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FIG.2
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FIG.5

GTAGCAGCAGTACGCGTACGACGGCAA
GTAGCCAGCAGGACGCGTACGACGGCAA
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FIG.6
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FIG.7
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FIG.8
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FIG.10
(a) (b)
CLONE NO.  HLA-A1  HLA-B7
#1 -5 bp -6 bp
#2 -5 bp —6 bp HLA-A*01:01
# T T
#2 _\;pr _\évbp WT GGGTACCGGCAGGACGCCT SEQ ID NO:
46 5 b _ #8 GGGTACCGG——-CCGCCT SEQ ID NoO:
P %P 410 66 cCT
#7 WT WT v
#8 ~4 bp -2 bp
#10 -14bp  -11bp HLA-B*07:02
#11 +18 bp ~1bp WT ACAAGGCCCAGGCACA  SEQ ID NO:
#12 5 bp 6 bp #8 ACAA-—CCCAGGCACA  SEQ ID NO:
#13 “4bp ~2bp #10 ACA CA
#14 WT WT
#15 -4 bp -2 bp
FIG.11
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FIG.12
(a) (b)
CLONE NO. HLA-B7 HLA-C7
#1 -6 bp -9 bp
#2 -6 bp +2 bp WT
#3 -6 bp WT #2
#4 -6 bp WT
#5 -6 bp -9 bp #11
#6 -6 bp WT
#7 -6 bp WT #26
#8 -6 bp WT
#9 -6 bp +2 bp
#10 -3 bp +1 bp
#11 -3 bp +1 bp
#12 -6 bp WT
#13 -3 bp +1 bp
#14 -3 bp +1 bp
#16 -6 bp WT
#17 -6 bp +2 bp
#18 -6 bp +2 bp
#19 -6 bp +2 bp
#20 -6 bp +2 bp
#21 -6 bp +2 bp
#22 -6 bp +2 bp
#23 -6 bp +2 bp
#24 -6 bp +2 bp
#25 -6 bp +2 bp
#26 -2 bp +1 bp
#27 -6 bp +2 bp
#28 —6 bp +2 bp

HLA-B*07:02
AAGGCCCAG

A-—-CCCAG

AA--CCCAG

HLA-C*07:02

GGACACC
GGACACC
i

AA

GGégAPC

A
GGACACG
0
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FIG.13
(a) (b)
CLONE NO. HLA-C12 CLONE NO. HLA-B52

#1 -1 bp #1-1 Mut
#2 -3 bp #1-2 -12 bp
#3 -28 bp #1-3 Wt
#4 -28 bp #1-4 Wt
#5 -3 bp #1-5 Wt
#6 -28 bp #1-6 Mut
#7 -1 bp #1-7 Wt
#8 -9 bp #1-8 Wt
#9 -2 bp #1-9 Wt
#10 -40 bp #1-10 -11 bp
#11 -28 bp #1-11 WT
#12 +1 bp #1-12 Wt
#13 -1 bp
#14 -3 bp
#16 -3 bp
#17 -1 bp

(c)

HLA-C*12:02 HLA-B*52:02
WT  GAGGATG GCATAAC

#1-1  GAG-ATG GTATGAC
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FIG.14
(a)
CLONE NO. HLA-AO1 HLA-CO06
#3 -8 bp +8 bp
#4 WT WT
#6 -24 bp —-28 bp
#7 -8 bp -4 bp
#9 WT WT
(b)
A*01:01  GGCAGGACGCCTA SEQ ID NO: 12 C*06:02 GGATGT
#3 GGC———— TA #3 GGATGT SEQ ID NO: 13
TGTGAGAG
FIG.15
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EXPRESSION LEVEL OF HLA-B7 (RELATIVE VALUE)

(b) (c)

CLONE NO.  HLA-BO7 HLA-B37 HLA-B*07:02 HLA-B*37:01
#3-1 Mut -9 bp WT AGTTCGT  wrt AGTTCGT
#3-2 Mut Mut #3-11  AGTTCGT  #3-11  AGTTCGT
#3-3 Mut Mut Ffj
#3-4 WT WT #3-12  AGTTCGT  #3-12 AGT-CGT
#3-5 Mut -4 bp
#3-6 Mut -4 bp
#3-7 WT WT
#3-8 Mut Mut
#3-9 WT WT
#3-10 Mut -3 bp
#3-11 WT +1 bp

