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Figure 2

A NH,
Br Br
HS Q:H i /\EE(; — S'FANH

25424.80
160 25310,00
5N
xR
T C (o
D &g o-@
0 i P )
20000 22000 24000 26000 28000 30000
mass
C
H,N s Br Br ___»
SH
y Br
D 25450.20
: 25336.00
100 ey
N DA ENUERE -
K <
2 Csece-@N Y K GDIETD
0 mass
20000 22000 24000 26000 28000 30000

mass



Figure 3
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Figure 4
A
Effect of input & mod'n buffers on modified phage number
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Figure 4 C
Effect on phage number of eluting twice with same buffer @ Eluatel
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Figure 5
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Figure 6

A: ‘Quick’:
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Figure 7 A
Effect of KF quick and long protocols for PK15 phage
modification
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Figure 8
Total phage particle titre
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Figure 9A

Particle titre per mi during prep & modification
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Figure 9B
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