBGACACCUCBUUCUCAGC §0 TGG |
1912 154454520 78 CCUCCADUAACUAGGAAUGU 55 GGS.
$913 154454531 5 721 CCCUCCAGCAACCAGRAAUG 60 TGG
1914 154453514 8 77§ GCAACCABGAALGUGOGCAG & THG
1915 154454523 § 781 AGUACCACUGCCCACAULCC 56 T6G
1916 154454528 § 786 OCAGOCUCCOUCCAGCAARC 70 AGG
1917 154483528 & TS CUDCCCACAUUCCHGOUUGS & TGG
1918 154454533 9 783 CCCACAUUCCUGGUUGCUGS S0 AGG
1915 154448154 7 B84 GUUCUCAOGRUGGABGARUCT 80 TG
(600 154449976 § 754 GUAAAUGCSACAAGCOUCCC 60 AGS
1921 154485195 10 868 AGOUGCCCOAAAGAGUAGGS §0 OGS
1922 154465287 10 923 UCGADBGUAUUBUCAGACOTC 55 ARG
123 SMBIEST U 807 AAUGUAGAGOAGLGUUCCHS 55 AGH |
1926 154485304 10 945 AUCLGBUCGOUUSUGGCUCS 80

1925 154465336 10 36.8 CUGAUGUDAUAARGGCUDCG 55

1526 154485201 30 872 UGCAUCCOCCOUACUCULLG 85

1977 154454584 8 817 UCAGAACAAUGGCAAUGCAG 45

1908 154465387 10 348 AAGCUNCOROCUCUGAAGOA B0

520 {S44B5235 10 087 UGAUGUCAULAAGGGCUCCGU 80

1930 154454548 9 TBE ACAGOAGCOLUCOGAAGGOC &

1931 1B446E2ES 10 93 GACACCHGUGOGCAGAUGAT 88

1937 15445222 10 938 CUACAACCGACCAGBAUGCCA 60

1933 154454577 § 821 UCUGCALLGRCAULGUUCUS 48

1904 154465166 10 87  ACCADCUSCOGCAARGAGUA 58

(635 154485265 10 1.8 GUUGCUSGHEHACACCBAUS 75

1030 154485311 10 98  COCUBGOAUCLGOUCHGLUG &

1907 I5M46E3MT 10 965 BUSGHUCCCURGLAUCUGHU 86

1928 {GA4RSIRE 10 982 AUAAGGGOUCCOURGRLTDC 65

(630 154485198 30 87 CAUGCAUCCHCORBUARUCUL 58

1940 354468222 10 287 DOOGUASGUCCAGGLCULUC 78

1341 154465252 10 815 UGULCCUCUCAUCUGCOCAC 55 CGG
1642 1544B5386 30 918 GGCUGCUGDGRGADACCGOL 75 GOG
1943 154465262 10 B3 COGUOUDCCOCAGCAGRGUS 75 GGG
1544 154485221 10 657 CUCCOUBOGUOCCUGOCAUC 10 TGG
1945 {544B532¢ 10 957 GLUADAACCHACDAGAUGOR & AGG
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1946 154465344
1947 154465219
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1851 154485270
1952 154454548
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1954 154485221
1955 154465231
1956 154465237
1957 154465208
1858 154465214
1950 154465238
1980 154465279
1961 154465277
1962 154465243
1983 154465345
1964 154454539
1966 154465280
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1968 154485278

GUGGAAGCUGCGGGCUCUGA
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CUCUUUGGGGCAGCUBGUCT
CAGAGGAACAAGCACUGGES
UUGUCAGACCCCAGGCUGCU
GUCAGACCCCAGGCUGCUGG
GAGAUGAGAGGAACAAGCAC
UCUGUAUUGCUGAUGUCAUA

d CCUGGUUGCUGGAGGGAGCC

AUUGUCAGACCCCAGGCUGC
CCGRUGUCCCCCAGCAGCCU
UGUCAGACCCCAGGCUGCUG
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5 Genomiccut § 58 8§ B stat End ANA £ =
o coordinate 4 84 g§ g coordinate  coordinate ¢ 8 =
S Q80 : : Lo
0 e 6
1969 EBUTE241 3 37 13+ SSOTER4 55076243 AGUGGUCAGGAAMAUARACA 3
1570 55969838 4 & 28 55560436 BSBEUABS  GOUGAACLIUCUAGAUCOAUS
1971 SSUBEA3S 4 B4 3+ S50BOBI8 55080837  UCAGGACUGALAUAACCADA
BT SEDGITM 4 215 0 78 ¢ SSUGGGRT 55860706 GCUCCUUAGGAAUAGLIAAAA
1673 SO0BGS53 4 265 G5+ SSOBOBYY  E5UBOBSS  UAUAUCUGUAAAGGUGATAC
1974 SHOSOTSE 4 180 58 55060756 SSD6OTTS  UGUGHUAAGGAAAAAUGUA
1675 ASESR7ZS 4 195 T4 - SHUBUTZY  AOUBOTAD  UAAAUSCUAALIVACALUGUS 25
1976 56969598 4 320 196 - 55960596 55000615  ACUUGCAACAUUCUUACAUU 30 COG
1977 BSOG9845 4 274 80 + S5UGUAZR  SIUGUSAT  UAAUGAAGCUAUAUCLIGUAA 25 AGG
1978 S8UB0R1YT . 4 103 3F o+ A5963800 35069818 AGUUGUACAACUGGAGAULIC 40 AGG
167G 5506881 4 228 ¢ 83 o+ BAUGUGH4 350868 | AUGAUAGUAUALIUGCUCCUL 30 AGG
1980 5596771 4 148 §54 - 55050763 CACUGCAGUUUSUSUGCUAA 45
1881 SEOGD87S 4 1 M4 1125 - 55069572 [ CAGUUUGAATAGAALIGUUUA
1982 SBEREA0R 4 1 1 1 4 x| A5359704 5 CUUAGAAUGAAGLUGUACAAC
1582 55969696 4 223 B - SSEIEM AAADCAULUUATUALLICOLIA
1984 S5UBE3E6 & 0 410 149 55088363 85 LUGAGUUGCAUL GUGAACGA _
1565 BE9GBIBE 5 411 198 - 55063352 5 UGAGUUGCAULGUGAALGAG 48 GOG
1986 B5a83467 7 897 A3 - B5GR3464 8 [UUUAUCAGUGALUICAACUCAG . 35 AGG
1987 BASG3383 7 341 281 - 0 55963380 bt 5GGACCAAAG%UGCC{}CAACUV 50 ;TG 3
1588 55983356 7 808 283 - 53063353 55083372  AGAUGCCUCAACUUGGAGCS 55 AGG
1982 5HUA0S52 B 82 298 + 55060535 55960554  OGUGGBAUGCUGUGUCUUCAGS 35 AGG
1880  B5O8MTe 8 Q04 1328 53000467 55000488 | GUUUAGGAUUCGCUGUAUGA 40 IAGQR
1961 55860423 8 451 A -0 A5960420 35960438 iACUGGAGUGAAGAAGCAAGUV '
1507 55060533 8 841 305+ 55000516 55000535 GACAGUGAAUGAAGALCGGEG
198% 55484285 0 & 538 1985+ 55984248 - 38084287  AUCAACAGUGTAUGAGHUGGE .
1994 SEOG4EB4 6 539 198+ SS06M247 5306286 AALCAAUAGUGTAUGAGGUG
1655 GSOB42E2 & 541 186+ SOUBARAS  ASGB4RBE  AUAAUCAACAGUGCAUGAGH
1966 SH964258 B 549 197+ 55964242 SG064281  AGAAUAAUUAACAGUGCALG
1997 55084180 & 813 222+ S5UB4MY3 55UB4192 | AUCUBAUSBUAAGCUUCCCAA
1908 SRYE34R5 7 OB+ 55063408 35863427 AACACUCUUAAUACUUGGEGY
1688 B5080530 & 844 306+ LHEBUS3 3600532 UUGGACAGUGAAUGAAGAUC
J000 55960424 8 USD 345 04 SE060440 | GACUGGABUGAAGARGCAAG
2001 55058357 5 408 148 55088373 ULIUGAGUUGCALUGUGAACS

5590836 5 440 18 '3 55968342 AUCAGGUGUGAGUGGEAUSS 3

6  Adn 198 5 UAAUCAACAGUGCAUGAGGH

56083431 7 743 269 5  UUAUAACACUCUUAAUACUL

56960457 8 97 333 5 UGUALGAAGGAAGALGGUAA

SRUBG4SD & G2 D3 55080447  AGHAAGAUGGUAAGGGALAC

SEOGBADG B 457 1BB 55068306 SSDGRINS  UGGUOGAAGGGAAATACACL

55053480 T 875 245 o+ 556837 SHORMU1  AUCACUGAUAAAUUAUGUGH

2008 HHYS4BS
A HHEBG44
2031 558EB333
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2013 DESEB343
2014 5504184
2015 554634571
2098 55980820
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423 157 - 556830

AUUICGCUGUALIGAAGGAAGA
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GOUCCAAGUUGAGBCAUCUY.
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2017 550680458 7 CUGUALIGAAGGAAGAUGGUA | GG
2018 55064150 853 23 Se4I86 - AAUULIUGAUCCUGUAUAUAA GG
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o Genomiccut § 2 3 ;;g ‘£ Sr End CIRNA % 2
o coortdinate 4 a8 2% & coordinate coordinate | < .
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55941488 55041487 CUCUGAAUCUAACAAGGGTU

on

G66

+

2060 SHMI485 17 2383 883 45

2070 55341106 17 642 958 - A5041193 58841212 GOUUUUGBUCCAGGUATLIGA 50 GGG
2071 SBGAITET AT 2007 753 . SS03TES  SSG4ITI7 | GUUCACUBAUGUAABUGUUG 35 TGS
J072 SEIAMESS 17 2143 TIT . SHO41692  SE04UTHY  AUCAUUGBACCUGUUCAAMA 35 AGO
2073 S5MIETR 17 2365 858 - S504M4T0 55041488 CCAGCCCUUGUUAGAUUCAG 50 AGG
2074 55041404 17 2934 883+ 58041387 550414068 CUGUUUGAAGUACUSULIGCC 45 TGS
2075 BE3A262 17 2576 934 - SEO41250  BEDUI7E  GAUCAUAULUCACAAUGCUG 38 TOG
2076 SHGIIBES AT 2183 792 . B5031652 S5G4187Y  (GACACAGCAGLGGUALLGE 8 636
077 SHMGE T 2220 805 v 5041601 SHU41620 | UCAUCACUGCUAGAAALIGCU 40 TGG
2075 55041255 17 2583 937 - S5OM41Z52  BSB41371 | UUUCACAAUCCUGUSGAUCU 40 GGG
2079 S5GAZT26 18 10AF . 712 ¢ 55043709 55042728 UUUGAAGGAUCUGGAADAUU 35 AGS
2080 BEMMITI0 17 M3 772 . SEOAITOT  BEDAITIE  UCCAGAACAUCLIGARALICAL 35 TOG
2081 41433 17 2408 8TR - 55041430 55043449 CAAUUAGUAGAUCAUGUAGA 30 TGG
2082 1169 17 2569 68 - SSU47186  SEWANIBE  GUAGAAAGAUUUGAAACAGU 30 TGG
2083 = 705t | 55041784 55341803 AAACGAUCAAAUGUAUUCAGA 25 TGO
2084 S5G41362 17 2476 55041345 55041364 AAAAUGUGAAAUAUCUGGAC 30 TGG
2085 BEMIZOS 17 2833 55041202 SEMM1Z2Y  GCAGCAGAUGCUULLGGUCE 58 AGG
2006 S5M4IB64 17 2174 55041661 55843880 AAUACUGAAGGACAGAGUAG 45 TGG
2087 S5M1B58 17 2180 55041655 55041674 GAAGGACACAGCAGUGGUAL 50 TGG
2008 55941488 17 1370 55041465 53341484 COUUGUUABAUUCAGAGOAG 45 GGG
289 EB4IAIE 7 2602 55081233 ESG4I252  UGGGCAAAUGAAAALIGUULC 35 AGG
2000 SEMUIST 17 2841 SA041194  5E34121%  UGDUULUGGUCCAGGUACUG 50 AGG
2001 S5MTEI8 18 1801 55047525 55947344 UUOCUALUGACAACUCUUCY 35 GGG
2002 SBM427Y7 18 10T 55042700 55042719 | AUAUGACUCULILGAAGGAUC 35 TGG
2003 55341484 17 2354 55041467 53544 CCHOLGAALUCUAACAADGGC 50 TGG
2084 EBEITH T 2112 55841709 GAUUUCAGAUCUUCUGGARA 35 AGG
2005 SEMTTR0 17 2118 S5044703  BER41T2Z  UCCAALIGAUUUTAGAUCUUG 35 TG
2006 S5MI24 17 2434 55041421 B5B41440  GAUCAUGUAGAUGGCGOUGA 50 TGG
J0U7 55MTERE 15 1000 5R47528 55047545 | AUUCCUALIUGACARACUCULC 35 TGG
2008 SEMIAE6 17 B S5041438  SER4U4BE  UCUACUAAULIGUAGAUCUUC 30 TGG
2080 ESG41RE7 1T 2681 55041240 ESG41259  UUUCAUUUGCCCAGAUGCAT 45 AGG
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55054044 55054863 | LUGUUOCCAGUCUGUGAUACA 45 GGG
55054052 55054871 AABCACCCUGUAUCACAGAC 50 TGG
5954810 55534828 ¢ UCLIUAAAUAGGUGCGAUGTA 40 GG
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2413 111432

4 11 1448 55854811 | GUIBCAUCGUACCUAULIAAG 45 AGS
2418 5 1RO 30952370 35943 AGGAAGLCCUGAAUCCALAA = 46 AGG
2316 & (13 1880 1 5 35852060 85052060 | COAACAGUAGGUCCULUGSA 50 AGG
2117 8 1317 L - 5AuRRNG2 5EGB0TT  CUUCCAAABGACCQUACUGUU 48 GGG
2418 5 141733 628 L+ 55051563 BEBR1E8Z | GGACAAUGUAUAUUCUGUSBY 3% GGG
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g 55 ‘:5 b 'a : . ‘5
o GCenomiccut § ©2 ©§ £ Stant End RNA s =
o coordinate 5 A 4 L% 5 coordinate coordinate © g8 £
e TR NS g @ : )

w : g
2119 25 v SEuSiSeZ 85 951681 AGGACAAUGUAUAUUCUGUG 35 TGG
2120 : 83.3 9815 581861  CAAUGLIGUCACUAGUCAAAG 40 AGG
2123 14 1762 | 638 5951538 BERI557 | GACUAGUGACACAUUGUACA 40 TGS
2122 15 1884 1 676 1+ 1 OUB4TH4E 35347587 | UAAGUAAACAGGCACGACUA 45 TGG
2123 13 1586 575 - 55952038 58852057 | ACUGHUCGGACAAARAAAGH 3§ AGG
124 14 1784 §5.1 55851506 §5851525 | CAQCAUACACAGAUGAAGGU 43 GGG
2128 15 18v5 1 88 SLO4THEIT B504TE56 | AAUAGSAAUGUUAAGCAAAL 38 AGG
2126 S g2z 87 58887228 55057344 | CAGUUCUGUAGCCUUGAGUA 45 TGG
37 10 1068 0 387 55058206 85056225 | LUUCCAULIGBCULICAARAGG 40 AGS
2128& 11 1318 1478 55054438 35354057 CAAAGAUAACAUGCUUUGGEG 40 TGG
2128 13 46BF | 678 53852037 5652068 | CUGUUCCGATAAAAAAAGUA - 35 GGG
130 13 9812 | 585 ¢ 55053012 S5052031 AAACGAAGCUGUCUUABAGU 46 GGG
2131 14 4771842 WOR1L 951548 | CACAULIGUACAUTBGUACGAA 40 TGG