#3-12 WT -1 bp
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FIG.16
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FIG.17
(a)
CLONE NO. HLA-AOT1 HLA-A24 HLA-B07 HLA-B37 HLA-C06 HLA-CO07
#1 +1 bp +1 bp -1 bp -6 bp +9 bp -14 bp
(b)
A*01:01 A*24:02

wT  TCTTGGACCGCGG SEQ ID NO: 14 wT
#1 TCTTGG{AE(\)GCGG SEQ ID NO: 15 #1

TCTTGGACCGCGG SEQ ID NO: 16
TCTTGG{AEE)GCGG SEQ ID NO: 17

A A
B*07:02 B*37:01
WT  AGTATTGGGACCGG SEQ ID NO: 18 WT TGGGACCGGGAGAC SEQ ID NO: 20
#1  AGTATTGG-ACCGG SEQ ID NO: 19 #1  TGGGA—- GAC
C*06:02 C*07:02
WT  GTATTGGGACCGGG SEQ ID NO: 21 WT GAGGGGCCGGAGTATTG SEQ ID NO: 23
#1  GTATTGGGACCGGG SEQ ID NO: 22 #1 GA G

|
" CAATTCTGT '
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a

( ) ~ A-ex3-gl
jl No stain No transfection B-ex2-gl
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(NN

EXPRESSION LEVEL OF HLA-A24 (RELATIVE VALUE)=

(b)
CLONE NO. HLA-A24 HLA-A24 HLA-BO7 HLA-B52
#1 +9bp +10bp -7bp  -20bp
#3 -9 bp -10 bp -1 bp +1 bp
#5 +1 bp +1 bp WT +1 bp
#7 +1 bp +1bp  +1bp -545bp
#8 +1 bp ? bp =4 bp +1 bp
#10 +1 bp +1bp  +1bp  +1bp
(c)
A*24:02 GGACCTGCGCTCTTGGACCGCGGCGGACATGGCGGCTCAG SEQ ID NO: 24
#3 GGAYCTGASCTCTKGGAAMTGGSSGGTTCRAATCACCARS SEQ ID NO: 25
B*07:02 CACCCAGTTCGTGAGG SEQ ID NO: 26 B*52:01 CACCCAGTTCGTGA SEQ ID NO: 28
#3 CACCCAGT-CGTGAGG SEQ ID NO: 27 #3 CACCCAELTCGTGA SEQ ID NO: 29
T
(d) (e)
CLONE NO. HLA-C07 HLA-C12 C*12:02 CAGAGGATGTACGGCTGCGACCTGGGGCCCGACGGG SEQ ID NO: 30
#3-1 WT -34 bp #3-1 G G
#3-2 WT ~1bp #3-2  CAGAG-ATGTACGGCTGCGACCTGGGGCCCGACGGG SEQ ID NO: 31
#3-3 WT -1 bp

#3-4 WT WT
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FIG.19
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EXPRESSION LEVEL OF HLA-A1 (RELATIVE VALUE)
(c)
CLONE NO. HLA-AO1 HLA-A24 HLA-BO7 HLA-B37
#1 -2 bp +1 bp +355 bp +1 bp
#3 +1 bp +1 bp +1 bp WT
#4 -2 bp +1 bp +1 bp -1 bp
#9 +1 bp +1 bp -4 bp +1 bp
#14 +1 bp +1 bp +1 bp +145 bp
#17 -1 bp +3 bp +1 bp -4 bp
#23 +1 bp -25 bp +1 bp +1 bp
(d)
A*01:01 TTGGACCG A*24:02  TTGGACCG
#4 TTG—CCG #4 TTGGACGCG
A
B*07:02 CCAGTTCG B*37:01 CCAGTTCG

A
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(a)
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FIG.21
(a)
(a2) (al)
replace
—
(a3) (B2M)
HLA-A*02:07 Replaced
HLA-A*01:01
(b)
QYo
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(c)

No stain No Dox / Dex dsDNA donor IssDNA donor
10° 0.0% 0.0% 0.2% 1.6%

10*
103

10?

