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[Figure 5A]
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[Figure 7]
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- Influence on primary tumor -
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- Influence on metastasis -
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| CIone name CDR name “ Am|no aC|d sequence - SEQID NO

TA201C003a * Heawy chan CORY GYTFTSYY ~ seaiDNO32
TA201C003a HeaychenCDRZINPSTGST ~ SEQIDNO:33
TA201C003a ey chain CDR3 TRGGITMVRGVSPHYYGMDV  SEQID NO:34
TA201C003a  Lightchain CDR1 QSVLYTSNNKNY SEQIDNO:35
TA201C003a Lightchain COR2 WAS ~ SEQIDNO:36
TA201C003a LightchanCORYQQYYRTPT ~ SEQIDNO:37

[Figure 13B]

ﬁCIone name Sequence name - Amlno acid sequence - SEQ ID NO
| 'MDWTWRVFCLLAVAPGAHSQVQLVQSGAEVKKPGASVKVSCKASG ]
; YTFTSYYLHWVRQAPGQGLEWMGIINPSTGSTMYAQKLQGSVTMTR
‘ Heavy chain DTSTSTVYMELSSLRSEDTAVYYCTRGGITMVRGVSPHYYGMDVWG
variable region QGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVT
'VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNV
'NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFP
MVLQTQVFISLLLWISGAYGDIVMTQSPDSLAVSQGERATI NCKSSQS
| 'VLYTSNNKNYLGWYQQKPGQPPKLLIYWASTRESGVPDRFSGSGSG |
fTAZOlcooaa kvat:gg}ecp:g;?on TDFTLTISSLQAEDVAVYYCQQYYRTPTFGGGTKVEIKRTVAAPSVFIF SEQ ID NO:45
: PPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVT | '
'EQDSKDS

gTA201C003a SEQID NO;44;

[Figure 14A]

CIone name | CDR name - Am|no aC|d sequence o SEQ ID NO
TA201B010a Heayy ched COR1 GFTFSSYS o ﬁSEQID NO:38
?TAZOlBOlOaHEHeavychamCDRZ ISSSGSYl  SEQIDNO39
TA201B010a Heayctai COR3 ARDHGSYYGSGSYCWFDP  SEQ ID NO:40
TA201B010a  Lightchain CDR1 QGISIW ~ SEQIDNO:#.
TazoiBoie I oriaas EaibNod
TA201B010a LightchanCOR3QQADSFPLT ~ SEQIDNO43

[Figure 14B]
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fCIone name Sequence name Amino acid sequence SEQ ID NOI
~ 'MELGLRWVFLVAI LEGVQCEVQLVESGGGLVKPGGSLRLSCAASGFT |
FSSYSMHWVRQAPGKGLEWVSSISSSGSYIFYADSVRGRFTISRDNA |

Heavy chain KNSLFLQMNSLRAEDTAVYYCARDHGSYYGSGSYCWFDPWGQGTL
vanable region VTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN
%SGALTSGVHTFPAVLQSSGLYSLSSWWPSSSLGTQTYiCNvNHKPs
NTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFP

~ MDMRVPAQLLGLLLLWFPGSRCDIQMTQSPSSVSASVGDRVTITCR |

: | _ ASQGISIWLAWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFT

;TA20180103 ~ Lightchain | 1aq) 0pEDFATYYCQQADSFPLTFGGGTKVEIKRTVAAPSVEIFPPS SEQIDNO47

TA2018010a SEQIDNO46

varlable region
DEQLKSGTASVVCLLNNF YPREAKVQWKVDNALQSGNSQESVTEQD

, SK{}S
[Figure 15]
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[Figure 16]
Clone No #001 #002 #003 #004 #005 #0086 #007 #008 #009 #010

E. coli-derived antigen| o758 | o77s | o812 | 0722 | 0723 | 0727 | 0743 | 0818 | 0813 | 0866
Animal-derived antigen| ©0.715 | 0772 | 0729 | 0648 | 0634 | 0726 | 0751 | 0719 | 08689 | 071

[Figure 17]
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[Figure 18]
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[Figure 19]
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® Samples

1. HEK293 (human) lysate 10ug

2. Liver (mouse) lysate 5ug ® 1st Ab: 1ug/mL anti-COPB2

3. Liver (mouse) lysate 10ug ® 2nd Ab: goat anti-human IgG-HRP

TA201C003a TA201B010a TA201B008a TA201B007a TA201C002a

[Figure 20]
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Both #003 and #010 were confirmed to have

lgG1/kappa subclass

[Figure 21]
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