4.8 51528 AUGGCAGCAUACACAGAUGA 45 AGG
3: . 55051471 35051480 « SGOGUAGUAAAAGUGARAUUC 40 TGE
2134 W0 a8 55986312 53556231 UUGCLQUCRUULRIGAAGCCAA 48 TGG
21350 ShUBZA04 | 12 40V 54 3 + 1 G585Z247 SRYSZA0B | CCUGBUCCAUCAGCAUAUAL 50 TGG
552 1+ | 55852281 SBOB2280 | GGUAUGCCULUAUGGALUCA 40 GGG
D584 - 1 55952013 58952032 | AAAACOAAGCUGUCUUAGAG 40 TGG
507+ 55554843 HE543 GUGLRIGCCATGUCUGHGAUAL 45 AGG
{8589+ | B5U51085 5 L UCUGAACAUCAACAGGAAGU 40 TGG
{585 55951084 555 | CUUICOUGUUGALIGUUCAGAA 48 TGG
. 85 55851507 | GCAGCAUACACAGAUGAAGE 56 TGS
[BEE - | 5ED514EE | ACUUUUACUSCTUCARAGUY - 35 TGG
[48.5 4 1 55054881 AAUGCUUUAAGALICCALIUAC 3¢ AGG
485 ¢ - ¢ 55854881 | UAAAGAARAUAUALIACULIGALZ 20 TGG
P84T -1 SEQEIIN0 | CCAGUAUAUGCUGAUGGACE 50 AGS
418 55956118 | GAGAUUUACUGUCAGUUDLG - 35 TG
473 0+ 1 5BLB4938 | CCCAAAGCAUGUUAUCULUG 40
PaFT -1 5554947 UCCCTCARAGAUAACAUGCUY - 40 TG

p54]
E R

583 85852260 LAGGUAUGTCUVUALGG 4% AGG
36 55857254 | ULUAULIJUALIACCAGAAARLZY - 28
587 |+ | SEQEIN4E UGUCOGAACAGUAGGUCCUY 50
356 + | 55957268 5 | CABAAACLIUGGUGCULIUAGA 40
36 - 55057268 5 CAUCUAAAGOACCAAGUULIC 48
39.4 SEORBIN 58556220 | UGAAGCCAAUGGAARAAUCY 38
44 -1 H5UBE0TY  EBYSEGUR | CUAACAGUAAGAAAUTUUGU & 30 TGG
D474 0> SEOB4B3E 35054956 | CACCUAAAGCAUGUUAUCUU 40 TGG
L4770 -0 55054841 55254080 | CCCCAAAGALAATALIGOULY 40 GGG
BB+ 5OH54901  G3G34S20  UAULIUCLIIUACAGALIICDCU 30 TGS
(556 . » . GGUGR253 55052272 | UUGUUUAAGGUAUGCCUUUA 30 TGS
D57+ 58052038 5RGR2057 | ACLIULUUUGUCCGAACAGH 35 AGG
CETA e 5551026 B50B1845 | ACCAGULIUCAUUUGCAAUGA 33 TGO
TBE2 - SHEUEYADZ 35951511 | AUACACAGAUGAACGUGOGA 48 AGG
L4580 55056028 5RGS6045 | AUCCCUGUCUGUGACUUUICA 50 AGG
S5+ 550532089  S5052288  ULIUAUGGAUUCAGGGCUUCC 45 TGG
4633 BSD54052 | AUSACAUGCUULGGOUGGAA 40 TG
8 5947539 | CUCCCAGAAGAGUUGUCAAL 45 AGG
2 CAADAAGALIUUDUUACUGUU 36 AGG
38 ACAGACUDGCAACAAGAAGA 43 TG
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WO 2023/141531 112/183 PCT/US2023/060939

e N €
Genomiccut § 098 S5 T sun End £ =
conrdinate 1 8 8 8 *'3*. = coordinate  noordinate | CRNA g ﬁ
o2 og % g
SROS2208 12 1802 A4S - | A5Q52286  ASOSZ31S  GUUACUCCAGUAUAUGTUGA 40 TGG
5057242 1 9 1022 374 - SARYAT2D 5957258 | AUACAUCOAUCCCAUACUSA 40 AGG
53954954 0 11 1505 | 472 + . 55954057 SOS4056  ACCOAAAGDAUGLIVAUCUULL 35 GGG
55056220 10 1071 3B8 ¢ 55058200 ; D ABULIGUCCAULIGECUUCARR 30 AGS
5 01201 338 L+ | SH05A0TY AACAAGAUULICULACUGRUUA - 28 GGG
8 131882 81 - A5851942 | AUAUUUUAUAGAACCAUCAUY 20 TGG
55951933 1 13 1889 | 814 - SAUA1AR0 | ACCALCAUUGTAAALGAAAL - 38 TGO
S5OS1R08 13 1832 1 8RR |+ AGRSIYTE 1907 | AALCCAUUCUGAACAUCAAC 35 AGG
S5Q41084 . 17 27R4 L UBY .+ SABAINET  SEOIORE | GAACUACUAGUCCUUCACHG 48 AGG
SE041084 17 37540008 1 - SHO4NUBY SED41400 | GOOOCUADAUGCCUCAGLIGA 80 AGG
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nockout of soluble decoy aoeptot
aocket or seludle denoy receptor
sekout of soluble decoy ranaptor
Kaackott oF solddle decay receplor
bnschnut of sofubis decoy renepioe
Kookt o7 seluble decoy receptor
nochout of sofuble decoy recepior
Kookt oF schuble Gecoy recepior
nchout of soluble decoy mnsptor
£ Knackott or sohdle decoy racepior
B Knockout of snfubie decoy rapeptor
Y Kaookatt or scluble denoy recepior
Knochout or sofubls decoy rscepior
¥ Keackott o sohudle decoy raceplor
Krochout of soluble decoy recepior
R Knackout or schidle decoy receptor
v Knochou! ar sofible decoy racepior
waockowt of sofubie decoy raceptor
3 Knockeu! of soluble decoy receptor
Knockout or sohudle decoy receptor
Kuaockout or soluble denny recepiny
Knockout or solubie decoy raceptor
A Krockout or solible decoy receptor
Hockout of soluble decoy reneptor
3 Krockout or solible decoy recepior
3 Hnockout of soluble decoy raneptor
ol iy

WoLn
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3 tor soluiie decoy raceplor
G2 Koookou or stluble denny recaptoy
snnckowt of solubls decoy areptor
Keookout or selible denoy receptay
1 Mnnckout o soluble decoy tensptos
Kaorkau oy sludle deoy recsgior
Fpnckout of soluiie decoy eoeplor
3 Keaekat or scluble geooy receplor
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Bioscom

r(nocmg. [ ao!ume decoy ;accsim

4 Knockout or sohdible decoy recepior
:39 Krockout or soluble decoy recaptar
S8 Knockout or schide decuy racepior
58 Knochout of sofuble decoy recepior
S nockowt o soluble decoy raceptor
Krookout of soluble decoy recepior
nockat of soludie decoy raneptor
Kuonkout o soluble denny recegtoy
Knackowt of sofuble decoy raceptor
Kaorkout or stluble denoy recesioy
ockout of soluble decoy a0

SEQID ND:

P
;})'g

W 62 )
2 i
3
~3

¢ sOlible denoy recepiny
nackout of sofuiie decoy renaptor
Kaorkout or stluole denoy recesiny
BoChor Of seiuble decoy neptor
- Keorkas o7 scluble gecoy recemor
pokont of solubke decoy ¢
&g\@m kot or sthuble decoy rec th’
NMembrane-Bouwd decoy recaptor
Membians-btund Secoy mosptor
emnyane-Bownd Qetoy recepior
Mambeana-baurnt decoy rasepior
Nembrane-hownd Gecey receptar
Membrgna-dound decoy recapior
Mambrane-nound SeCoy recepior
Membana-baurad Secoy muapfor
Membrang-Bownd decoy recepior
ambrang-bound decoy reraptor
Membrang-bound deCoy receptor
:Mambrane-dound decoy recaptor
embrang-pound decoy receptor
ambrang-bound decoy receptar
Mambrang-Bound Jecoy recaptor
Kambrane-bound decoy receptor
Membrane-bound decoy ranaptor
smbrane-bound decoy receplor
Membrane-bound decoy recetor
: Mamnbrare-bownd decay receptar
#3: Membrane-bound Jecoy ranaptor
83 Membrang-bownd decoy receptor
2

03

S

G2 »'iemwan& b Jecoy rer:smor
81 Membrang-bownd decoy yeceptar
1 Membrase-bound Jecoy renaptor
81 Membrans-bownd decoy receptar
G0 Membrane-duund Jecoy racaptor

500 Membrane-bownd decoy receptar
AN G0 Membranevbaunt drcoy reosptor
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SEQ D NO:
Graf Motifs
Bioscom

vimmxms und d SCOY reccotur
{} Membrane-bound decoy recepior
G Membrane-bound decoy reneptor
SF - Mambrane-bound decoy recapior

Z37 G Memibrang-pound decoy receptor
2 73 8% Membrane-hound decoy receptar
207 Q- Membrana-bound decoy recaptor
207 & Mambrans-bownd decoy receptar
57 § - Membrane-vound decoy moeptor
2 % Mmmrwe-bem demy ;ecepim‘
3 : .

P4

enprane-beund Jecoy renaptor
ambrans-hownd decay receptar
embiana-betnd Jecoy renspior
embrans-hand decoy receptor
embrans-daundd decoy reaptor
embrane-Bod decoy recaptor
embiana-btind Jecoy respior
mbrane-nownd decoy receptor
embrans-baund decoy oeptor
Smbrane-nnd deray receptor
amdane-bound decoy resaptor
embrang-nownd deCoy receptor
embiana-baund Secoy mospior

¥ smhrane-Bownd decoy receptor
Y37 ambrang-bound decoy recaptor
HIGR \Mem rang-sound JeCoy receptur
208% :Mamirane-dound decoy recaptor

Membrane-hound decoy receptor
Mambrane-hownd decoy recepiar

A3
210 smbrane-bound decoy receplor
Y chubia decoy recaptor

olubie deony recepior

034.; ie deony recepior

2 ol .iecov te,:ep*or
¥ § Sl
L3 B

cuble derny recep il

\““aim& decoy muaptos

clutie decny receptor

2
211 Sluble decoy remeptor
YR lubie derny recepior
Al olizbie dJecoy muaptor
B E clule deroy recepiar
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Graf Motils
Biosuore

BEDQ D NG

ohide decoy receptor
akible decoy receptor
ohible decoy receptor
v Q‘ 3 . e, 23, T
3 Soluble decny recepty

alisble decoy meaeptar
uble dacoy receplor
sluble dacoy racegior
ohible decoy recepior
Johible decoy recepior
oluble desoy rensgine
ohide decoy receptor

‘bpi

58 71 o1

L oeg

a3 BT NY

oluble decoy receptor
oluble decoy receptar
aluble decoy receptor
olublke decoy meeptar
uble decoy receplor
wluble davoy recepior
rohible decoy recepior
i Soluble dasoy reseptnr
Sokdse decoy receptor
Sokdde decoy recepior

Saluble decoy receptor
§ Soluble decoy receptar
Soluble decoy receptar
33 Soluble decoy recepior
33 Soluble decoy recegior
3 Sokuble desoy ressgioe
Solubde decoy recepiorn
Sohitds denoy resepine
B2 Solubde decoy receptor
2 Soluble decoy recapter
81 Soluble decy recepter
i Soluble decoy receplor
Soluble degoy receptar
H0 Soluble decuy recegior
Solutde decoy resepior
b Soluble desoy resseing
1 Sokubls decoy receptor

AN ORI RS RS
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78 Salble decoy recaptor

81 a2 B Sokuble decay recaptor
At

N \\\ \§ Soluble decny receptor

77 83 80 G0 Soluble decoy receptar
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g Genomic g % af o §
a ot s a.: :‘% xi; 8 s Start En_d CIRNA § 5
. 5 @ ¥ £  coordinate coordinate Q a
g coorginate ¥ B8 BE & 0¥ o
® & ©
278 83342tz 2 71 52 6334308 B3I3228 UUGHUSGGGAALIAUACCOCUC 53 AGG
2180 6334211 2 7z 5.3 8334208 8334227  UGGUGLHGAAUAUACCCCUCA 50 GGG
2181 8334210 2 73 53 - 8334207 B334236  CGGUGGGAAUAUACCCCUCAG 35 GGG
21820 €334208 2 74 54 0+ 85334182 8334211 CCAGUUCAAURALCCTUGAG 35 GGG
2IB3 8I4T 2 7 58 + 8334140 8334208  GACCAGUCLAAUAACCOCUG 35 AGG
2184 6334183 2 100 73 - 8334180 6334188 UGCACUGGUCCCUCACCUAG 80 GGG
185 8334085 2 88 137 - a3340u2 8334111 UGCUGUACTAAGUGTCATAA 50 AGG
2188 6333846 3 282 148 0+ §333838 6333858 UGCACAGUCALUUGUACAAGU 40 AGG
187 BI3BIE 3 22 182 - A3I3IR/IZ 8333832 ACAAUGACUGUCTAGGCCCE: 60 GG
2188 6333817 3 24t 178 - 5333314 8333833 GGGGCAGTGAUACGGACUGCA A5 GGG
2180 8333742 3 e 23% 0 - A333739 §a33758  CAGCUGCUCTCAAAUGTCGAA 33 AGG
2180 6333488 4 382 387 - §333483 6333302 GCAGAUCUCUICUUGCCACAG A3 TGE
g1 8333487 4 7y 27y - A333464 §333483  CGUOCGACCGGRACATLGUGRUG TG TG
2193 8333388 4 452 33 + - §333%83 8333388 AGAGGUGCACGGUCCCAUNLG | 80 AGG
2183 8333473 4 WL 2T 4 /333456 G337 UGCAGUCACACACGGLIGUCT [ eleie]
2194 BIZR08 2 5 55 + G334 191 8334210  ACCAGUGCAAUAACCCCUGRA A GGG
2185 6333843 3 216 187 @ - H333840 8333858  UACUUGUACAAUGATLUIGUCE 40 AGBG