(RELATIVE VALUE)

<

T

0 10 10®° 10* 10° 0 10? 10®° 10% 10° 0 10* 10° 10* 10° O 10° 10®° 10* 10°

EXPRESSION LEVEL OF HLA-A2 (RELATIVE VALUE)




Donor

Exonl Exon2

18/48

FI1G.22

Exon3

(A*01:01) H

-67: 1

Genome

(A*02:O7)—ED—

1 1
[ 1
1 1
1 1
1 1
[] 1

(a)

Bulk H

(b) clone #2 ”

4 ABSLA

— A*02:07 CGG CTC
—1 A*01:01 CTG CCC

Position 28 48

CGT GTA AAG ACC
CAT GGA ACG ATC

726 789 824 868
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(a)
§~ No stain No transfection B2M-gl B2M-g2
—
55“300-
A | 200-
L 100% 0.4% 2.8% 6.9%
——— ————— ——
w | 100+
o
[a'-
g 0 T T T T T T T T T T T T T T T T T T T T
S 0102 103 10* 10° 0102 103 10% 10° 0102 10% 104 10° 0102 103 10* 10°
=
EXPRESSION LEVEL OF HLA-ABC (RELATIVE VALUE) }

(b)

No stain No transfection B2M-KO #1 B2M-KO #2

Y300
200 190% 0.2% 100% 100%

ol DI

0102 103 104 105 0102 10% 10* 105 0102 103 10% 105 0102 103 10% 10
EXPRESSION LEVEL OF HLA-ABC (RELATIVE VALUE) g

NUMBER OF GELLS (NUMBER)

\

(c)

WT GCCGAGATGTGTCGCTCCGTGGCCTTAGCTGTGCTCGC SEQ ID NO: 32
#1 GCCGAGATGTCTCGC——CKYGGYCTYCTYTGYTGTGST SEQ ID NO: 33
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FI1G.24

No stain No transfection B2M-g2
250
200+
150 -
100% 9
100 /70 0.1% 14.0%
50 - \\
ol )

WT
#1

#2
#3

#4

0102 10° 104 105 0102 103 10 10° 0102 103 10% 10°

EXPRESSION LEVEL OF HLA-ABC (RELATIVE VALUE)

TCGGGCCGAGATGTCTCGCTGCGTGGCCTT
TCGGGCCGAGATGTCTCGCTGCGTGGCCTT
T
TCGGGCCGAGAT—————- SKCKGTWGTCTC
TCGGGCCGAGATGTCTC%QE?CGTGGCCTT
T

TCGGGGCGAGATGTCTCG———— TGGCCTT

SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:

SEQ ID NO:

.
-

34
35

36
317

38
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EXPRESSION LEVEL OF CD8 (RELATIVE VALUE)
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(a)604B1 (b) 604B1-A1°B7°#8 (c) 604B1-A1°B7 #10
108 105 105
L
1041 @ 104 @ 104 ¢
103 103 103
19.3% 0.3% 2.5%
102 102 102
0 - 0 - 0 -
0102 103 10% 10° 0102 103 104 105 0102 10° 104 10°
(d) 1383D2 (e) 604B1-B2M#1
1051 1051
1041 1041
103 103
0.7%
102 102
0 - 0
0102 103 10* 10° 0102 103 10* 10°

STAINING INTENSITY OF CFSE (NON-DIVIDING CELL MARKER) (RELATIVE VALUE;
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(a)585A1
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0102 103 10% 10°
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FI1G.26