21898 BI33485
2187 6343

273 o+ g333448 B333487  GUUCUUCCUGTAGLCATACA a5 CGG
317 232 ¢ - 8333734 8333747 AGCUGCUCCAAAUGCCGAAA 80 GGG

L8 g
G
e
(oM

2198 BI3418% 2 88 T2 L 8334168 B3MI8Y  UCUCCCUGUCCLCUABGUGA | 80 GRG
2189 6333831 & 0 237 168 o+ 8333814 6333833 UGCAGUCCGUAUCCUGTOCC 88 GGG
1200 8334185 2 Gf 72 . - azMise 8334201  AUUGGACUGGUCCCUCACCU 33 AGG
2201 6334148 2 i34 88 0 - 8334140 6334163 AGAGAUAGUGUGUGUCCCCA - 50 AGG
2202 833 3 268 188 o+ A33ITT2 8333797  GUGGLRULICHGAAGCGGUGA 50 AGG
2303 8334 2 B 41 0 - B33d4Ee4 0 6334243 GUGCUCCUGGAGCUGUUGGEY 8l GGG
2204 833 2 g 72 - 63348 §a34200  UUGGACUBGUCCCUCACCUA - 53 GGG
2308 B33 3 284 188 0 - ©333801 6333820 QGACUGCAGBGAGUGUGAGAG - 80 CGC
2208 &3 2 W& 7Y - 83MHYS §334184  LGGUCCCUCACCUAGGGGAL | 85 ABG
2837 8 3 228 187 0 o+ §333813 8333832 CUGCAGUCOGUAUCCUBCCC ¢ 65 CG6
2208 &3 2 e 116 o+ 83307 8334128  CAGCAAAUCGAAUUAUUIULG 30 AGG
2208 B 1 11 08 |+ §31788 5331805 GCAGCUCAGGUACGGUGEALZ | YO AGS
22100 633 CONEI. O B R <! 8333815 833383  COGOGUAGGAUACGGATUEC | TOAGG
2211 8% 4 357 281 6333478 BI33487 UCUCUUTUBUGCACAGUGGAL | S0 CGG
2120 €63 F 20 183y 8333833 8333854 GUACAAUGACUGULCAGGLC | 85 CGG
2213 8% 2 88 73 1+ 8334167 B334186  UUCUCCLUGUCCCCUAGGUG | 63 AGG
2218 €335 2 138 103 o+ 8334138 8334147  GLGUGGAUAUAUULLCCUNG | 40 GGG
22158 BI3A4MG 4 428 313 1 o+ - 8333393 BA33412 AGAGGOUGTAABUGAAGTAL 56 TGG
2218 6333437 4 40y 283 0 o+ B33S 8333438 GLRUUUUCACUCCAAUAAUGT 40 CGG
2217 BI3BE 2 83 82 8334145 8334214 CCOCCUCAGLGRUUALUGEAC | 80 TGG
2218 @333VIT S 2B 182 - 8333834 63338583 UACAAUGACUGUCCAGGCLC 35 GGG
2218 8334203 2 &0 58 6334200 8234218 AUAUACCCCUCAGGGGUUAY A3 TGG
2220 €333445 4 S8 R8T | - B33344Z 6333461 GUUGCAGGAAGAACCAGUAC | 58 CGG
2221 BLIIATTY 3 287 2% o+ 83RTH4 8333773 AGCUGAGCGTAGUGUCUGAG: 60 TGS
22230 6334128 2 185 113+ 8331Y 8334130 AAAUCGAAUUAUUUUGAGGES AWTCE
2283 83344 2 3¢ 102+ a3y 8334146 AGGGUGGAUAUAULIUUCCUY 33 GGG
2224 6334143 2 140 102 o+ 8334128 8334145  GAGGGUGLRAUAUAUDUUCCYH 40766
2235 BI3FB. 3 222 182 o+ A333R1Y 8333838 UCCGUAUCTUGCCCOGRGRT TR TGG
2326 8334177 2 W6 77 - 8334174 6334183 GGUCCCUCACCUAGGGGACA - A5 GGG
X7 6333828 3 23 47 G333823 333842  UCCAGGOCCGGGGCAGGAUA |+ TO GGG
2428 ©3331408 53 473 3% o+ B33 8333142  ACACGQUQUUCUGUUUCUCC - TG0
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g Genomic 58 % 2y §
2 cut S o € a8 § St End CIRNA s 2
g coordinate. & 8 g 8 @ & coardinate  coordinate 3 a.
® = o
2228 BI33832 3 325 B85 - 6333828 8333848  UGACUGUCLAGGRCUCHGRGT 5 AGG
22300 6341795 f 18 1.4 0+ 8341778 8341747 UGGTAGLAGTAGTBUTALGGLA 85 CEG
2231 8333480 4 3§ 2823 8333477 8333486  CUCUUCUUIGCACAGUGBACT 35 GGG
2232 6333438 4 4482 284 - 8333433 8333452  AGAACCAGUACCGGC AUU?\U 45 TGC
2233 /I3 4§ 445 328 0+ 8333375 §3333%4  GUACGRUCCCAUUGAGGE 8§35 AG
2234 6333443 4 3856 /Y o+ §333426 6330‘ 45  CACUCCAAUAAUGCO u\:UAw 50 TGG ;
3235 8334125 2 15 115+ a334108 $3341287  ASCAAAUCGAAUUAUUUUGA 25 GGG
22380 6333460 4 378 L6 - §333487 8333478 COCACACOGUGUGUGRCUGE | TO AGG
J237 BIRETRE 3 2 221+ a333739 8333738  UUCGGCAULUGGAGCAGCUG 35 AGG
2338 633768 3 280 2+ 853337581 8333770  AGCAGCUGAGGCAGU GUCUG 80 AGG
2238 B3I R e 78 o+ Aa334162 §334181  CUCUICLUCUCCCUGUCTRC 50 AGG
240 841788 1 18 13 0+ §341781 6341800 LAGCA@CAGGJ(‘AGGL&»ADL:: TCTGG
3241 8333416 4 423 308+ 2333380 §a3341 UGCAAULIGAAGCACUGHBAARA 46 AGG
2343 833423% 2 A8 37 0+ E33E 833235 AUABUCCCACTAACAGQUCT A0 AGSG
2243 833313 & A6 3¥ - A333110 §33328  ACCOGUGUGCALCUGTCAUGH G5 AGG
2244 BA3INIE 5 55 388 0« §333087 8333118 UAGAAAGAAACCUGCAUGEC 45 AGG
2245 Q333110 & 06 372 0 0+ 8333083 8333112 CUCLUAGRAAGAAACCLUIGCA 40 TGGE
2248 BI3ZXY 5 445 383 o+ §333108 BA33125  ACCUGCAUGGECAGGUGCATLA &0 CGG
2247 6330808 & I SR 8330881 §330810  GUGCACAACUUCGUGCACULC B0 AGG
2248 BY30B28 7 FA8 T B I 6330625 833644 GUUUAAUGUAUCGCUACIIAA 3B C6GE
2248 6330623 7 TH 52 - 8330622 8330041 UAAUGUAUCGCUACCAACZGSE - 4870606
250 8330823 7 i3 B2y o+ A330808 8a30625  AGAGCUUGGACUUCCAZCGU 33 TGS
2251 6330038 2 86 82 0 - S330035 6330054  AGGAACUACUACUAALGCLCC 0 TGG
F252 8330030 9 904 661 0+ 6320913 §329832 AAAGUUGGGACAGUCACCGEG 35 GGG
2353 GR2003% 9 BOB €62 + 5329912 6320031 CAAAGUUGGGACAGUCACCG - 35 GGG
3254 833BGIG @ g18 B¥ Y+ 2324899 §338818  CUBCGGGCAGLCECAAAGUL | 83 GGG
2355 £32891% 9 518 §F¥2 . - GI20M2 6328931 COGUGACUGY WC“‘AA"UW 3 85 CGG
2256 Q323901 @ 833 882 ¢ A324R84 §338803  GOUGGUGCCACCUCUCUGIG - 70 GGG
2257 BI2uR00 9 53 €83 §320897 8328016  CLEIUGCGECULCRCG (,Inb.ﬁs T0AGH
22580 G3I08R3 @ 857 B85 ¢ 4 SI28866 §330885  GOGUCAGCCCCLUGAUAGHREG - 70TGE
2258 BI2EB8G B9 S48 €87 G32987¥7 BA28888 AGGUGHBCACCATCCUIAUTCAG &0 GGG
22600 Q320878 G @G BeE - - 8324876 §330865  GGUGGUACCACOCUAUCAGS 85 GGG
2881 8328800 10 WO7C B2 o+ G330592 B328617  CUOACGGUGUACAGLGUCGCG 5 GGG
22620 63255895 10 1084 7@ BI2EE2 §338811  COUGACGCUGUATGLCHUEBG - 7166
2263 BI28S8Z 1 1087 TS ¢+ G33V5T5 5328584 CGGEHGGLACGUUCUCCALCA 70 GG
226841 €328575 1 1104 BOT o+ 8320558 8338577 AAULCCUUICCAGCGTAATGS 55 GGG
2285 B8I28ST4 10 1108 808 L+ a329857 B328576 GAAUUCCUUCCAGCGCAACS 45 GGG
2288 6329572 1 1107 BOG L+ B32A555 8329574  ACGAALUCCUUCCAGCGCAA 50 CGG
2287 8I2WEE W N1 812 8329565 8328584  CQUGCLQCCCGUUGCGCUGEA - 75 AGG
2268 @329557 10 112 82 - 5329554 8328573  UGCGTUGGAAGGAALIUCGUG | 53 CGG
[2BY BINGS4 W 1155 844 8329541 85320540 UGAGCGACCACGAGAUCGAL 55 CGG
2270 6328484 10 1215 888 - §322461 6329480  AAUACAGCAUGCUGGCGALE 35766
2271 83WHT W 128 88 ¢ - a329458 BAZA4TT  ACAGCAUGCUGRCGACTUGE G3 AGQ
2272 6329440 10 1238 06+ 8329423 6329442 UCCAGCGUGRCCUCGLGCLCG | 80 OGO
2273 BI3BeA4 © 850 @2y o+ A328067 8320886 GOGGCACGGGACUGAAGCCCA 70 GGG
2274 6324848 2 835 883 ¢+ §329882 8328901  AGGGUGGUGCCACCUCUCUG ¢ 85 CGG
F2TH BIVEAT O 971 AN A3208408 83208685 CGAGGGCUGUCGTAAGGAUG | 83 GGG
2376 6320881 9 833 8§87 @ - 5329878 6320887 CGAGGUGGCACCACCCUALCA - a0 GGG
2T 8330802 7 734 537 2330589 §230618  AAGLICCAAGCUCUACUCCAU A3 TGG
2378 £3342¥Y 8 763 &538 §330388 8330287 CAAAUCGACACCUGAAAAAG 40 AGG
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2279 BIG4TZ 10 1207 8BR L - 6330468 B328488 CGAGGLGLIAAUACAGCAUGR 63 TGG
2280 63286808 10 07T 783 o+ 8320581 832981} ACCACGGLGUACAGCGULGEE 70 GGG
2251 8I2WBNT 10 1072 B4 o+ 83295410 5328608 CACCAUGGLGUACAGCGUCS 70 CGG
2282 6328480 10 1488 BBY - 8328487 6328508  CAACGGOCOCUGCTUGCGCSG - 80 ALG
2283 BIWBEZE 9 973 F11 o+ 8329845 8328884  GUOAGGGTUGUOGTAAGGAU 65 GG
204 6330009 7 737531 0+ 8330582 63306811 CUCACCOAAUGGAGUAGAGCU  50T7GG
3285 B © 865 654 + Q3R §a29841  ACAGUCACCOORERUAUAGD G0 TGO
22880 6328821 2 1013 74 + §329804 4329823  UGUCCUCCCACUUCUGAAGG 35 GGG
J287  BIVUAS 0§ 88% 857 0 - a32u932 8320831 UCCAGCUCCZACCUAULACCCC 60 QGG
2388 6324813 9 1021 T4E8 0 - 5329310 6328820 CAACCCCCUUCAGAAGUGGS 80 AGG
289 §370548 10 1131 BRY - A328345 8320564  AGGAAULICGUGCEGLGOCUA © 560 BGG
290 6328488 10 1ig¢ 87 + §320472 UGCUGUAVUGCGCCUCGLGC ¢ 85 AGG
2201 83303080 10 1288 D42 0 - 8328387 CUCCGCGACAUGBATCUGCY §5 GGG
293 5289158 9 318 §72 1+ §320808 UCHGCOGGGAGOCGCAMAGY - 85 TGG
2283 3 G Q73 71y o+ /324844 GECBAGGGCUGULGLAAGGA | TG TGG
2294 @ 1081 78 - G320685 COCCGUGANGTUIGUACGROG aTG6E
2285 101107 BOSg . - B328568 AGARACGUGCCLCCGULIGLET 70 TGE
22986 2 1038 78 + S3IVTT8 GUCUAGGCUCUGHUIGIECUUIGU 85 GGG
2287 101340 806 - 8328436 SCEGCGCACGUCGLGERGIG | 85 AGG
2298 g 5¥7 714 0« §3308443 CGGAGHCGAGGGCUGUCGBCA | 5 AGS
2298 1 1172 8aY o - 8322504 GAUCGGCUGCAGCUGCAGAA | 80 CGG
2300 i8] 801 BB/ +  A330018 AAGCUUGGGULUGGGECCAG | 80 GGG
2301 10 1138 &3 + 8329526 UCUQGUGGUICGCUCAGCCCU | 85 AGG
2302 g 1018 742+ A320802 GCUGUCCUQCCACUUCUGAA 35 GGG
2303 101882 918 |+ G320410 GCGUCCCAGCAGCUCCAGCG - 757166
2304 18 1¥3 BEY - 2324303 AUCBGTUGGAGCUGCAGAAT 5¢ GGG
23058 9 507 &3 1+ GI20M0 COCAAAGUUGGGACAGUCAL 35 CGG
2308 g 1048 78 o+ AB2877Y UGUCUAGGCUCUGHBGCULIG | 88 TGE
2307 3 S84 €87 1« S3298683 AUGGGGUTAGLCICCHGALIA a0 GGG
2308 1280 B3e o+ 8324382 AGCCCAGCAGRULCAUGUCG B8 CGG
2308 @ 1151 831 0+ G329511 X GCULCAGCLICAUCGAUICS 65 TGG ¢
2310 W 1188 B47 - 8328517 §338538 COACCACGAGAUCGAULGEC 85 TGG
2311 8 8453 8§58 0 + §339818 B328438  GGGACAGUCACUGHGGHUAL &5 AGG
2312 WO1308 /BT - B32EIBT §339386  COOLIUGCCHGHAGGATAULG | TOAGG
233 g 815 588 0+ 8330002 BT CUGHGAGUGGGACUGAAGLUY 85 GGG
2314 o148 8ty - 8328837 8339448 GUUGUGRCGUGAGGRCACGL | 30 T6G
2315 ¢ 127¢ 838 - 8338347 B3A28416  GGEACGCGUGCUCCEUGALA 5 TGG
2318 7 682 489 @+ 8330837 83306856 CAUUARACCAAUGAAGAGGA 35 GGG
23T 9 8955 688 @+ 8329862 8320881  CAUGGGGUCAGCCCOCUGAL 85 AGG
2318 a ged 832 0+ 8329953 8328972 CGUCGAAGGUGGAACUGGUECAL - 80 GGG
318 9 10td 741 o+ a329803 §232882¢  CUGUCCUCCCACUUCUGAAT 55 GGG
2320 7 686 01+ S3ISMB3I3 6330652  GAUACAUUAAACCAAUGAAG 30 AGG
2L 7 883 488 + 330638 833065 ACAUUAAACCAAUCAAGAGS 33 AGG
2322 10 1108 80338 | + 8329556 63295375 COAAUUCCUUCCABCGCAAL | 35 GGG
2323 8] 248 818 0+ a328871 8320880  ACGLGACUGAAGCCCAGGGU 83 GGG
2324 2 834 883 ¢+ SI29883 8328902 GOGUGGUGCCACCUCUCUGRS - 7O GGG
2325 i8] 208 5t o+ a330009 8330028 COGACUGAAGCUUIGGGUUUG | 35 666G
2326 9 B06 8§62 0+ 5329811 6328930 GCAAAGUUGGGACAGUCACS 35 GGG
FIET 8 816 5468 o+ 2330001 §A3P20  CCUGGAGUGGRACUGAAGTU | 80 TGG
2328 9 828 &85 1 o+ §320883 6330008 CUGCGCBUGAAGCCUGCAGU - a5 GGG
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2328 BIRG3Te 1 13C @3 6339378 B328385 GGALCUGCUGGGCUGCOUGE | 5 AGE
2330 €32%420 10 1858 82 8328817 8329438  GAGGUCALGUUGGAGCLIGTY 70 GGG
2331 BEBY4E 10 1233 81 8339443 5320482  CQULGGAGGLGOLGLACHCIG - 85 CGG
2332 6329487 @ 847 sig o+ 8328970 6329888  CACGOCACUGAAGCCCAGGHK FOTGG
2333 BII\WS B 851 623 @+ 8323968 B985 UGGGLACGLGACUGAAGCUCT 0 AGG
2334 6329897 23 937 8885 - §329884 6329913  UCGCGGCUCCOCGCAGAGAGSE 75766
2335 8330024 810 582 a330007 BAZNUEE  QUSGGACUGAAGCUUGGTEUU 35 TGS
2336 6328827 2 1007 736 4 §329810 4320828  QCCCACUUCUGAAGGCELUUG 80 GGG
J33T BIB4RE W 121 883 - a324453 8328474 GCAUGZUGGCGACCUGGAGE | 70 QGG
2338 6324387 10 1312 w598 - 5329384 6328383 CUGCCUGGAGGBACAUCGAGG | 83 AGG
339 S3I0E2E 9§ 1008 737+ 2328809 8320828 UCCCACLUUCUGAAGLGGGUU 33 GGG
234%3: £328818 9 1018 TFd44 ¢ - §3209813 6328832 CCCTAACCCCCUUCAGAAGU 8% GGG
341 833p84G @ 988 VR2 o+ 5328829 §338848 COOBAUGBGBUCGGAGGUBA | 73 GGG
2343 8328882 9 352 €38 ¢ - §320878 58320888  AGAGGUGBCACCATCCU &«bi a0 AGG
23453 8329648 10 1130 B8 A328546 §330865 AAGGAAUICCGUGGEECECT 5O AGBG
2344 BIARGAIS 9 1008 T8+ §329808 6328827  CUCCCATUUCUG AF\(:: ‘GG(’J 80 166
2345 63790818 4§ 1018 743 0+ B32880H §330820 CGCUGUCCUCCCACUUICUGA B0 AGG
2346 BI2E98s 9 845 §18 @ + §320872 BA28981 COGGATUGAAGCCUAGGRUG - 70 GGG
2347 633030 7 686 BGyY ¢ - 8330647 §330866  CUBLRUAUCCCUCCUCULICAU 40 TGG
2348 BIE088 9 365 £33 0+ 339852 B328971  GGUGAAGGUGGAACUGGETA 60 GGG
2349 6330023 9 808 581 0 o+ 83300038 8330027  UGCOACUGAAGCUUGGGUUY | 30 GGG
I350  B3IZ00NT & 827 805 - A%30004 §a30023 CCAAGCUUCAGUCCCACUCC 80 AGG
2351 g330ag2: 7 G4 483 @+ 8330645 8330004 CAAUGAAGAGGAGGGAUAAA - 40 AGG
2352 Q3IBIAT W 1292 B44 0 + 6328370 §329388 UGUCCUCCAGGCAGCCTAGT 70 AGG
23533 6220382 10 1287 9438 - §329378 6320388 CAUGGACCUGCUGGRCUGCE  TOTGG
354 8380817 8 1017 74r - 8328814 §3308833  UCCCCAACCCCCUUCAGAAG 56 TGS
2355 £32848¥ 10 1222 883 1 «+ §320440 6\)235»39 QOGCGHOBUGCECOGTCULC | 80 AGSG
2356 €335ue5 9§ a8& 8% o+ 2324828 338847  ACCOGGGGUAUAGGBUGGAGBC | 83 TGG
2357 BIO0G 9 334 &1 + S3230883 83 }(}01“? COCAGGGUGGGGGUGAAGRC | 5 TGG
23580 G3I0UQ0 @ ad4  BIY - - B324987 §330006 LUCCAGGCUUCACCCCLACEC TCTGG
23458 BR2E38Y 10 1288 @33 0 - §339388 BA28A0Y  QCULCGCGACAUGBACCUGC WTEE
2360 G330032 ¢ a2 586 @+ 8330015 §33003 GAAGCUUGGHRULUGGEHGCCA | 80 GGG
2581 BI28088 © 845 §18 0 - 63398488 BIMHGS  COAGGCUUZACLCCOACICU 10 GGG
23620 G38837H 10 1304 8By o+ 5324358 §339377  GUECCUCCULGAUGLICTIUCT TOAGG
2363 BI28S32 9 1002 TR+ 6339815 5328834  UUCUGAAGGGHGURIGGEEEAU | 85 GGG
23641 6330031 @ 63 587 o+ 8330014 8330033  UGAAGUUUGGGUUIUGGEGRCY | /0 AGG
238G BIEB4E B 88% 23 0+ 833988 5328847  UGOGLGAUGGGRUCEGAGECSE | 75 AGG
2368 6328840 8 984 727 0+ 8328823 8329842  GLOGUUGGGEAUGGEEUTREE | T ALGG
2387 BI2WB3T 9 1003 733+ 8329814 8328833  CUUCUGAAGGGOGUUGRGGA | 80 TGG
2368 6328421 10 1288 92 - 85329518 8329437 CGA”GCQACGCUGGAGCUGC TETGGE
[IBY BINGU4E B 385 648 o+ 8329931 8320950  COGGGUAUAGGUGGAGCUGS | 85 AGG
2370 633072 7 634 463 0 + §33MB/E 6330704 bAbvi\bG{sGbAAbAGb‘\CUG - BETGG
2ETL 83I30BAL B 813 448 - 330861 BAZNSR0G UGASAAUGQUUAAGGGCACUG 45 AGG
2372 6330883 6 0 584 434+ §330866 6330883 CCCUUAACAUUCUCAAUCUG 40 GGG
2373 BII0BAT 8§ 820 453 - 2330854 8a308¥3  GUUAAGGOCACUGAGBGACUC 33 AGG
2374 6330887 7 648 474 0+ BIINGTO 6330882 AAGACCAAAGAAAAUGACCA 35 GGG
J3TH BI30ETZ ©® 808 442 0 - A330869 5a30888  CCCCAGAUUGAGAALIGUUAA 40 GGG
2376 6330888 7 848 474+ 533NET1 6330680 AGACCAAAGAAAAUGACCAG 40 GGG
FITT 6330887 & 380 431 0+ a33087Q 330388  UAACAUUCUCAAUCUGGGGH 40 AGG
2378 £330630 7 Gs6 48 - §330677 8330688  UUGCCCCULGGRUCAULUICL 45 T3G
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588 438 o+ 8330065 6330884  GLCCUUAACAUUCUCAALICY 40 GGG
804 442 8330870 8330888  ACCCCAGAUUGAGAALGUUA A0 AGG

643 4F - 8330680 8330708 CACCACAGUGCUGUUGCCCC | 85 T6GG
BGD 478 0+ @330868 BA30688 AAAGAUCAAAGARAAUGACT 38 AGG
386 438 + 6330864 8330883  UGCCCUUAACALEICUCAAUC 0 TGG

532 1332 888 ¢ - G3393584 BE24373  GACAUCGAGGAGGLGLRUULG | 80 CGG
37 1347 B8S 6328313 833933 CUGAGAAGACUGHGLGUGEG - 70 0GG
K 135G 887 o+ BRHZ 0 6328331 CAUCUGAGAAGATUGGGCGE 80 GGG
32 1351 BES  +  A320311 8329330  UCAUCUGAGAAGACUGGGCG | 35 QGG
32 1342 981 |+ B3Z832¢ 8324338 AAGACUGGGLGLGLETGEGA | 75 GGG
32 1356 981 @+ 6329306 B328325 CAGCCUCAUCUGAGAAGATYU 50 GG

6342338 10 1343 882 | 4 68328314 8328338 CAAGADUGGGCGCGEHRCEGE | S AGG

BE28333 10 1346 B4 ¢+ §339318 B32833%  UGAGAAGACUGGELELGEEE | 70 GGG

329322 13 1337 982 |+ - B32E305 8328324  GUAGCCUCAULUGAGAAGAC 35 TGE

8328345 10 1334 G975+ §329328 632837  GCGLGGHCHEBAGGHRCEGEIGE T B GGG |

8325343 10 1338 BITY .+ 6328336 8320345  GOGLGLGHGLIGHGAGGGRCGE | 88 GGG

6328344 10 133F BTE 0 + 8329327 a328348  GOCLGCHCGCEGGRAGGRLGHE | 90 GGG |
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GGOCECBCUBACOBULGBAC
 CABCGUGBCOCAGACHGEGA
 GACGGCOAGCGCGGCUCABA
UBAGUAAGCAGGAGGOGUGE
COBOUCUGCAGGUGCAGAUG

GUAGUACCABCLGHEGLCUGT

F AGAACLIGIAULBGCALCUGE
| CGLCAUCUGCACTUGCAS
;CGUQ@QCGUGUGGGJCGCGGk
| CAUACACCCAGLUCUGGBAAT
CCGCUGLGUAAGUGLCGCLC |
(UGGUCACOUCGAAGCLTGRG
SAGGAACUGAAACAUCAGACG
| GAGAACRUCCCCGGOGCACA

CC

UGUGCAAGCOCUGUGRCCCLE

CGUGUUGGAGAACGUCCCTS
;GUCGUGUGGGAGAACGUCCC
| CHCCAACACGACUUCALICCA
| QUOBBOGCUGBTAAAUALICEE

GUAACBUGSGUGHCOAULCOU

| CAUCCAUGCUUGTAUUCCD,
12192882 L
GHCUUCGRCHURGRCAGACT
5Ej(:€3£}{3{§i}Cﬁ(EA\CE!%#%(:{BKJ{D(:{:C:

UAACGUCHUGGLCAUCTC

CAUTCCUGCBAAUGCAAGTA

 GUOUSEGUCAGGUCGAAECOC
| GRUCUGBGCCACGUCGAAGCH
 GGAGAACHUCCCOGRGGCAC
| CAUGCUUGCAULICOCAGGGA
GUGUGCAAGTCOUGUGCCHC
| AUCCGUGGAUGAAGUCTUGY
- GOAUQCAUGTUUGCAULICCE
GUGCCGBLOCGGEGEUUCGRG
| CUUCAUCTACGGAVAULUGE
GOUBUGCAAGLCCLIGUGRGH
OGLAAGUGCCGCOCHEGCUY
| GLCHOUGHGLAAGUGTORGH
- GAACUGUGUCAUCALGATCE

UUGCCUGUCGAUAAGRLCCG

| CGAURAGLCCCGGGGUACAT
| GAUAAGGCCCGOGGUACATA
SGCCBGUGGCUGGUUCCGAGU_
[UGCCUBUGGCUBRUUCCBAG

GAUGCAGGUGACAUUGACCU

- GCUACAGACGUUCACGAUGS
;CLCCCAAGCC GCUCCACAA

| CGUCCUUICGOGRATUTCGASG
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12301872 08 5.4 1201868 - 12201888 GCCUUAUCGGUAGGCAAGHG &) ARG
12206847 1213 875 12208844 12206863 GGAAUCUGUGUCUCCCAUIUG B TGG
12194584 &g 832 121094591 12184810 BCUUCUCUCUGCAGGECATAA 85 GGG
12202084 1018 734+ 12002087 | 12202086  GOCCAGUGOGUUGGAUAGAA BY GGG
12206474 1330 885 - 12208871 0 12208880 | CUCGUCLUUCGGEEACUTLCG : 1D AGG
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12208873
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b 220197¢ | 12201888 | ACUUGCCUGUCGAUAAGGECS 8¢ GG
+ 12202008 12202117 | CGGAALCAGCCACAGGCALC 79 AGG
FoO12202118 ¢ 12202134 AGCAGGCGUGGAGGTCAGUG 74 GGG
- 12208870 12208888 | UCGUCCUUCGHRGGACUCUGA 85 GGG
- 32208758 ¢ 12206777 | UGACAUMIGACCTUGGGUCCLA 35 TGG
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12202060 e84 17 - 12202057 12202076 COCACUGGCLGAGCUCUCCA 70 BGG
122401981 815 88 - 12201978 12201987 S'&.«JACCCCGGGCCUUAUCGGC 70 AGG
12184613 ¢ 895 846 + 12194588 | 12184615 | CCUGCAGAGAGAAGCCAAGG 60 TGG
12184810 22 844+ 12194533 0 12194812  CUGCCUGCAGAGARAAGRCLSA B0 AGG
12201888 32 6685 + 12201971 | 12201980  CUUGCCUGCLGAUAAGRCCC ef GGG
12808832 1188 A84 -~ 13206828 © 13206348 SCAUUGUGGAGCGGGCGUGGG 80 AGG
12201804 828 87 - 12301991 12R03010 | CUCGGGGCOCUGUGUACCCC 78 GGG

12302083
13202123
12302078

102068 13202085 | CGQCCAGUGTGUUQGGACAGA 85 AGBG
1057 763+ 12203106 0 1280128 GOCACACGCACLCAGQOCGUGE 786 AGSG
13202072 0 12202081 CGOCCUUCUGUCCAACGCAC &5 TGG
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12208880 10 1248 893 + I2POBRGY  127D6R82  CAGCOCCUCGGAGUCCHRCHA 78 AGS
12202010 9 G944 881 - 12202007 12202028  UCAGCAGGUGCLGUUGCUCE €5 GGG
12201865 8 829 §7 - 12201982 12202017  GCUCOOGGUCCUGUGUACCC 78 063
2202075 @ 1008 FR8 + 12202058 12202077  GUGAGAGCUCGHCCAGUGTGU 19 TGG
12202025 5 S8R0 892 12202022 12202041 | AGLUCGGCGCUGUBAUCAGC B85 AGH
12192056 7 828 588 + 12193075 12183808 BOGUCUACUAAUAAUAGGAS 40 TGG
12201985 8§19 663 12201982 12202001 | CUGUGUARCCCGGGCCUUAL B0 0GG
12208615 10 1181 852 12206812 12208831  OGGGAGGAGCACUGUGAGTUG 65 TGO
12206830 10 1276 821 - 12208007 12208926  CUCABAGGUACAUUCCUCCY 56 TOG
12208885 10 1251 903 - 12208882 12208801  AAGGGGACCUGCUCCUCCUY 80 GGG
12206968 10 1234 8%+ 13206851 10208870  AGACACAGAUUCCAGCCCCU 55 OGS
12208004 10 1270 918 + 12208857 12206808 | COAGCAGGUCOCCUUCUCCA 85 AGG
12206845 10 1213 874+ 12206808 12206847 | UCCCAAGCUAGCUCCATAAL 55 136G
12208751 18 1117 408 12206748 12206767  CUGGGUCLCAUGGCOACELAG 79 GGG