(b) 585A1-B7"C7 #2

(c) 585A1-B7°C7 #11

4.4%

1051
1047
103

102,

2.6%

0102 103 104 105

0102 103 10% 10°

(e) 1383D2 (f) 604B1-B2M#1
105
104 @ °

- . -

108-

16.8% 2.9%
102.
0 -

0102 103 10% 105

0102 103 10% 10°

STAINING INTENSITY OF CFSE (NON-DIVIDING CELL MARKER) (RELATIVE VALUE)
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EXPRESSION LEVEL OF CD8 (RELATIVE VALUE)
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(a)604B1 (b) 604B1-A1°B37°C6'#3-11 (c) 604B1-A1"B37°C67#3-12
105- 105- 105-
104 * 1041 1041
1031 4.3% 1031 0.7% 1031  0.8%
102. 102. 102.
0 - 0 - 0 -
0102 103 10% 10° 0102 103 10% 10° 0102 103 10% 10°
(d) 1383D2 (e) 604B1-B2M#1
105- 105-
104- @ 104
103 4.4% 1031  0.6%
102 102
0 - 0
0102 103 10% 10° 0102 103 10* 10°

STAINING INTENSITY OF CFSE (NON-DIVIDING CELL MARKER) (RELATIVE VALUE)
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FIG.28

604B1 iPS cells

HLA-A
HLA-B
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Sorting
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Differentiate ) )
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T cells
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Culture with
IL-2 and IFN-r
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EXPRESSION LEVEL OF CD8 (RELATIVE VALUE)
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FI1G.29

(a) Bulk PBMC (b) Bulk PBMC (c)  Bulk PBMC
+allo PBMC + 604B1-CD45+ cell only
1057 1091 D[ 10°-
1041 104 1041
Day 3~8
103 103 103 IL-2 20U
102 102 102
0 1 e[ o 0 1
0102 10% 10 10 0102 10% 10* 10° 0102 10% 10% 10°
(d) CD8+ PBMC (e) CD8+PBMC
+604B1-CD45+ cell Only
1051 o)) N 1051 wl
44 44
10 10 t Day 0~8
103{ 65.7% 1034 1.8% - “ | IL-220U
IFN-y 25ng/mL
102 102
0 0 1
0102 10° 10% 10° 0102 10° 10% 10°

STAINING INTENSITY OF CFSE (NON-DIVIDING CELL MARKER) (RELATIVE VALUE)
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FIG.31
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RATIO OF NUMBER OF EFFECTOR CELLS TO NUMBER OF TARGET CELLS

FI1G.32

Non-edited

A1 B7 #8
604B1-B2M #1
A1"B7 #10

0.625:1

0.625:1

1.25:1 2.5:1 51 10:1

RATIO OF NUMBER OF EFFECTOR
CELLS TO NUMBER OF TARGET CELLS

20:1



Specific Lysis (%)

25

20

15

10

28/48

7 *
i Non-edited
B7 C7 #2
 604B1-B2M ™ #1
B7 C7 #11
i B7 C7 #26
0.625:1 1.25:1 2.5:1 5:1 10:1 20:1

RATIO OF NUMBER OF EFFECTOR CELLS TO NUMBER OF TARGET CELLS
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FIG.34
(a) 604B1-B2M- #1 (b) 604B1
g% A
—~| 10°7 1091
>3] o] &dg°
df 1041 > 1041
=
S| 1031 103-
== 11.3%
S<| 102 102]
gel 0] .
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L
STAINING INTENSITY OF CFSE (NON-DIVIDING CELL MARKER)
(RELATIVE VALUE)
(c)
50 - *
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< 30 A
% 20 -
&
S 10 -
P PR
s R 1 A1-B37-C6#3-11
R i e .
:K T T ‘_L—-—-J‘__é_/ 1 ~*~\i 1
10 J A17B37°C67#3-12
0.625:1  1.25:1 2.5:1 5:1 10:1 20:1

RATIO OF NUMBER OF EFFECTOR CELLS TO NUMBER OF TARGET CELLS
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EXPRESSION LEVEL OF NANOG
(RELATIVE VALUE)

(a) NK cell only (b) 604B1-wt (c) 604B1-A1B7 #8 (d) 604B1-A1B7 #10

Lénms'

= | 1041 1.6% 2.2% 2.0% 1.8%

Ll

= | 103 @

—_

o 1024

€| o

9 0102 10° 104 105 0102 103 10* 105 010 103 10* 105 0102 10° 104 10°

[am)