12201882 0 8 818 B 12201088 | 13201884 GLCUCACUUGCCUGCCGAUA B0 AGEH
12184885 | & 877 633 - 12184592 12184811 GOOUUCUCUCUGCAGGUACA 80 AGG
12202120 8 1084 78+ 12202103 | 12202122 | CCAGUCACAGGCACCAGGCG 78 TGG
12202158 8 M2 788+ 12202141 | 12202180 | GGGAGGCUCLHGGCLAGCACT 83 GGG
1218386t 0 7 824 885+ 21BAYT4A | IN0A8S | GUCUUGGHUCUACUAAUAAU - 40 AGG.
12208770 10 1138 B2 . 12208767 12308786  COAUGCAGGUCGACAUUGACC 55 TGO
1220113 1 & W47 78S - 12202110 | 1320213¢ SGCCUCCACGCCUGGUG@CUG 78 TGG
12208003 0 10 1289 916 - 12208800 @ 12208919 | GCACAUUCCUCCUUGGAGAA 50 GGG
12206888 | 10 125856 Q05 + 122008872 | 13206881 | GRAGUCCCCGAAGCACHAGC 70 AGG:
121g4602 8 884 638 - 12124588 121846818  CCACCUUGGRCUUCUCUCUGC 80 AGG
12206884 0 10 1250 202 - 12206881 @ 12206800 SAGGGGACCUGC}UCG CCUUC 88 GGG
12206835 0 10 1201 867 - 12208832 @ 12208831 | LCCCAUUGUGGAGCUGEOU 5% GGG
12302183 9 1087 T84 12202150 12202188 UGAGCUOCCGOUGTUGECCE 75 GGG
1202157 ¢ 1081 787 o+ 12200140 0 12300159 GGGGAGGCCCRGGCCAGLAC 85 GGG
12802081 0 9 o3& V18 12202088 ¢ 13202077 | ACGCACUGGCCCAGCUCUCT 70 AGG
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CCACGCCUGBRLIGCCUGUGEC
AWICUHUCCCOUGGUGHBCCAY
COOGLCABCACCHGGARBCUC
CUIBAGCUCCLGIEUBCLIGEET
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2508 12193035 0 & 724 B2 12IBEDE2 12100081 GOOOUCTAUUGHGAGTAGSGA 7¢ AGH
3887 12182933 0 8 §32 1 44.8 12182630 12142848 UGCCOCUGHEGIICAUACUCE 79 GLG
2598 12183003 ¢ ¢ A2 54+ 12153078 12133008 GOOGACUUICHCUCULICTAGL 80 1 GG
2588 1NBA3 L B W2 508 DA 12183028 &5 GG
2800 12192887 § S35 473 - 1210085084 12193983 GOGAUCGUGUGGACACUGGC 8% TGS
2801 12103081 & FHO O 841 -0 12100088 1210R0FT  CCAGUCUCCCUUCAGCUGE 8% GGG
2802 12192947 0 8 B3 450 - 12100044 12102083  UGGOGUAAGUGUASUGCOCE &0 Tao!
2803 12163084 ¢ & 753 B3+ 12IBMMY 12180086 GUCCCAGCUUCUCABCUGAA 76 GG
2804 12183082 5 S Y 1213058 12103078 GUCASUSBCUCCCULICAIBCLG 65 GG
2608 12193083 @ ¢ TEZ 43 . 1213080 12183079 CGOCAGUGCLICCCULICAGTL 85 GGG
2808 12193045 a8 734 83 - 1183042 12123061 CUGGEGGETUGGGEBTCCAUL 78 GGG
2607 12193975 7 808 583+ 12193858 12983877 CGAUUGUGEBGRUGRUGATAGCCH 55 TGG
20808 12193038 & T28 0 B2S5 - 13133038 13183085 GOCUGGGGUCCAUUGGEEAGE 78 AGG
250% 12193072 0§ 781 3G+ 12183005 12193074 COCCCAGCUGAAGLRGABUAD 70 TGG
2810 12183001 & 880 498 12192868 12IB30MY  GUASUGCUGGGUUCLIGGAIBU 8G¢ TGHG
811 12193084 8 733 543 - 12183081 12103080 UCGCCABUGCUCCCUUCAGE &5 TGG
2812 1218341 § 73827+ 12183034 B34} CACCUCCUUCCUGCLICHT 8¢ TGS
2813 12193028 & 714 5150 - 12183041 COCABCAGGAAGGAGGUGTRU 88 TGG
2614 12189304 ¢ § 703 807 - 12193030 GGAGGUGCUUGBAGLAGUGT 8% TGG!
2813 12102821 & 818 ¢ 44 - 12182937 CAUACUCUGGOUGGGGGALG 76 TG
2816 12133DES B 44 B4 {IEDE 3T O ~ SAGUUIBGGHEGHECH 70 636G
2817 12163007 & 888 502 12183004 12I8303Y  CLUUGGAGUAGLIGUUGGGUIC 86 TGHG
818 12183083 ¢ 8 752 543+ 12183048 12483085 GOOLCCCAGCCCCCTAGCUSA 83 AGG
2618 12103048 @ ¢ 735 §3 - 12193043 12vBI0G2  GOUGGBGRGGCUGHEGHBCCCAU 80 TG
2820 12193084 0 A& F43 0 B38 - 118G0BT 12183070 UCCCUUCAGCUGRGREBRCUG 76 GGG
2831 12153042 B 731 527 o+ 12183025 121893084 ACCUCLLUDCUGTDUCRCAAL 85 6LG
20T 12103056 0 & 43 838 - J21BA0A3 1BA0TZ  GQUELCCUUCAGLUGGERGHC 76 I TGE
2633 12206853 0 10 138 BhZ o+ 1Z2(BE38 12208855  GAGACGCCAGASBACCCUGER 65 636
2624 12206825 10 1281 @61 - 12206832 12208841 CQUCUCCAGCUGUGACTCGAA 80 AGG
RIS 12206299 ¢ 10 ¢ 1385 285+ 1220888% 12207001 CQCUUGGAGUGSCLUGAUGCU 80 883G
2826 12206888 10 1354 977 - 12200085 12307004  CCCAGCAUCAGGTACUCCAS &0 GGG
2027 12308831 ¢ 10 0 1387 838 + ¢ 13206814 13208838 AUGUCCCUUUCGGUCACAGS 38 TGG
2838 13206988 0 10 0 1385 §7 8 12208888 122070058 UCLCAGCAUCAGGCALZUCLTA &0 AGS
2828 12208455 0 10 133 @R 3 - 12206871 CUCIIICGGUGOUICOCCAGRA 85 8653
383G 1223EBFY 4G 1336 564 12200888  AAQGOGUAGGHGIUIUCUTLY &) GGG
2831 12206987 10 1383 9786 - 12207003  CCAGTAUCAGGCACULCAAG 80 GGE
ER32 1220681 0 10 0 1387 O BR G+ 12206823 COAADGAGGAAUSUGCCOOULL 50 QGG
2833 122069588 0 106 1322 9%4 - 12200072 UCUCUUCSGUGCUCCUCAGE 85 AGS
2834 122080888 ¢ 13 0 1388 S Y2270 CUOBGGCUUTAUTCCAGIALULD  8G  AGH
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5 g

2635 12206382
2636 12208983
FB3T 12206983
2638 12206952
2638 12208051

12205888 ALCAGGCACUCTAARGGHGOA &) G366
12306888  GAAGAGAAGCCCCUGCCCCU 85 TGS
12206008 CAUCAGGCACUCCAAGGSGGEC &5 AGG
12308854 GUAGACGUCAGAGACCOUGS 70 TGO
13206887 UCAGGCALUCCAAGGGRCALG 86 GGG
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2840 12206848 | 10 1 134 ; 12205884 GUOCULGCOAGCAGGRULT 70 TGRG.
2841 12208888 1 10 1364  UB4 ¢ 12207000 CCCCUUGHBAGLUGCCLIGAULGE 85 TGH
2642 12206854 ¢ 10 1320 0 9G24 12205858 AGACGCCAGAGACCIUGCUG &6 GGG
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835 360320 & Y . 338 (SN QGCCACCUGBSLFCUSDUCCC: OGS
3838 0 830013% & 838 28 6380148 GGUUCCCAGTURICCAGTUAT | 8%  AGG
2837 0 830081% 1 808 211 6380830 SUAGAGAGCCUBGGAGHEACC T4 ARG
3838 . 8300844 10 G38 i G3R0NS8  GUCAAGTLUUGCCAUCUUCT 60 T8G
2538 ¢ 8388803 7 &35 ¢ 478 8u504R4  AGAGCCACCCUUCUCUCURT | 80 ARG
3Baf 86T § T 33F SIR0IE6  GUCUCCAARACUGDGGCUSE 65 OGS
3[4t B3I & TRY 318 8380334  GCCACCUGRCUCUGCUCCCS | 78 GGG
3843 0 8300800 Wl 3@4 . . i7eR 8380R1S GRECCAGRGUCCTLTUCULG | 7% GGG
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g e 5% i

§ Genomic g o §f E: Start = End E =

o cut X es 3 rdinate | coordinate rRNA g8 5

& coonfinate ¥ S g i coorana 2

7 s _ L]
2843 8380242 & 712 .~ B3I 8380257 UGCCUCCAARACUGESBBOUS 60 OGG
2844 300817 0 07 o+ G3/TGY 2300818 GAGGGGGACDCCUGGCCCUCC 80 (GGG
2845 830023E @ F2.2 0+ 8380237 8380258  GCAGUCCCAGUUUUGGABET 88 AGG
2848 8388500 7 I S5A8  + BIasds2 8388501  CQCCUUCUCUCUGCABGAAAL 58 TGG
2847 BIAB4OT 7 51F - €388403 = 6388422 CAGAACGGCCAGCAUCAGCA 80 TGG
2848 538R440 & 508 + 0 £386427 | 6388441 CCACUGLCCUCAGABAUGUC B85  AGG
2849  a3sa43z2 7 538 - £388418 | 8388437 GAAGGUCAGUGGCAGCAGAA &0 QGG
2850 g3gsds ¥ 533+ 5388410 8388428 QUUGGLCGUUCUIGRUGQCCAL 70  TGG
2851 6386428 8 488 - ¢ 638428 §386444 CCOUGACAUCUCUGGGGGECAG &5 TGG
2852 6388420 © 494 - S385416 | 5386435  UCUGGGEGCAGUGGCUCUARA &) TGG
2853 390880 G 955+ 0390862 | 5380881 CUABCGGAGACAGAGCACUE 60 TGG
2854 83208dt WD 7.2 o+ 8380883 380308  COUGBCCACACCCUCUAACAG 80 GGG
3855 B2V0S00 10 674 L+ E380882 8380801 UGGUGCCACACCCUCUAACA 55 GGG
2858 B3808gE 10 97 |+ ¢ g35088t g3u0o0y GUGGUGCCACACCCUCUAAC 88  AG
2857 538ed 10 943  + © 5380845 §38086S  UGGOAAGGCUUGGCACCUAG 80  CGG
2858 8380888 10 246 - 83808ad §380883 CACAGUGCUCUGRUCUCCGCU 80 AGG
2858 8390913 10 881 - £390909 8300838  GOCUGALIAAAULGGUUCCUU 40 GGG
2860  83s0et4 10 982 - - 8380810 8300838 UGOGUGAUAAAUUGGUUCCU 40 TGS
2881 £3808%4 10 88 - S3U0880 5350908 UGGHSCCCCUGUUAGAGGGUG &85 TGG
2882 830E22 10 SR8 -~ 6380918 | A300RART GUCAGUCAUGGGRUGAUAAARYU 40  TGG
JRE3 B3VOSR0 10 ST - 8380898 8380918 QUUCCUUGGGLOCCCUGUUAG 80 | AGG
2884 8390808 10 87+ 8390880 838008 CACCQUCUCUAACAGGGHCCCA 88 AGG
2865 B300888 10 97 - E350895  63WDOYY  UUCCUUGGGCUCCUGUUAGA 55 GBG
2068 8390884 10 938  + @ 300836 | G3VOBES  ACCAGRAAGAUGBGCRAGGLU 55 TGG
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SEQID NO:
Biospoe

: Knockout
Knockout
Keeskout
Knockout
Keiockoul
Knockow
Keigskont
Knockout
Kaookom
Knockowt
Koiookout
3 Knockowt
: Keiookou
Knockout
Keookout
Knockow
Keoekou
Knockowt

3 Kaookou

3 Knockowt
82 Knookoir
| 62 Knockout
2 Kaookou
61 Knnckmd
83 Knookouw
61 Knockow
B Kagokow
B0 Knockowt
) Knookou
81 Knockow
80 Kngerom
Knockowt
Rngekow
Knnckowt
Kngekow
Knockoul
Kagerou

Knockout
Knockow
56 Ok S Knockout
tockout
Knockowt
Keiookout
Knockout
Knorkout
¥ Knockowt
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 Kaonro
 KDOCROW
Knguiout
Knockowt
Keonsgt
nockout of solubla decoy teoeplot
QGEKGHE OF SGlutde gRnny yeceptny
IROCROW G 5okl decoy teosplat
aocxeul OF stiutie danoy yecspior
nockowt of solubiz decoy reeaplior
BOLEGE OF Gelubde denoy yerepinr
3 RN nockowt af scluble decoy reeeptor
88 83 3 3 T ; ROCKOW oF Seiuble danoy recaoy
2706573 35 45 8 : 2 Y B3 7R g { £ ; inockout of soiuble decay meeepior
FVGT 7R ER 3 178 5 } 3G BOLKOE OF stiukle denoy recapior
27085 \\\\\\\§\\§§ 44 L4 nockow of solibiz dacoy racaplor
FEInE 88 47 : : 7o S50 50 57 SOCKGL OF solutie gDy recaptny
3 { Inockowt G soluble decoy teosplat
ROCKOI oF Soiuble denoy recapior
‘¥nockow of soluble decoy reeapior
§ Kaooiet oF seiulle genoy receptnr
Knockow of solubiz dacoy eaplor
Kaooxout or stiuble danny recetoy
Knockowt Gf sniubis decay mesptar
RRockoir oF sohkdde geroy receptor
Knockowt of solubie decoy tacaplor
82 Knookeut or seliuble danny recepior
382 ¥nockow or solubls dacoy reeeplor
71 81 Knoorowt or soldle ganoy vecepior
I 61 Knockout o solubiz decay raeaplor
Knockowt or sohuble decoy regeptor
Knockow of solubie decoy eaplor
KRooxoit oF selutde geuoy recapior
Knockow! of scluble decoy receplor
NOCKOR oF sohdde deroy receptor
inockow of solubls decoy receplor
rockot of soluble decoy raveptor
(nockoul OF solible decoy recepiar

Girs Mntifs
Bioscormn

BEQ 10 NO:

Ry

RACKOUW oF seiuble decoy ragept
{nockoul or seluble decoy receplor
SHOCROW of solublz decoy moeplor

ankoRl or selible danoy yeceptor
nockowt of sohiblz decoy moeplor
lermtianebound secay moaptar
\ Membrane-hound d8ooy recepiny

A Jergliane-bound decoy aoeplor
% NMembrans-hound deooy recepior

E Membranebannd secay moaptar

FIG. 40G
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Grat Mosifs

SEQID NG
g

FEEXT o

J Ry B RYCR

D7 48

’% 71 ? 68 Membrane-bund Jecoy moapler
2784 71 R A 85 Mambrane-nound geay recepnr
2735 \ R A 25 tembrans-boand decoy menaplor

; §5 Membrass-bound decoy recegtor

O 64

FIG. 40H

3 Membrans

PCT/US2023/060939

ambrans-deund decoy mospior
Marhrane-nownd Jecoy recemor
Vembiana-bourd decoy mecaptor
dembrane-nownd decy racetor
dambrans-hound decny recepter
MErmhrane-nownd decoy receptor
dambrana-bound decoy recaptar
Membrang-nound decoy reoepltor

decoy maveptar
dambrane-hound decay receptor
dembane-pound decoy moeptor
dambrane-bound decoy recepior

damivane-bnnd decoy receptor
Verbiane-veid decoy moeplor
dembracg-bound denay recemor
dembrane-viund decoy raoeplor
dambrare-bownd decay receptor
Aembramebound decoy muaptor
dambrane-bound decoy recegtor
vembrane-boand decoy ssnaplor
Mambracshound Senay receEny
Membisnebciand decoy moeplar
dembrane-houwnd geeny recegtoy
dembrane-baind decoy menaptor
Marahrane-nownd decty reseptor
vembrana-baind decay snspioar
dembrans-nound gecty recegtny
dembrana-bound decoy eoapior
dembrane-nound geoty recegny
dambrans-bourd decny reeepter

L Msmbrane-nownd Jecoy receptor

Stembrana-bourd decoy raoaplor
Mavbrane-bound Jecoy reeptor

: Mambrans-bound deany receptar
Y Membrane-buund decoy reoeptar

Nambrane-dowd decoy recsptor
Mavbrane-bound decoy receptor
U denoy receEnr

> Membeans-bound decny ranapter
3 Membranenound SEay receptny

Mambrana-bound decny fecepter
Mambrane-nouwnd Secoy resaplor
SMambana-Roun deooy eoaphor
Mavbrane-bound decoy receptar

———
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——

fembsne-bonnd Secoy mnaptor
dembrane-bound deooy recepioy
derbirane-bound Jecoy twoeplor
G323 Membrane-hound deooy receginy
/3 Mevduane-dound Jecoy meaptor
B3 Membrane-hound decoy recepioy
Memtuane-bonnd decoy moaplor
Mambrane-hound derny recepiny
Merduane-bound decoy meaptor
2808 58 7 NMembrane-hound deoy recepior
SH03 84 73 4% 2 2 1 OK a8 R Membiane-dond decoy tanapior
Membrane-pound dBCny recepiny
fembrane-honnd decoy fenapior
Membrane-hound decoy regepior
Merduane-bound decoy meaplor
Membrang-nownd decoy recepior
fMembtrane-bound decoy woaplor
Membrane-nound derny recepiny
fembrane-bound decay recapior
{3 Membrans-bound denoy receptor
Membrane-beind decoy ranapior
78 44 82 : %I d Membrans-pound decoy recepior
fembrane-bonngd decoy fenaptor
Membrans-pound deuny recegioy

Bioscormn

BEQ 10 NO:

g2 44 a8

3
oS Girs Mntifs

N PN R
) B

Membrang-nouna Qecoy recepior
80 Membtwanebound decoy moaptor

3¢ Membiane-bound decay recaptar
58 Membrang-bound deoy receptor
58 Membrane-bound decay recepior
mbrang-nownd Secoy receplor
fembrane-dound decay reraptar
rabrane-bond decoy racepior
mbrana-hound decay recepiar
lembrang-bownd decoy recepior
mbrana-hound decay recepior
rabrane-bownd decoy receptor
na-doud decay ecepiar
et
mbrana-bourd decoy recepiny
derabrane-bound decoy raceptor
dembrane-bowrd deooy recepiny
ferbranebound Jecoy moeptor
mbrate-bound decoy recepioy
lermtianebound secay moaptar
dembrase-dound GBODY recepiny
Jergliane-bound decoy aoeplor
lembrang-bound denoy receptor
mbtEne-bend decoy ranapior

R TR A
N e

FIG. 401
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X

A A A R ML SRR, ‘«“\:.\\‘-\\
Mambrans-bound decoy receptor
Sembeane-bound decoy raneptor
Membrang-nound decoy recagtor
Sdembeane-baand decoy meneplor
Solable decay recepiar
3 Soluble decoy recepior
Sofuble decay racepiar
huble decoy recepior

Graf Motds
Bioscors

BEQ 12 NO:

2885 63 79

PEEENNNNTY

Widtypedike
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S oenomic o BEET w i

no O g S8 0F £ stan End € =
= cut = w3 s ¥ N ) cYRNA g <
o ) 08 ag 3 coordinate coordinate 3 a
W coordinate o208 : 8

P ,

2867 1214085 32 38 o+ 1214078 1214067 GUAGAGCUGCACACGGUCCE | 8O GG
2889 1314090 37 44 - 1214087 MGG GCUGGGCCOUGEGLOGUGUS 85 GGG
2869 1214088 @ 47 o+ 1214071 1214080  AGGAGGAGCAGAGCCGTACA 86 CGG
2T 1214048 F& 85+ 121403 1244050 GACACAGUGGABCCCCHBUCA | 65 GGG
281 1214035 2 11+ 1214018 1214037 GGUAGGBUGUCCCCGACACAG | 65 TGS

Q872 1214033
2873 113749

S84 113 - 1314030 1214048 GACGGHBGRUCCACUGUBUGRG T4 GGG
207 - 1213748 1213788 QUGCAGCCGCUCCLAGAALA | 65 CGG
197 B/ - 1213730 1213748 AACACGGUGUGLCGUCCHEUG 86 GGG
197 236 + 1 1A37B 137G AGRAGCCCGHCCOGLAGGEA | 751 CGG
198 237 - 1240728 1213748 ACACGGUGBUSCCBUCCGUGT 70 GGG
201 U~ IGTR 1213731 UUGBUAGAAGCCOGBCONGOA | 65 066G
302+ 1213681 1213880 CUGAGGUUACACCACGUGRA 85 3GG
2¥5 W4 - 1213083 1213082 UGAGLGGAAGUAGTIUGUGHS | 86 - GG

3T 368 R PERNRY 1213056 GUOGRCAGACUGUGUCTUGUG | 65 1 TEG
348 417 12139586 1213015 CCAGGCUUGUAGCUGUCCAG 80 GGG
344 418 1212895 1213014 UCCAGGUUUGUAGCUGUCTA | 85 GGG
355 42 | 1212888 1213018 CCCCUGCACAGTUACAAGCL 65 TGG
FTOO9R 0 .uedy 124008 CUBGGGCUGAGTACCBUGAC | 70 GGG
203 243 - 0207 1213743 GUBUGCCGULCGUGLGHERC: 80 GGG
BRI RO I M I T 1218804 AGUCGUGLAARGUCCUGRACE 74 TG

B 81~ 1214048 1214087 CLUGRGELUGAGCAUCGUGA : 70 CGG
328 384 - 1213028 1213048 ACAGUCUGCCGLUGTCGEHC | 758 GGG
3B2 o+ 1213703 1313722 ACCACGUCGUUGUAGAAGCE | 58 CGG !
114 137 + 1213888 1214018 UGGCAGCACCGGUCGUIUGCY | 85 GGG
304 385 - 1 RIG004 1213 GUAGCUGUGCACGGOOACAL | 70 ABG
8 84 - 1214048 1214085 UGGGGCUGAGBCACCBUGALG 70 GGG

? - 214007 1214028 ACACCUACDCCCAGCAACGAC | 8G CGG
328 383 - 1 12O 113048 CACAGUCUGCCGCUGLNGHEG | 75 CGG
181 217 o+ 1213732 1213751 COOATGGCACAGCRUGUUTH 85 OGG!
202 w42 - 1213725 1213744 GGUGUGCCGUCLGUGRGEGT 80 CGG
281+ 1 121370 1213886 CACCALGUGCCAGGGCUUGRCA 65 CGG
LOI243a7s 1313504 CQGUGCAGGCCUIGDACGROU F0 TGG
1213868 12H008  ACQGHRUGCUGCCACGAGUGC | 70 AGG
1214007 1214020 GCACCGGUCGUUGCUGHOGU 74 ARG

BN D IS ek ek ek e ek
-
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et

N

<G

~af
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e

™o

Jov
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F s
]

PR
[EVIR AN 1%

N

[£4

fur
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2885 1877
208G 1213878
2887 1214083
2R 1213032
2889 1213720
2890 1214013
/e 21357
28938 1214040
/A3 121415
2884 1313033
BRG 1213748
2806 1213728
2897 1213687
SRR 1213892
2898 1313082
/G 121418

R TEE O I G T L0 T 95 SEPC MR PP % SEPFIRES N JEF R0 JERVAE ) JF A0 JERWESIS Fo SR 3T R0 JET 05 JEE 4
o NI

L B A jooed

[ASEE L) <3

o )

o B

N

PSS
e L3 g - P
? 5
T O
i
L
Py
+

2801 1213036 0 3 3G 3¢ - ¢ 1213043 1213052 GGACACAGUCUGLCEUUGCC | 70 GGG
200 1213748 2 182 218 o+ 1213731 1213750 ACGGACGGCACACCGUGULC 85 TGG
3803 1213028 0 3 332 388 + 1 1213012 1313031 CCAQGBGGRCUGBGUGCCCRCC 88 OG0
2004 1213877 2 283 5013+ 1210660 1213676 ACUGAGUGUUACACCACGUGE & AGSG
2005 1213011 3 380 42~ 1213084 123 CUCCAGCOLIUGHABCUBUNG 60 AGG
2808 1314014 1 113 188 v ¢ 12108 120E  GRCAGCALCGRUCGRUGLUG | 70 GGG
VAT 4213035 3 3B AWt o+ 1213018 1218087 GCUGGGUECCLUGLOCAEGUAG 86 UGG
2808 1213047 03 344 412 o+ 1213000 1213018 GUUUGUAGCUGUCCAGGGGC : 85 TGG
2006 I21ITB4 2 176 21+ R1TW 1213786 GGCACACCGUGUUCUGGGAG 83 CGG
2910 1214012 1 118 1838 <+ ¢ 1213885 1294014 GUBGCAGCACCGGUCRUUGE 70 TGG
2011 1218074 1 & 84 - 0 1214071 1214880 UGUGCGECUCUGCUCCUCCY 65 GGG
VT2 A2ETIG 3 Wh B4 313 1218728 GLCGOGIUUCUACAACGACE 858 TGG
23 130 3 348 41 41 121302G  CUUGUAGTURUCCAGHEGHCY | 8 1 GGG
2t 214063 018G 78 1214045 1214064 - COGUUACGGUGCUCAGCCLIT 76 AGG
2315 1312¥Rg 0 3 365 438 - ¢ 1212843 1213012 GACAGCUACAAGCLUGGBAGU ' 55 TGG
218 121We 1 X 32 - 12140y 1214118 GGOGTUCEHBTGRCUGGECCECE. 8 GGG
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g ¥ ¥ B

= 13 o £ 'S PR

s Geno § CEUF £ stat End £ =
&= cut x wgwe & . : crRNA o <
o . w08 g% S coordinate coordinate S o
W coordinate 080y @ o

u :

U7 1214002 1
___________________ 1213018 3 343 413 -

1214101

GUCUGCADUCGUGGCAGCAL 70 GG
COGGGOGHEGRACCEAGLOCE 8 TGG
1 : 23 AU CEGLUGGGRCG
1213037 03 324 388 - 0 1213034 0 1213083 | AGGACACAGUCUGCOGCUGE | 85 1 0606
1234075 1 52 82 - 1214072 1214081 GUGUGCGGCUCUGCUCCUCC 70 TGS
1213783 2 167 I+ 1213748 1213765 UGUUCUGGGAGCOGCLUGTAG 68 GGG
3 : P
1
3

1214071 12180738 UGCUCAGCCLCAGGUOCABG | 75 AGG
1218067 CUCUGLUCCUCCUGEGEUCUG | 70 GGG
1314089 GGCUCUGCL

CCUCCUGGECC : 75 116G

* 1212887 QUGGGGAGAAGUGCCCUGGA 85 GGG
+ 0 12esY 1312670 QUAGGCCUGGUIIGUCECCUG 70 GGG
1212108 5 486 568 + 1212082 121211 GCUAUUGCUGGRCGGCUGCA 85 GGG
1212101 5 474 568 + 1212084 1212963 GCGUICGAGCUAUUGCUGEC | 886 GGG
121207¢ 5 486 583 - 202078 1212085
1212004 B 7
13136682 4 412

4289 468
1212668 0 4 406 487

85 AGG

s
fox]
P

”
&4

SCGACAACC

(212650
1242110

%
o g
3
& i
h
g
O
]

212127 448 A3,  CAGGGUGUGOULICOCAGCCA 85 AGG
1212684 390 45 1212867 CCUGGBGAGAAGUGCCGUGG 70 AGG

UGCAGGCLUGGUUIGUCGCCY

o
D7 G
< Dol e
oG
-
U
43 G
IRLN]

a +
4 r

1212667 4 407 + | 1212880
4 +
& +
4 +

1212668 448 4835 1212648 BUGCAGRCCUGGUUGUCGHG 8% TG
1213087 478 573 1212080 GAUUGCGUCCGAGCUABUGE | 55 116G
12126881 393 471 UCGCCUGHOGAGAAGUGCLC 70

Y TGG
GABAAGUGOLCCUGBAGGGCA 85
ACUGUGCCCCCUGTCCUCCA 70 GRG
COUCCAGGGUACULCUCCOD 70 AGG

1212690
1212687
1212673

&3
ped
Te
&

0
9]
)
6]

1212684
401 481 - 1212870

P NEEN
n
&
%
B
o
H
1]

2108 53 486 358 - ¢ 1212108 UGBGAAGCACACCCUGCAGC 685 CGG
122883 4 383 458 « 1 1212675 SAAGUGLCCUGGAGRGTAGS | 70 GGG
e 5 4687 Se 0+ 1 120Ut AGCUAUUGCUGGLCGGCUGE | 85 AGG

1212855

4 + 1212838 1212887  UGRUCCAGGGCUUGCAGGLC 70 TGG
1212681 4 A 12674 1312693 AGARAGUGCCCUGGAGGBCAG 6% GGG
1212850 4 424 508 + o 1212833 1212852 UCACUUGGUCCAGGGCUUGT 83 AGG
3948 1212683 4 385 462 + 1212872 1212501 GGAGAAGUGCCCUGBAGGEC 70 AGG
4
4
&

<

426 513 - 1212648

2848 1213648 3 12126684 ACAACCAGGUOUGCAAGCCE | 85 116G
00 1212683 388 483 - 1212685 1212704 GACUGUGLCCOCUGCCRULG 78 AGG
2851 1211754 712 BRA 12117y 121786 QUCCCUCC GCAGGUACA 1 85 GGG

2952 1211801 7 787 @44 ¢+ 1211584 1211603  QGCCUGCUCCUCULGBAUGE 65 GGG
2953 1211588 7 790 947 - 1211565 1211614 UUUCCGGACCCOCALCCAAG 60 AGG
2054 1211720 8 746 804+ 1211703 1211722 CAGGOGOCUUGUGGGCAUCE 70 GGG
3955 1211721 8 745 893 + 1211704 1211723 AGGGGGCULGUGBGCAUCEG 70 GGG
¢ Teg +
.

2858 1211589

1211582 1211607 UEGGCCUGTUCCUCULIGEAL | 80 GGG
TS 1211724 GGGGGCUUGUGGEGECALCGEEG 76 GGG
1211600 GUCHGLCUGCULCUTUUGGA

2 CUBUACCUGCUCCGE

(1743 1211762
1211781 GROCCUBUACCUGCUCCRGA

11742

12

GGG
R R Lt 121720 ACCAGGGGGCULIGUGGGUALL GGG
211724 1211748 GGGGCAGCCUCUGGUCCTUC CGG

1211588 1241608 GCUCCUTUIUGGAUGEGEEGUC 84 LGG
291762 12117 CCAGGRGEUUBGUGGRECAUL 71D GGG
1211705 1211724 COCGAUGCCUACAAGCCCCC 75 TGG
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594 7 F94 952 ¢ RUETT 1211508 QGOCQUOGGOCURCUOCHOU
74 B 71T B8 . RUTAS | ANFes | UGCURGCCCUGUACCUGCUC 65 COQ
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241748 I2TPE AGOGCCAGCAGGAUGHCLUAG | 70 GGG
1211734 121763 ACCUGCUCTGHAGEGALCAL | 70 AGG
121730 1311748 GOCUCUGGBUCCCUCCGGAGS 75 AGG
1211756 1219774 CACBGUCAGCAGGAUGHRCCA | 70 GGG
1211748 1311788 CAGGUACAGRGLOAGCAGEA | 65 TGG
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RHTE 8 713 88+ NI 12NTES GGUCLCULCGHAGUAGBUAL | 70 AGG
1311 6 685 833 + 217 2TTTE AUAGRGUCAGCAGGAUGHEEC | 7 AGS

CoAnes 1211782 QGGCOCCCUGBICAUCCUGE 80 TGS
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2982 1211882 8§ 813 TAS o+ 12U1RdS RHRY GCECACCUCCATGRGOLLHS . 88 TGG
2883 1311046 5 83¢ Tha 1211843 1B COGOUCGUGBAGGUOCCLGE ! 85 GGG
8B4 LN/ 6 841 TBE L 13iale 121827 CCAGGAUGGCHEGUAACIGEA | 70 (GG
2888 1311847 5828 Thl 1211844 121188Y  COGGCCOGUGGAGGUCEOCE | 85 GGG
2886 1211888 & 818 T42 - 0 1211883 1211973 ACCQUCCACLOGGCLCGURG | 80 AGG
98T 12119775 B8 7Y 1211960 1311878 CCOGRUGBAGGRUCTCUGUGR 7§ AGG
2088 1212087 53 548 a8 1212010 1212028 CASUGAUGGGECCUGRCCRGE 73 GGG
/R 121 5 578 88

13 44
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&y in
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L3 RS

- A2UI8E8 L RNEE | GGGACCLUCCACCUGHGCOLG | 85 TG

59
2483 3 501 A0 - 0 1212071 1212080 | COOACHBCAAUCUGUGAGBAC §0 AGG
2004 5 852 g02 - 13130 GGACGCAAUCUBUGAGGACA | 55 GGG
2898 5 88% T - f2nien? AQUCUGGQCCCAGAACCUCAT 88 AGS
30946 § o588 7185 - 131eTe GCCHGHCCCAGAALCUCACA | 88 GGG
2897 S S8Y BTY o+ 12118W UCAGUGGOLUGEACAGUGAL | 85 (GGG
2838 5 BIB 738 o« 1 131te4z CCCEGEEACCUCTALGIEGLC BG GGG

ratiey
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3004 5536 843 IR PSPOX ACGUAGCCLCAGGAGACCLA
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1211987 SAGEGUOLCUGUGAGRURICU | 8O GGG
121re7 1211816 CAQGOCCABGCCOABGAUGS | 75 CBG
1211996 1212015 UUCAGUGGOCUGGACAGUSA | 55 TGS
Co2nest 113000 GQUUCUGGGCCAGGCLUCAG 65 TGG
7¢ 884 - 1 1211863 1212012 CSUGUCCAGEICATUGAAGRC | 85 TGS
1311945 121168 CCCHELCCHEBGEABGLUICCIC | BY QGGG
1212008 T2IRY GACAGUGALIGHGGLRCUBGRUCG | 10 GG
318 88+ 1212042 1212061 UCCURGGGLUGCOUGGCURS . 758 GGG
Lo1zeer 1212026 GGACACGUCAUGGGCCUGGECS | 70 G046
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SEQ I NO:

WO 2023/141531
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Genomic & 3 §'§ £ 2 swn
cut ‘ﬁgm-;,sm::»_;;g

coordinate 5 358 g; )