© (e) 1383D2 (f) 604B1-B2M-#1 (g) K562

3 105-

L

E 1041 1.6% 3.2% 5.9%

: *1@

2 ;

% 102

o 0 1

i 0102 10° 10 10° 0102 10° 10¢ 10° 0102 10% 10* 10°
EXPRESSION LEVEL OF CD107a (RELATIVE VALUE) -

10 ;

—
HH

HH

©
—h
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FIG.37
(a) 604B1 (b) 604B1-A1"B377C6~ (c) 604B1-A1-B37-C6-
#3-11 #3-12

1mm 1 mm

FIG.38
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#3-11 #3-12
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FIG.41
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FI1G.47

HLA-B HLA-C DP/DQ/DR

C*07:.02  CIITA
Q1 D2 citA

,1, CIITAKO

HLA-B HLA-C DP/DQ/DR

C*07:02
1 cHK02

(c)

TARGET SEQUENCE VOF SgRNA-CIITA-ex3gb

CIITA ACACCATCAACTGCGACCAGTTCAGCAGG SEQ ID NO: 8014
Allele 1 ACAC----- ACTGCGACCAGTTCAGCAGG SEQ ID NO: 8015

Allele 2 ACACCATCAHQCTGCGACCAGTTCAGCAGG SEQ ID NO: 8016
A

a
(@) 585A1-C7 RESIDUAL CELL
HLA-A
AS&02 B
A3 s
585A1-C7 RESIDUAL CELL
(CLASS 11 DEFICIENCY)
HLA-A
ASk02 B
A2
(b)
Clone ID CIITA CITA
#3-1-1 WT  +1bp
#3-1-2 WT WT
#3-1-3 +1bp -5bp
#3-1-4 +1bp  WT
#3-1-5 WT WT
#3-1-6 +1bp -1bp
#3-1-7  -13bp -13bp
#3-1-8 WT -1 bp
#3-1-9  -13bp +1bp
#3-1-10 WT WT
#3-1-11 WT WT
#3-1-12 WT  +1bp
#3-1-13 WT  -15bp
#3-1-14 WT WT
#3-1-18  +1bp +1bp
#3-1-19 WT WT
#3-1-20 WT WT
#3-1-21 +2bp -10bp
#3-1-22  +1bp +1bp
#3-1-23 WT WT
#3-1-24 WT WT
#3-1-25  WT  +2bp
#3-1-26 WT WT
#3-1-27 WT +1 bp
#3-1-28 WT WT
#3-1-31 WT WT
#3-1-32  +16bp -6bp
#3-1-33 WT WT
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FIG.50

Ff-XT-28s05 iPSCs

HLA-A HLA-B HLA-C DP/DQ/DR
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FIG.51
(a)
\ ' o TE HLA-A-ex3g1 HLA-A-ex3g1
o stain o] HLA-B-ex2g1 HLA-B-ex2gl
ClITA-ex3g5
o MN
3
=
=
[N}
>
_
<C
= 11
5 E

EXPRESSION LEVEL OF HLA-A24

EXPRESSION LEVEL OF HLA-B7 (RELATIVE VALUE)

(b)

Clone ID HLA-A24 HLA-A24 HLA-B7 HLA-B7 CITA _ CITA
Ff-XT28s05-ABTo #1 +1bp +1bp -3bp  -1bp  +1bp +2bp
Ff-XT28s05-ABTo #2 +1bp  +1bp  +2bp  +2bp  +1bp  -1bp
Ff-XT28s05-ABTo #3 +1bp +1bp -1bp  -1bp  +4bp  -19bp
Ff-XT28s05-ABTo #4 N.D. N.D. N.D. N.D.  +200bp +200 bp
Ff-XT28s05-ABTo #5 N.D. N.D. N.D. N.D. WT WT
Ff-XT28s05-ABTo #6 M1bp +1bp +1bp +1bp +1bp  +1bp
Ff-XT28s05-ABTo #7 N.D. N.D. N.D. N.D. -1 bp WT
Ff-XT28s05-ABTo #8 N.D. N.D. N.D. N.D. N.D. N.D.
Ff-XT28s05-ABTo #9 N.D. N.D. N.D. N.D. N.D. N.D.
Ff-XT28s05-ABTo #10 N.D. N.D. N.D. N.D. +3bp  +1bp
Ff-XT28s05-ABTo #11 N.D. N.D. N.D. N.D. N.D. N.D.
Ff-XT28s05-ABTo #12 N.D. N.D. N.D. N.D. N.D. N.D.
Ff-XT28s05-ABTo #13 A1bp +1bp -2bp  -2bp  +1bp  -1bp
Ff-XT28s05-ABTo #14 N.D. N.D. N.D. N.D. N.D. N.D.
Ff-XT28s05-ABTo#15  -544bp -544bp -9bp  -9bp  -10bp  +1bp
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FIG.52
(a)
Clone ID HLA-A24 HLA-A24 HLA-B7 HLA-B7