1212087 5 518 621+ 121240
1212026 5 549 658 . 1212023
1241983 5 592 T+ 1211968
1243044 5 B31 837+ 1212027
1212086 5 519 622 + 1212008
1212034 5 841 848+ 1213017
J212031 5 (544 BB 1212028
1212003 & 572 888 1211956
1212040 5 535 84,1 1212037
1211986 B 588 703+ 1211972
1211813 6 852 783 - 1211810
1212043 5 532 $38 + 1212088
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 UCUCCUSGRGCUGCHLUGRTY
 AGACCOAGGRGCOCTLTGRCT
 GEAGGGUCCCUGUGAGRUUC
GGGERGCOCUGGRUCUCCUG
GUOUCCUSRGGOLGLRUGEE
GEGCOUGBECIRGEAGECIY
CCAGGAGACCCAGGGRLOCHC |
UBBGCCABGRCUUCAGUEGGC
CACGCAGCCCTABGABALCC |
UCCCUGUGAGBUUCUGRECE
COUGCORUUGCCRCCAUCTY
CRGGGGGCCCUBRGUCUCTY.
CCCCCOAGLCACBCAGCOCT |
UGGGCOUGBCCEEEGARCCE
GUUGCCRECAUCCUBGGCOY
 BGBUUGCCBCCAUCCUGEEEC
CUGGGCCUGGGECCUGGURTY.
COBGAGBRCCCUBBRUTUCT

FAGGUCAGALUICUUGCLCAGGS
_<§3UGGK3CCC§£N3UGAG¥HJGU5
COCAGGUCAGAUCULGEOCA
BOCCAGGUCAGAUCLUGRCE |
GGOCGACGCCCACUTTACTT
GECCAGGRUGGAGUGGGELGY!
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7256 Knockout
G 57 85 Knockout
B85 Knockout
5 Knockast
B4 Knockowt
64 nookout
54 Knockout
B4 Knockout
84 Knopckowt
63 Knockat
623 Knockout
62 Knockout
v 852 Knockout
52 Knockout

: 51 Knockowt

G4y

o I LR IES S S S R SV IR o B O B N >
s 45 s
e R s P
B
,

W) P2
2o D
5 2

3

2508 71 f 01 Knockout
2008 B 61 Knockout
2910 S 61 Knockout
Mt 80 228 47§ 80 Knockout
25313} BE Knockow
3813 84 Knockagt
2914 K 38 G4 80 Knockmagt
2915 OK 43 8% 84 89 Knockout
2816 2 T8 75 53 OK 45 &) 64 58 Enockout
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N

Krooks ar sotible denoy recapior
aokoul oF solble decoy recapiot
ookt oF solble decoy recepiorn
ockout oF sulible decoy receptor
Knockodt or soluble decoy receptor
Knockosg or seiuble decoy recepior
Knockoid ¢f soldnle denoy resspior
Kriaokowd or solsile decoy recapine
£2 Knockout or solble decoy receptor
62 Knockout o solible decoy racepter

e gie]
Pt
0

ey
2
i

®

gy 5 o o

s
oh

PO RS I T R N AN R IR SRS T Y

Ly MG IR 4Ly

2938 1 81 Knockeut or soluble decoy recepior
2640 &1 Knookout or soluble decoy recepior
2841 58 Knookout ar sodile denoy recagine
2842 A% Knockout or solble decoy recagior
2842 38 Knockout or soluble decoy receptor
2844 % 58 Knockout or soluble decoy meeptar
2845 H7 Knpckowt of soluble decoy meeptar
2G4 57 Knockout or soluble desoy renepior
L2 G5 Knockoul ar solle deooy recaplot
28 & Knockout or solble decoy recagior
2 Hnockaut or soluble decoy recegtor

LN

ockout of soluble decoy meeptar
svdbrane-bound decay
iMembrane-bound decoy
Rarnbrane-toud decoy
Membrane-bound decoy
Membrane-bound decoy
orane-bounsd decay
Membrane-bound decay
Memprane-Dound decoy
Marnbrane-toud decoy
A3 Membrane-bound decoy

&y Gy
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DO R RS D D ONY
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2861 2 63 Me
438 4 7 82 Membrane-bounsideeay
3363 73R 36 5% 5& 61 ane-bound decey
2564 78 .73 74 4G 53 67 60 Membrane-bound decoy
2985 i 8 37 80 67 39 mMembrane-bound denoy
2966 5 T3 OF2 13 52 OK IS 52 68 59 membrane-bound decoy
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N

32 87 58 pMembrane-bound decoy
56 Membrane-bound deety
50 Membrane-bound decoy
5 Membrane-bound decoy
58 Mamnbrone-boud skeeoy
85 Membrane-bourd decoy
A5 Membrane-bound decoy
A4 Mambrane-bound deegy
embrane-bound deaoy
fembrane-bound desoy
shravesonted sleooy
ambrane-boud decoy
embrans-bound decay
amprane-bound deeay
emprane-bound deqoy
ubie decoy meepter

it decoy seaplor

Qigbla dacoy meeplor

oitile decoy resepior

ol decny recaging

SEQ 1D NO:
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R IR 74
<

I

2368 &1

oy o2 NI N3 NS NG T,
Lh y

@

P NI OIS NG DS

DA D An D A0 R
k7 e

TN NS IND TS T

W3 nLy L 4

R oible decoy recagtor
e Gl decoy meapter
288 bl decoy meaptar
29 oltbla dacoy mespior
28 Qitle decoy recspior
35 ohiile decoy reeaging
i ohble decoy receglor
2 uble decoy receptar
2 Gliuble decoy mseeptar
2 <luble decoy maspir

oitble decoy recepior
shiide dacoy recagping
oidle decoy recetor
Gible decoy meaptar
Gibis decoy meaptor
Qighle dacoy mesplor
aigble deqoy reseplor
oRdde: daony recapdne
o fle decoy recagins
2NE Soible decoy reeaptar

BT Soluble decoy meaptar

B 61 Soluble dacoy meeptar
81 Soiuble decuy recentor
F B0 Soidde deony reoagne
3 GO Sobkle decny recapior
59 Soidle decoy receptor
B 53 Soiuble dacoy meeptor
B 58 Soluble decoy meaptar
28 Seoluble decoy meepior
58 Soidde denoy recaging

ey e O Ter D N3
N N o
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SEQ D NO:
Graf Mntifs

87 Souble decny recaptor
7 Souble decoy receptor
G Soiuble dacoy masptor
5 Saoiuble decoy receptor
G Soidde desoy recsplor
84 Sordde ooy rennplne
8 54 Soible decny recaptor
84 Soudle decoy recaptor
Soiuble decoy meaptar
Saoiuhle docoy meeptor
Soivble desvy recspior
Sogde deooy reonping
Soible tecny recaginr
Soibhle decoy recaptor
Soiuble decoy meaptar
Saluhie decoy meeptar
Soigble daooy raaeptor
Sodde decoy reongping
Soile teeny recapor
Wildtype-like

Wildtype-ike

Wikdtype-fike

Vikdtype-like

Wity pe-fike

Wikifypalike

Sy
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o @ €
Genomic ¢ 3§ SE E st End £ =
ct X B% 8% 5 coodinate  coordinate | CTRNA & =
coordiate ¥ B8 B § L : g

spudetet 2 88 B3 - G294BIGE  B2948207 UGCUUDLCACLIGRUACALIGE 50 AGG
BIMBISE 2 M2 55 BaMBIYT  EI34B210 UABUGTUUCUCACUGEHUACA 40 TGO
AXMEMT 2 WE 68 o G2040200  BI249219 CAGAAGUAUUALGAGCALCY 40 GOG
52348221 2 @0 7+ G2348204  B2348220 AGCAUUAUGAGCAUCUGGGA 45 CGG
BIMOBST 3 463 404 - BIMIBI  §2349962 GOGCAGACAUADACUGUCAG 55 AGG
GXMESET 3 208 113+ BD%0B4E  BI940855 GACAGUCUAUGUDLIGECCUS 85 TOS
82348867 3 MY s . 82349884 GI34G88 SQQQQQJJC&JMCKSQG&C‘\FFX 50 GGG
BE354435 4 328 AT - SINEIABZ 62354451 OGURCADGCOCARCEOCEEG b5 GOG
st 1 @9 16 - S2A25378  B2O25397 GUAGOAGOGCOAACAGHGHG 75 0BG
52354421 4 324 4TS+ B2384414  GOI5I433 COGBOAACAGCATGACCCCT 75 GGG
AIORGR 3 214 UA - AZMOSSS  A2MOBA4 CAAGUALNCAUCCGGBCCAC 55 AGR
62354438 4 322 79 - G23A4436  B2354455 CAQCOGUQCACOCOOAGOGS 8 QGG
52364411 4 304 164 BIHM0E  EIIEDT COUGCUGLUGCCOGOGACCA 70 GGG
AXIE244 2 152 83 4 62040227 62348246 UGCUGUAACARAUGLIGAACT | 40 ASG
52354436 4 39 78 - b2\$“443u B2354452 COGUBCACBCOCATOGOCGE 85 OG0
BIIMSAR0 3 228 422+ FIMOEDY 62349852 CLUGUGGCCOBGALIGARLIACY 56 TGG
AISAIE 4 W 7L - BIISAI35  B2A54AE1 AGLOGLGIACBOGCAGCECS 80 GGG
52349868 3 214 148+ 6’234985? 62349870 UGUAUGUCUGCCCUBUGERS 80 0GG
52 4 30 s - AINEIB4 6254453 GOOBUGCACOCGOAGOGONG 85 GOG
> 1 a3 t& GRG0 BZIZBA01 AGCAGCAGCAGCGCGAACAG 85 OGG
: 4 25 4G B3SO0 GRISA4IR GOOGGLGACCACGROTACCA 80 GGG
:3«4 78 3 24 s - AZMOBT2  A2349801 AGCUALCCAAGUALLICAUCC 40 GGG
E2354420 4 }MI B8 E2954417 52954496 COGGGOHGURGUGCUGULGE 75 CRG
523252 1 10 05 BIISIE  EINSITE GOGGOGCOHCCHGRCACANG 100 GAG
621537 4 1% 1 - A2AJG368  AZAJSIR7 GAACAGCGGOOGOOGOOGNC 85 G606
§2354412 4 WS 5 ¢ S350 62951414 GOCCUBBUGHOOBUORUCGC 8 06
53458 ‘6_ 1wy 12 - BIMDETI 62349897 CAGOUAUCTAAGUALIUCALIC 40 COG
372 1 20 11 - BZOA36S  B2A25398 CGAACAGUGLGLGHOGLOGE 85 GGG

2 w4 87 5234%’«“ B234821R LIGAGAAGCAULALIGAGOALC 40 TGO

3 218 16 IMOUIE A2 CUGUAUARAGUUUGUGAUAC 35 AGG

\ 1w 17 381 B2IU5400 GOAGCAGCAGOGCGAATAGE 70 GGG
5415 1 B3 34+ 98 62305417 UGCUCUGCGOECHGCUCENC 78 OOt
S3IE 1 12 133 -~ 2" “‘566? f‘2325~580 GOAGLGGCECCGIOGREGLELG 18 CGG
§254403 4 296 6 - §2354900 SUGHCABOHACCARGHCCATC 80 AGG
BI364405 4 298 464 BINII/E AGGCOCUGHBUGBRoNS 75 TGO
62325263 1 11 D& - PURUA3ED  B2AJ53TU GROGGCHCCOCOOGRCOCGE 100 Goo
52354447 4 340 184+ 62354430 B2354449 COCCOGGOBCUGCOOGUGOA 8 CBG
5Y3E4403 4 386 209 - AIIE4D0 62254508 BOGCGLACUCGOUGUUGEGS 75 CGG
GYBEET S4BT 252 - G2958060  BZISR303 CAUCAGAGAAGUAGLTUGCA 80 AGG
{25838 B 484 2? - G2358316 G2358335 COAGRGUTUGTAUUGURCSG 80 TGG
AIIONC4 & FT1 308 4 £2350097  £2360006 UGGGACAGAGAAALCCGAUG 50 GG
cuwe007 B G4 M - S2IB0004  B2360003 AGAAGAACLGOAAACOECAU 45 ONG
5236836 & 496 268 - 62398013 62358332 GOGUCUGCAUUUGUCCOUGG | 60 AGG
02358282 8 AR2 22 - BEASRNTS H2358208 CAGAAGUAGLIOUGCAAGGE, 85 ARG
62354406 4 380 21 - §2354403 6238512 COBGOGOGCACLICRGUGLIU n, 500G
BUIBIAE 4 45 186 ¢ B EI354454 GOCTOUGCGOBUGTACGGCY B GGG
G254507 4 ADG 218+ DJSA4ED  DIASAS08 COGCAACACCHAGUBCHCHS 75 OhG
52350330 5 510 278+ G23SEOI3  BRISEAIR COACGOACARAUGCAGACCE 60 TGS
BI3644BY 4 354 494+ B4 62358453 COUBCACBOUUGROUACCAL 70 TGG
E2GU060 B E3& 20 - S2450968  B2350985 CAUGUUCUACHICUSIIUUGCA 40 AGG
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2 Genom s 53 5
£ (Cenomk o 3¢ 3§ E Start End 2 =
o cu‘t 5 8% BE § dinate . coordinate crRNA : 3 &
g coordinate ¥ 8 8 3 g @ coar Py
W S 4]
30852 62354504 4 387 214 - 62384581 £2334520 GLCCAGGORCGECOCGLACY - 88 CGG
3083 B34S (R 3 401 217+ §2354481 G2354515 CEGCAACACCGAGUGCGCHEOC 75 GGG
3384 B2354451 4 344 188+ $2354424 82354453 CGRCGRUGCGCCUGLACGGEC - 88 TGG
3088 Q2359084 © 551 288 + £2358987 52355086 COAAAGAGAGUAGAACZAUCA ‘ 440 TGGE
388 B20553&5 8 53¢ 287 - §2358562 §2358981 DUCUACUCUCUUUCCAAGGA 40 AGG
3097 52339385 & 552 288 o+ 52358908 B2Z35V9RT CAAAGAGAGUAGAACAUCAL 33 GGG
3098 £2358:284 & 484 281+ B2388287 823588286 GUGUGCAAACCUUGCCLIUGE 85 AGO
088 BZAS4514 4 407 22 + H2354487 82354518 ACCGAGULRCGOGLLGEERCY @ 80 GGG
52354488 4 - 361 18% 0 v 62384451 52384470 GGCUGGGUACCACUGBAGLL | 70 AGG
623354468 4 : .4 82354482 ACUCGCAGUUCUGGCUCCALG 85 TGG
B2354475 & .8 62354481 GGUGGCAGTCACUCGCAGUCT - 78 TGG
62354513 4 $ 82354515 CACCGAGUGBCECGCLGEGEEL @ 85 TGG
823583148 & 823588315 CUNUGAUGCQUVLICCUCCA 51 CGG
B235831¢ 5 62358328 GCAUUUGUCCIUGGAGGAAA B0 AGCE
82354515 4 82384521 GGGUGCUGBGLGCCCAGGTC - 8% QGG
2386728 8 B2385730 VULIGUGGTACUGGAUGAAUG - 45 AGEH
B2366735 8 . T88 At . e 62WBETIH 82386737 CACUGGAUCAAUGAGECUUG & 80 THG
B2366755 8 {2ER7587 LGGOCGLCUAAGUGCGAGAUA - 5% AGC
|23BBTIL & 52388726 ACUGACACAATZUGUCALCUG 8 AGG
B2A6R731T ¢ 82388733 CAGUUGUGUCAGUACACACA 45 CGO
§2388741 9 82368743 AGUACACACACGGCAAACUL 45 TGS
B2388THG & B2388752 ACGGCAAACUUUGHRUCAGC 5 GGG
............... 82368885 9 - 938 BRT . ¢ 2388857 UG CECACAUGUGUAGG 5
52388873 9 {58 58

BIIRGEEE O 98% 524 + 62363389 62363085 ACGCACAAGOCGAAGAUGES | 60 AGE
82368020 § 1003 B2+ £2386903 52368922 GGUCAGCAAGACCGAGAUAG 55 AGG
62368087 9 1170 B3R+ 82363070 52368089 BUUUAAGCCAGUGCULICACH 50 GGG
62389141 § 1224 881 - 62363138 62363157 GUCCAAUCAGUGCUGCACAG 55 GGG
62269197 © 1280 892 ¢ 82580180 62350190 UUGUAAARAGAGGUGGACAG 45 TGG
82360214 9 1297 701+ §2369197  §23608218 CAGUGGOCAUUGCONGOACY 85 GGG
BIIRGIVE § 1379 745+ 62365279 62365208 CAGGACUGUGAACCCCUCOU 60 GGG
B2269297 § 1260 T4H - £2300294 2 GEGAACCCACGAG 00 GGG
B236U208 S 1381 746 - §2369208 & , 55 OGO

125 62089299 & 1082 747 - (2365295 5263315 CACGUULIUGGOGAACOCACE 80 AGE
(28 BZ260310 9 1393 753 - 62069307 62369326 GGGCAAGGGUCCATGUUULG - 80 GGG
27 52368311 9 1384 753+ §2369294 52369313 CUCGUGBGUUCCOCAARALSG 80 TOG
3128 63BN & | 1413 763 - §2365307 62369346 COCAUGCCAUAGGDGCACUG 65 GOG
2128 82369430 § 1512 817+ 62380413 62369432 GAGGCUCCCAAGCLCAGLGA 85 GGG
3130 B2GG4B46 10 1863 89 E  + 62384825 62394848 CUACCUCAGCCAGACOUCGS 85 AGG
3131 62323849 10 1686 90+ 82394632 52384651 COUCAGCCAGACCUCGUAGS 70 AGG
3132 62334850 10 1667 901 + 62384833 52384852 GUCAGCCAGACCUCGCAGGA 65 GGG
3133 82384308 10 1728 3% - 523894506 52384925 GAAGGAGLICUCGGOGOBCCA 70 8GO
3134 63384924 30 1741 94 62384007 62384026 GGCGCGCOBAGACUCCUUCG 75 CBG
2155 A2384926 10 1743 842 + 62384909 62384928 CGCGCCGAGACUCCUUCGOS 75 GGG
3136 B2384927 10 1744 w7 - §2394924  §2394943 GOGCGBGOCGULCCOCGGA 85 AGG
3137 62094955 10 1772 96T+ 82384928 52384957 COGCOCUUTCCGGALCCOUG 80 CBG
X 23349 85 984 =+ 62384951 623 4‘370*\%06%03@3%? CCOGAG | 85 GGG
3 11482« : 50 TOG

843 + 62368087 6236"?36 ACGGGGACACAGAGCACAGU & [GoG
841+ 2388088 62305105 CACBGOGACACAGAGCACAG | 65 T5G
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N > Pl "9\“ E
Genomic ¢ 3§ Fe ¥ Start End f =
aut %z N ws £ N N orRNA e «
coordinate | W 3 g 8 § & coordinate  coordipate &* &
<
J2oe4B85: 10 V08 w232 - H2384888 2384805 GOQUUUCCUCCUGRCATQCEGE | 76 QGG
SRoB0E8G: 8 | 1WZ 578 - 23680986 BAJERE0E CAGLAACAGUAACUGHUCUS 80 TOG
§2269340° & 1423 TR® - BIABHIIT  HZ3SH250 ABGOGGAAGGLCCALUGRCAL 88 ARG
BRAGHAG 1323 T1E RUORART  BUBH2ES GUOCAGACAURUGRCCARIY 38 GGG
G2308962: B ¢ 1045 SRS ¢+ 1 B2ORBH4E 82368884 SUCTACAGAAGAUGAAUALA 45 TGk
SIIBLEOR 10 1825 878 ot G3384731 B2384R810 QERCACGURAUGAATUUCAA 80 QGG
HRI6H185 ¢ 0 1248 &7 4 2368182 G2359181 AAGUAGUULIICAGAGGACAL 3% GGG
GIB8RYE. ¥ 882 B33« 62368837 BIJEBH0T ABAUCTCAGGARUSCUCUCAY 80 TGS
[2e0ueR ¢ W67t ATR . - §22880988 2288004 AQGAACAGUAACUGGUCUGH 48 QGG
BREA48TT 10 1884 W18 4 BROB486G  GRO0487S GUAGCRRLUGCEHAGLCCAY - 81 GRS
BIBHBT4T & L TIG 418« B23EETI0  BI3EBTYS SAGHCUUGUBGOUGITUAAG &5 TOG |
Q23B4U58 10 1TTS 959+ 2384841 02384080 CRUCULICCCGRAQUCRURCEE B0 C6G
£2384702 100 1803 BE N G2384785 2384808 GAAQUUOALICARDUGCCCRC 60 TGG
GII84780 10 - 1EBY BB - BEJK4STVY 2384798 CUGUUQGUUGIABAUGAATE - 8D ToG
§2268341 & 0 1424 T8R4+ §2288324 22589343 CCCCAGUGLGRCUAUGGLAL 86 GGG
ARAIGHIXT 8 144 Ted 2388328 §230347 GOLCAURUOALAGOUGRACY 85 GOG |
G3388782 B8% 487 ¢ B236878E BI3G8784 ADGUGRICUUACUGCUGALZUC 80 TGG
[EGITRR: T 728 32 o+ B2281771 SIS {7H0 AAAAAAGGOARAGCACUCAL 40 AGS
E2384910 10 1727 w433 G23848Q7 G2304836 CORAGBRAGBUNLICEECRCGOC 78§ AGG |
§IoHBR4G: B 823 - 4HY .+ 62 JEBEIY 63368H4Z CAUCAALGGUGGUGUTUGUCA + 40 GGG
02285045 10 1832 8 4 02284088 02385017 AQGUCGQUGCAGBAGCOAAGE 70 CBG
ARIGHMI ¢ . 1328 &BY BRABI4G G2385153 GAGUCCARUICARUCCUGRAL - 586 AGGR
GG & 0 W48 B0y o+ BINBABS BI0402 CAGAGACCAQUCOCHAGGAUG - 85 GG
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UGGUGGRGAAUAUACTCCUCA
ACCCCUCAG
COAGUCCAAUAACCOCUGAG

GACCAGUCCAAUAACCCCUG

UQRGBACUGRUCCCUCACQUAG

UGCUGUACCAAGUGCCACAA

UGGACAGUCAUUGUACAAGU

ACAAUGACUGUCCAGGCTTS
_GGGQCAGGA&ACC FGACLUGCA

AGCUGCUCCAAMAUIGCCGAA

G&AGAUCUCL{}CU{}GuACAG

GUGBGACCGGRACACCGUGUG
GUGCACGGUCCCAUUG

GACCAGGGGCAACAGCACUG

GUUUAAUGUAUCGCUACCAA

UAAUGUAUCGCUALCAACGG
AGAGCUUGGACUUCCACCGU
AGGAACUACUACUAAGCLOO

AAAGUUGGGACAGBUCACCGG

CAAAGUUGGGACAGUCACCG

CUGCGGEGAGCCGCAAAGUL
CEGUGACUGUCCCAACIHIIG

GGUGBUGCCACCUCUCUGCG

CUUUGCGHCUCCCCGCAGAG

GGGUCAGCCCCLUBAUAGGE

AGGUGGCACCACCCOUAUCAG
GRUGGCACCACCCUAUCAGH

CCACGGCGUACAGOGUCGEG

COUCACGLUGUACGCLGUGE
CGGGRRCACGUUCUCCACCA
AAUUCCUUCCAGCGCAACGG
GAAUUCCUUCCAGLGCAALG

{ ACGAAUUCCUUCCAGCGUAA

CEURCCCCOGUUIGTRIUGGA

UGCECUGGAAGEAAUUCEUG

UGAGCGACCACGAGAUCGALU
AAUACAGCAUGCUGGCGATC
ACAGCAUGCUGGCGACCU GG
UCCAGCGUGRCCUCRECGLCE
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crRNA

CUCCAQUUCGACGGCTAGCR
CUCCCRECTCUCCOGEECRUA
GGCAUUUACACCCUACGCCC

GCAUGUGCUCTCCRGETUCCG
CUGBAGCCGGCAUGUGCUCCC
GUGCUGCAGCAAAUGCUCGO
GGAGUCACACACGRUGUCCE
GUCCUCACAGGAGUCACACA

CACCGUGUGUGACUCTUGUG
GQUGUAUGUGCUGUCCUCAC
GCCAACCTAGUUCCAGAGCU

GCAAACUCAAGCCUGCACUC

GCBGUUCUGBUUCCCGAGUGC
GUACUGCGCGCUGAGCAAGLC
UGCGCGCUBAGCAAGCAGGA
CCCEGERCEBLACUUGCRLAG
CCGCUGCOLAAGUGCLGCTC
UGGCCACGCCGAAGCLCEGGE
AGGAACUGAAACAUCAGACG

GAGAACGUCCCCGGGGLACA
UGUGCAAGCCCUBUGCCCLG
CGUGUUGGAGAACGUCCCOG
GUCGUGUUGGAGAACGUCCC
CUCCAACACGACUUCAUCTA

GUGGGGCCUGCAAAUAUCCE
GUAACGUGGUGQCCAUCTCU
CUGGGEGLCCAUATUCCGGRUG
CCUGGGRCCAUVAQULCGEGU
CCACCCGCAGUAUGGCRCCA

CACCCGGAGUAUGGCLCLCAG
UGUUGCECAUCGUGBUGGACAC
LUGCGUGUGUUGGCAULEUG

LUGGAGUUGGECUGCEBUGUGUU

GAACUGUGLICAUCAUGALCC
LUGCCUGCCGAUAAGRLCCE
LCOAUAAGGCCLGGGRUACAC

GAUAAGGCCCCGGGUACACA

GCCUGUGGCUBGUUCCGAGU

UGCCUGUGGCUGGUUCCGAG
BAUGCAGGUGACAUUGACCU
GCUACAGACGUUCACGALIGC
CUCCCAAGCCAGRUCCACAA
CGUCCUUCGGGGACULCGAG
GGGGACCUGCUCGUCCUUCG
GCAGGUCCCCUUCUCTAAGS
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SEQ D NO:

crRNA

UGCUUCUCACUGGUACAUGE
LAALGCUUCUCACUGGUACA
GAGAAGCAULAUGAGCALICH
AGCAUUAUGAGCAUCUGEGA
GGGOAGACAUACACUGUCAG
GACAGUGUAUGUCUGCCCUG
AAGHAULICALICOGGGOCACA
CGUGCACGCOCAGCHCOGGG
COCCOGRCACUGLGTGUGTA

O BCGCGCACUCGRUGULGREE

CCAGCBUCUGCAULUGUCCS

L UGGGACAGAGAAAUCCOAUG

AGAAGAACUGCAAACTGLAU

+ AAACCGGGOAAGUAAACAUG

UAAACCGGGTAAGLAAACAU

ACUGACACAACUGUCACCUG
CAGUUGUGUUTAGUACACATA
AGUACACACAZGGCAAACUU

ACGGUAAAGUULIGGUCAGC

GOAGGUGBUCCCUACGCACA

3 ACGCACAAGBUBAAGAUGCC

GOUCAGCAABACCGAGAUAG
GUUUAAGCCAGUGCUUCATG
GUCCAAUCAGUCCUGCACAG
HUGCAAAMAGAGGUGGACAS
CAGUGCBCCABUGCCCGCACY

CACGUULUGGEOGAACCUACE

GGHECAAGGGUCIACEUULIUG
CUCGUGGGUUCCCCAAAACG
CCCALUGCCALAGGCGTACUG
GAGGCUCCCAAGCUCAGCGA
CUACGGUCAGBCCAGACCUCGT

CGUCAGCCAGATCUCGLAGG

 GUCAGCCAGACCUCGCAGGA

GAAGGAGUCUCGGECGCECTA
GGCHCBCCCAGACUCTUUCE
CGOGLCGAGACUCCULICEES
GCGCGGGCCBUUCCCCGCGA
CCGCGCUUCTCHGACCIGUG

ACCCHUGCGGUGGLCCTGAG
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crRNA

SEQID NO:

3788 UUGACUUAAUUCCUCGAGAU
3790 GUUGUGUAUAACUUUGUCUG
3791 CAUACAAACGGCCUAUCUCG
3792 GAGAUGCAGACGAAGCACAC
3792 CUCGAUGGUGAAUBACAGUG
3794 UAAAAGGGCGAUCUAALGAA
3795 AUAAAAGGGBCCAUCUAALIGA
3788 AUUUAUGAUAUGACAACGUC
3797 AAGGUCGAUUUGGAGAAGUU
3798 CCACGAACGUUCUUCUCUAG
3798 CCUCUABAGAAGAACGUUCG
3800 AGAACGUUCGUGGUUCCGUG
3801 UGUCUGCUGTCUAUAAAUCCC
2802 UACUUGGACUCAGCUCUGGU
28038 GUGUUAGAUUAUCAUGAGCA
2804 CUUGCUCUGUCCACGGCGAG
3805 CUGUAUUGCAGACUUAGGAL
3806 UAUUGCUCCAMACCACAGAG
3807 AUUGCUCCAAACCACAGAGU
3808 GGAAUCAUCGAGAACUUCAG
3808 ACGUGCUGACALCUAUGCAA
3810 AUUGCUCCGACGAUGUUCCAU
3811 GCUCGACGAUGUUCCAUUGE
3812 GGUAUGCCAAUGGAGCAGCU
3813 CAGCUAGGUUUACAGCAUUG
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3814 AACGUGCEGUGGGAULGUGT
3815 CCOACUUCURRA CGUBCBGU
3818 CCCGACIRICUGAACGUGCREG
3817 AUGAUAGUCACUGACAATAA
3§18 CUGUIGGUURUICUCACAGAUGE
3BT UUCCAGAAUAAAGUCAUGGU
2820 AAUAUGACUAGTAACAALZUC
38

38232 ACAGA J%JG(:C&AbUCL& AG
823 QCUUCURCUGRCCGGLIUAATLG
UCUACUGCUACCGCGUUAAT
CAGAARCUGAGUUCAACCU
CCUGBGGAAALCGHCAAGACG
82 CGOCAAGACGUGEAAGCUCA
3828 QCOGUCAUCUUCCAGRALIGA
628 GUUGAUGUUGUUGGCACALSG
B30 ABUGAGCUGGACACCLUGHY
831 AAAGLGACCUULICTLCACCA
3832 UUCAGAGCAGUUUGAGALAG
9&33 AGU&;A#’\G}\U{‘ UUUCCCUAUG
UUGBCCCIIUGGIGUGTA
3835 ’\GGAG\,GC CULC \,Af\,t.("‘}‘.}s
3836 ACCUACAGGAGUACCURAL
3837 AGCUGAUGACAUGLCG UU(
3838 GACRLEHRCAUGURAUCAGCU
828 GLGGCAUGUCAUCAGCUGRG
3840 UGGCCAGLUCLCUCECLOGH
3841 GUGCGAGQUGABCAAUCCCCT
384¢ UGURGAGGUCAGCAAUCCET
3843 AUGRAGUGUGAUCACUGHIGH
3844 CACAUGGAGUGUGAUCACUG
3845 ACAGUGAUCACACUCCAUGY
3846 GUGAUCACACUCCAUGUGBGS
3847 GGGAAAGLCCAAAGUCACAL
3848 CAGAGUAGGGUCCAGACHCA
3848 UCUGBACCLRUACUCUBUCUG
3850 GUGGALIGACCUGGLIUAACAG
3851 UGGAUGACCUGGUUAACAGU
3858 QGGUGRGAACUGTAAGAUACA
3883 CAGAGLCAUGRAGUAGACAL
3884 GUAGACCGAUGULIUACUCCA
3885 ACAUCUCGCUGBUAALUGCAGU
3886 CGLACQUUGGAACCAARUGR
3857 COUUCAUGCUUUCGBACATCAL
3% 1’0 GUCCUUTAUGCUUUCGACAC
3859 CCOCURUGLICBAAAGIAUGA
38 uﬂ ACAACHBUGUUBAGABALCGA
3861 GUGA (si\i)“xJU(,,‘\CQGAHUCQ
3863 UGARACGUUGACUGAGUGCH
863 GUGCUR GCQC,&,AC(:A DCAG
3884 CCQUCUCACAGCRCAGUGUG
3885 GAAGCQUUCUGCCACACATU
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