Ff-XT28s05-ABo #1 +1 bp -1 bp WT +1 bp
Ff-XT28s05-ABo #2 +1 bp +1 bp Mut. Mut.
Ff-XT28s05-ABo #3 WT +1 bp WT WT
Ff-XT28s05-ABo #4 WT WT WT WT
Ff-XT28s05-ABo #5 WT WT WT WT
Ff-XT28s05-ABo #6 WT WT WT WT
Ff-XT28s05-ABo #9 +1 bp -1 bp WT Mut.
Ff-XT28s05-ABo #10 WT WT WT WT
Ff-XT28s05-ABo #11 WT +1 bp WT Mut.
Ff-XT28s05-ABo #12 WT WT WT WT
Ff-XT28s05-ABo #13 +1 bp +1 bp WT +1 bp
Ff-XT28s05-ABo #14 +1 bp +1 bp +1 bp 12 bp
Ff-XT28s05-ABo #15 WT WT WT WT
Ff-XT28s05-ABo #16 WT +1 bp WT WT
Ff-XT28s05-ABo #17 +1 bp +1 bp WT -23 bp

(b)

Clone ID CIITA CIITA
Ff-XT28s05-ABo_To # 14-1 N.D. N.D.
Ff-XT28s05-ABo_To # 14-2 N.D. N.D.
Ff-XT28s05-ABo_To # 14-3 +2 bp +2 bp
Ff-XT28s05-ABo_To # 14-4 +1 bp +1 bp
Ff-XT28s05-ABo_To # 14-5 +5 bp +12 bp
Ff-XT28s05-ABo_To # 14-6 +1 bp +1 bp
Ff-XT28s05-ABo_To # 14-7 +1 bp +12 bp
Ff-XT28s05-ABo_To #14-8 +1 bp WT
Ff-XT28s05-ABo_To #14-9 +1 bp +1 bp
Ff-XT28s05-ABo_To #14-10 +1 bp WT
Ff-XT28s05-ABo_To #14-11 N.D. N.D.

Ff-XT28s05-ABo_To #14-12 +1 bp +1 bp




%.88 16 %690°¢6 %Z8C V6 %6.8°L6 %¥66°G6 31V¥Y ¥3A0D V101
%88¢€ L. AZAR YA %/,80°9. %.LEY G8 %986°64Z AININOIY 13TV 1VLO0L

45/48

%€80°G 9 %6910 GCZ  %88.6 € %6€9°€ LL %0000 V/N 10:9l«
%L0EL  LL %98vYy LL %S¥PL0 €2  %ve60 9L  %cCvllL G c0:Cl«
%9¢8¢ Vvl  %G86L g %¥2Ll'0 vZ %9000 ¥ %0LEL 9 10:80«
%l8CLL ¢ %095Vl L %8969 L %900GL ¢ %veodl € €0:20«
%G5€0L € %¥68¢€ ¢l %lOvZlL &  %89991 L %900 81 10-£0«
%8.8'G g %8199 9 %SGS8'8 14 %10€6 14 %L6L0 €L 20:90«
%289V 6 %L¥80 8L  %92G°C 0L  %9€L6 g %90 Gl 10:G0«
%80G 9l I %0408 v %.SY8l L %veG 0L € %l¥yy 6 LO:¥0x
%8.6°9 v %<CGe’8 € %0€€'G 8 %5128 9 %lsvclt v ¥0:€0«
%c0r€ Cl  %€C0'S 8 %e8LL 9L %.LGV'S L %9LLEL ¢ €0-€0«
%LZCY 0L  %G6€0 L2 %lo¥8 g %6CL°€ %G200 6L  20:C0«

0
%126V L %S¢l ¢ %0680 6L  %dZe6C ¢ %8G5 L1 I C0:10«

AIN3N03YA AIN3N03YA AIN3N03YA AIN3N03YA AIN3N03YA
FETIV.INVE TV INVY FTATIV. INVY JTETIV INVE 1TV ANV 1TV

SIH SIH IdV dV V4V V4V dn3 dn3 Ndr Ndrr  O-VIH

¢S DIA



46/48

FIG.54
Clone ID B2M B2M

Ff-XT28s05-Mo #1 +1bp  -1bp

Ff-XT28s05-Mo #2 -8bp -15bp

Ff-XT28s05-Mo #3 +1bp  +1bp

Ff-XT28s05-Mo #4 WT WT

Ff-XT28s05-Mo #5 +1bp  +6bp

FIG.55
Clone ID B2M B2M  CITA  CITA

Ff-XT28s05-MTo #1 —-21bp -2bp  WT WT
Ff-XT28s05-MTo #2 +1bp  WT  +1bp  +1bp
Ff-XT28s05-MTo #3 +1bp  WT WT WT
Ff-XT28s05-MTo #4 +1bp  WT WT  -13bp
Ff-XT28s05-MTo #5 +1bp +1bp -15bp  +1bp
Ff-XT28s05-MTo #6 +1bp  +1bp  +1bp WT
Ff-XT28s05-MTo #7 +1bp  +1bp  +1bp WT
Ff-XT28s05-MTo #8 +1bp +1bp -7bp  +1bp
Ff-XT28s05-MTo #9 +1bp  WT  -20bp  WT
Ff-XT28s05-MTo #10 +1bp +1bp  +1bp WT
Ff-XT28s05-MTo #11 +1bp -1bp  +1bp WT
Ff-XT28s05-MTo #12 +1bp  +1bp  +1bp WT
Ff-XT28s05-MTo #13 +1bp +1bp  -1bp WT
Ff-XT28s05-MTo #14 +1bp  +1bp  +1bp WT
Ff-XT28s05-MTo #15 +1bp +1bp -18bp -27bp
Ff-XT28s05-MTo #16 WT WT WT WT
Ff-XT28s05-MTo #17 -13bp -8bp  WT WT
Ff-XT28s05-MTo #18 +1bp  +1bp -29bp  WT
Ff-XT28s05-MTo #19 +1bp  +1bp  -1bp WT
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FIG.56
(a) (b)
No Stain Ff-XT28s05-MTo #2
: : : I |
0% § 99.7%

EXPRESSION LEVEL OF HLA-ABC (RELATIVE VALUE)

FIG.57

985A1-B2M-KO

|

No stain No TF B2M-g2
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i | [

\j

HLA-ABC expression
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FIG.58
Clone ID HLA-CO7 HLA-C12
#3-2 WT -3 bp
#3-3 WT +198 bp
#3-4 -2 bp +197 bp
#3-5 +1 bp -21 bp
#3-6 +1 bp -7 bp
#3-7 +2 bp -7 bp
FIG.59
Clone ID HLA-C07 HLA-C12
#3-1 +1 bp WT
#3-2 +1 bp WT
#3-3 +1 bp WT
#3-4 WT WT
#3-5 +1 bp WT
#3-6 +1 bp WT
FIG.60
Clone ID HLA-C06 HLA-CO7
#4-1 WT WT
#4-2 WT -4 bp
#4-3 WT WT
#4-4 WT WT
#4-5 WT WT
#4-6 WT +1 bp
#4-7 WT WT
#4-8 WT WT
#4-10 WT +1 bp
#4-11 WT +1 bp
#4-12 WT WT
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